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Molecular network-guided alkaloid profiling in aerial parts of Papaver nudicaule using LC-HRMS
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Supplementary Figure S1. Molecular network from ethanolic extracts of Papaver nudicaule and Papaver rhoeas (GNPS ID: d38cc1e769524002ad2c2122f7375f08). The networks consist of 2121 molecular features. Among 102 independent clusters containing at least 3 features, two clusters (component index 9 and 23) were filtered as alkaloid subclasses by GNP library matching.
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