Supplementary A: Tables

Table S1. The composition of molecular species of phosphatidylethalnolamine (PE) from the clams.

PL Symbol M+ Formula Area % in PE
PE 33:1 p17:0/16:1 688.5269 CssHuNO7P 1497699 1.6
PE 34:1 p18:0/16:1 p16:0/18:1 702.5410 CsHnNOP 5712376 6.0
PE 35:1 p17:0/18:1 716.5575 CaoHsNOP 4716264 5.0
PE 36:1 p18:0/18:1 730.5794 CuHsNOP 14652116 154
PE 38:5 p18:0/20:5 750.5444 CssHnNOP 3211714 34
PE 38:2 p18:0/20:2 756.5835 CuisHaNOP 5720469 6.0
PE 38:1 p18:0/20:1 758.6006 CaisHsNOP 1178033 1.2
PE 39:7 p17:0/22:6 762.5406 CuHmNOP 1574842 1.7
PE 39:5 p17:0/22:5 764.5537 CuHzsNOP 2309139 2.4
PE 39:1 p17:0/22:2 770.6018 CuHuNOP 1566703 1.6
PE 40:6 p18:0/22:6 776.5556 CssHsNO7P 16448856 17.3
PE 40:5 p18:0/22:5 778.5704 CssHsoNO7P 4784699 5.0
PE 40:3 p18:0/22:3 782.5966 CuisHuNOP 2470761 2.6
PE 40:2 p18:0/22:2 784.6161 CssHssNO7P 9756482 10.3
PE 41:2 p19:0/22:2 798.6334 CsHssNO7/P 741412 0.8
PE 34:2 16:1/18:1 716.5323 CxHnuNOsP 646687 0.7
PE 34:1 16:0/18:1 718.5409 CaH7zNOsP 804239 0.8
PE 35:2 17:0/18:1 730.5411 CaswoH7NOsP 291277 0.3
PE 36:2 18:1/18:1 7445492 CuHzNOsP 2182317 2.3
PE 38:6 16:0/22:6 764.5172 CsH7uNOsP 1158820 1.2
PE 38:5 18:0/20:5 766.5337 CasHrnNOsP 1763964 1.9
PE 38:4 18:0/20:4 768.5506 CaisHzsNOsP 1012322 1.1
PE 38:2 18:1/20:1 772.6211 CasHsaNOsP 156987 0.2
PE 39:6 17:0/22:6 778.5323 CuHnNOsP 2609124 2.7
PE 40:7 18:1/22:6 790.5287 CasHnNOsP 1893480 2.0
PE 40:6 18:0/22:6 792.5457 CasHzsNOsP 4423247 47
PE 40:5 18:0/22:5 794.5604 CassHsoNOsP 1696335 1.8
PE 40:2 800.6117 CasHssNOsP  134525.0 0.1

Table S2. The composition of molecular species of phosphatidylcholine (PC) from the clams.

PL Symbol M+ Formula Area % in PC
PC34:1 al7:0/17:1 746.5933 Cx2HuNOP 165641 0.1
PC 36:4 768.5833 CuHs2NO7P 4575096 2.7
PC36:2 al4:0/22:2 7725198 CuHseNO/P 1241394 0.7
PC 36:1 774.6346 CuHssNO/P 2979147 1.8

PC37:5 780.5825 CssHNO7P 367053 0.2



PC37:4 782.6174 CssHuNO7P 1177555 0.7
PC38:6 al6:0/22:6 792.5846 CisHs:NO/P 7956790 4.7

PC 38:5 794.5848 CusHssaNO7P 6071400 3.6
PC 38:2 800.6423 CsHoaoNO7P 1861346 1.1
PC 40:7 818.6027 CasHssNO7P 11142834 6.6
PC40:6 al8:0/22:6 820.6153 CasHssNO7P 14290935 8.5
PC 30:1 704.5226 CssH7aNOsP 2979567 1.8
PC 30:0 706.5400 CssHznNOsP 9416695 5.6
PC 32:2 730.5404 CaH7NOsP 2128977 1.3
PC 32:1 732.5525 CaH7zsNOsP 17516824 10.4
PC 34:5 752.5319 C«HnuNOsP 1297666 0.8
PC 34:4 754.5408 C«H7NOsP 5115775 3.0
PC 34:3 756.5518 CaoHzNOsP 4902910 2.9
PC34:1 17:0/17:1 760.5813 C«Hs2NOsP 17236303 10.2
PC 36:6 778.5467 CuH7NOsP 2273993 1.3
PC36:5 16:0/20:;5 780.5542 CauH7NOsP 5061395 3.0
PC 36:4 782.5708 CuHsoNOsP 5088689 3.0

PC36:2 14:0/22:2 786.6157 CuHsaNOsP 3702615 2.2
PC38:6 16:0/22:6 806.5637 CaisHsoNOsP 27052247 16.0
PC 39:6 822.5940 CsHsauuNOsP 3098835 1.8
PC40:6 18:0/22:6 834.5929 CisHsaNOsP 10024963 59

Table S3. The composition of molecular species of phosphatidyl serine (PS) from the clams.

