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Figure captions.  

Figure S1. Base peak chromatograms (BPC) obtained in positive ionization mode for 

green coffee (GCB) (A); light coffee (LRC) (B); medium coffee (MRC) (C); and dark 

coffee (DRC) (D) under optimal separation conditions. HILIC-MS conditions are 

summarized in section 3.3. 

Figure S2. Hierarchical cluster analysis (HCA) in positive (A) and negative (B) 

ionization modes for the four groups of coffee samples (GCB, LRC, MRC, and DRC) 

submitted to different roasting process. 

Figure S3. Diagrams of the trends observed for all the tentatively and unequivocally 

compounds both in negative and positive ionization mode along the coffee roasting 

process. 
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Figure S2-A 

  



Figure S2-B 

 

 

 

 

 

  



Figure S3.  

 

 

 



 

  

  



 

 


