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Supplementary Figure 1. PAK1 mRNA and protein level of PAK1 in human NSCLC and adjacent
healthy tissues. Expression levels of both PAK1 mRNA and protein were higher in frozen NSCLC tissue
specimens than that in the adjacent healthy tissue specimens from 28 NSCLC patients.
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Supplementary Figure 2. Meta-analysis and comparative analysis of PAK1 expression between NSCLC
and healthy tissues. (A) Meta-analysis and (B) comparative analysis of PAK1 expression revealed that
PAK1 expression was higher compared with samples from healthy tissues.
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Supplementary Figure 3. Kaplan-Meier survival curves of PAK1 based on publicly available big data.
Overexpressed PAK1 mRNA levels were associated with poor overall survival of lung cancer patients.
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Supplementary Figure 4. Inhibitory effects of a PAK1 selective inhibitor, NVS-PAK1-1, on EGFR
tyrosine kinase inhibitor-resistant lung cancer cell growth. (A) PAK1 and phospho-PAKI1 levels were
elevated in EGFR-mutant cell line, HCC827 in HCC827 (EGFR-mutated adenocarcinoma cell line) cells
compared to those in A549 (EGFR wild-type cell line) or BEAS-2B (normal bronchial epithelial cell line)
cells (B) geftinib-resistant HCC827 (HCC827/GR) cells had higher levels of phosphorylated PAK1 than
wild-type HCC827 cells (C) Suppression of the PAK1 and phospho-PAK1 levels by NVS-PAK1-1 in
HCCB827/GR cells in a dose-dependent manner (D) Inhibitory effects of NVS-PAK1-1 on HCC827/GR
growth