PL Symbol M- Formula Area % in PS
PS36:1 p18:0/18:1 772.5458 CaHsoNOoP 1463470 22
PS38:4 p18:0/20:4 794.5213 CuHnNOP 907091 14
PS38:4 pl18:0/20:4 794.5242 CuHnsNOsP 727150 1.1
PS38:1 p18:0/20:1 800.5756 CuHsiNOoP 17232642  26.3
PS39:1 p18:0/21:1 814.5899 CausHssNOoP 4344297 6.6
PS40:6 p18:0/22:6 818.5221 CusHsNOoP 4579900 7.0
PS40:6 p18:0/22:6 818.5427 CuHznsNOP 623300 1.0
PS40:5 p18:0/22:5 820.5443 CuHsoNOoP 2894367 44
PS40:4 p18:0/22:4 822.5648 CusHs2NOoP 2834565 4.3
PS40:22 p18:0/22:2 826.5853 CuHssNOoP 14902400  22.7
PS40:1 p18:0/22:1 828.6057 CausHssNOoP 2620077 4.0
PS34:2 17:1/17:1 758.4911 Cu«0H#xNOwP 988037 1.5
PS36:1 18:0/18:1 788.5367 CaHsoNOwP 1202239 1.8
PS38:1 18:0/20:1 816.5536 CuHsaNOwP 669399 1.0
PS38:1 18:0/20:1 816.5643 CuHssNOwP 1127650 1.7
PS39:6 17:0/22:6  820.494 CssHzsNOwP 519379 0.8
PS40:6 18:0/22:6 834.5277 CiHsNOwP 5073205 7.7




PS40:5 18:0/22:5 836.5383 CaHsoNOwP 2887324 4.4

Table S4. The composition of molecular species of phosphatidylinositol (PI) from the clams.

PL Symbol M- Formula Area % in PI
PI36:5 16:0/20:5 855.4999 CisH7Oi P 1439080 25
PI37:5 17:0/20:5 869.5255 CisH»OwP 715877 1.3
PI 38:6 881.5084 CuH7 O P 483099 0.9
PI38:5 18:0/20:5 883.5242 CwHsiOP 9309764 16.4
PI38:4 18:0/20:4 885.5440 Cs HssOw1P 16989549  30.0
PI39:4 20:4/19:0 899.5606 CisHssOiP 799211 1.4
PI40:6 20:1/20:5 909.5449 CwsHssOwP 8953275 15.8
PI40:5 20:1/20:4 9115593 CasHss O P 17534519  30.9
PI 40:4 913.5701 CusHsyO3P 490379 0.9

Table S5. The composition of molecular species of phosphatidylglycerol (PG) from the clams.

PL Symbol M- Formula Area % in PG
PG32:0 16:0/16:0 721.4975 CasHsOwP 26424206 100

Table S6. The composition of molecular species of ceramide aminoethylphosphonate (CAEP) from the

clams.

PL Symbol M- Formula Area % in CAEP
CAEP 34:3 16:0/d18:3 639.4817 CssHesN20sP 62084084 14.6
CAEP 342 16:2/d18:0 641.4994 CsHnN20sP 74898407 17.6

CAEP 34:1 16:0/d18:1 643.5137 CssH7N20sP 1094052 0.3
CAEP 34:1 643.5145 CssH7sN20sP 54701373 12.9
CAEP 35:3 16:0/d21:3 653.4990 CsrH7nN20sP 40643458 9.6
CAEP 35:2 17:0/d18:2 655.5124 Ca7H7N20sP 24780958 5.8
CAEP 35:1 16:0/d19:1 657.5291 Cas7H7sN205P 66718626 15.7
CAEP 35:0 659.5423 Cs7H7N20sP 6139719 14
CAEP 36:2 669.5300 CssH7sN20s5P 5837542 1.4
CAEP 36:1 17:0/d19:1 671.5453 CasH77N20sP 20568570 4.8
CAEP 37:3 18:0/d19:3 681.5287 CaH7sN205P 36620992 8.6
CAEP 37:3 18:0/d19:3 681.5294 Ca9HzsN20sP 2260798 0.5
CAEP 372 18:0/d19:2 683.5487 CaH7N20sP 3669098 0.9
CAEP 37:1 18:0/d19:1 685.5565 CaH7N205P 3745037 0.9
CAEP 36:3 667.4975 CssHzN20sP 20841736 4.9
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Figure S1. Fragmentation pathways of PE 36:1.
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Figure S2. Fragmentation pathways of PE 35:2.
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Figure S3. Fragmentation pathways of PC 38:6.
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Figure S4. Fragmentation pathways of PS 38:1.
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Figure S5. Fragmentation pathways of phosphotidylserine (PS 40:5).
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Figure S6. Fragmentation pathways of PI 40:5.
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Figure S7. Fragmentation pathways of PG 32:0.
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Figure S8. Fragmentation pathways of CAEP 37:1.



