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Figure S1: 'H NMR Spectrum of compound 1
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Figure S2: *C NMR Spectrum of compound 1
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Figure S3: DEPT Spectrum of compound 1
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Figure S4: COSY Spectrum of compound 1
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Figure S5: HMQC Spectrum of compound 1

1.5

1.0 0.5

f1 (ppm)



Ll

N

L

WL

b

|

bc

Std Proton parameters o) °° @° 0. °€ ‘ L 20
@ L . il @ -40
6 | 0,0 "0 ©
r 6o ve'
80 o0 0 Sf) -60
0 @ 0 0 A
0 0 80
-100
. . . 120
0@ : °8 sdoo 0 0
0 - 140
-160
0 d
0 0 -180
-200
0 0 0 -220
85 80 75 70 6.5 6.0 55 50 45 40 35 3.0 25 2.0 1.5 1.0 0.5

f2 (ppm)

Figure S6: HMBC Spectrum of compound 1
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Figure S7: *H NMR Spectrum of compound 2
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Figure S8: *C NMR Spectrum of compound 2
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Figure S12: HMBC Spectrum of compound 2
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Figure S13: *H NMR Spectrum of compound 3
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Figure S14: 3C NMR Spectrum of compound 3
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Figure S15: DEPT Spectrum of compound 3
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Figure S19: ITS sequence alignment of UM10M with sequences published in GenBank

* 20 * 40 *
UM1OM - TCCGTAGGTGAACCTGCGGAGGGATCATTACCEAGTTGTCCTCCGTG-AC

JQ761479.1  + —mmmmmmmme I ZIZTT GGATCATTACCGAGTTGTCCTCCGTG-AC

KCA77228.1 = ——mmmmmmmmmmemmemeo TCATTACCGAGTTGTCCT-CTGTGAC

KX037428.1 = ————mmmmmmmmmmmme GGATCATTACTGAGTTGTCCTCCGAGGAC

KUB83913.1 7 ———m—mmmmmmmmmmmmem_ GGATCATTACTGAGTTGTCCTCCGAGGAC

AF201704.1 - TCGGTTGGTGAACCAGCGGAGGGATCATTACAGAGTTAC————CAAA——-—

DQBA1634.1  + —ommmmmmmmommem GGGATCATTACTGAGTTTT-—-GAAAAAAG—

EF026121.1 - TCCGTAGGTGAACCTGCGGAGGGATCATTAAAGAGTTTT—--——C-TACA—

EF026122.1 - TCCGTAGGTGAACCTGCGGAGGGATCATTAAAGAGTT-T—-—-—AAAACA—

6U292818.1 - TCCGTAGGTGAACCTGCGGAGGGATCATTAAAGAGAGCC-——-TAAAAA—

6U292822.2 - TCCGTAGGTGAACCTGCGGAGGGATCATTAAAGAGTTCT——————— ATA-

JQ759872.1 ¢ mmmmmmommme L2 GGATCATTACAGAGTTAT—-——CTAA-——

JQ760608.1 : —mmmmmmmmmmmmm— GGATCATTACAGAGTTGT————CCTA——— \eR1666— -~ NAASEPA—
J0846087.1 : TCCGTTGGTGAACCAGCGGAGGGATCATTACTGAGTTTT-—-GAAAAAAG-

KC708575.1 = ——mmmmmmmmmommmm IR ETTTEEL
KC8A5930 .1 = —m o m oo T
KP133215.1 - TCCGTTGGTGAACCAGCGGAGGGATCATTAGAGAGTTCT—-——CATACA=

KP133218.1 - TCCGTTGGTGAACCAGCGGAGGGATCATTAAAGAGAGCC-——-TAAAAA-

KUBB3765.1 = ———mmmmmmmmmmmmem_ GGATCATTATAGAGTTAT—-——CTAA——— i [6el6— - AN EEA
KU683999 .1 = ———mmmm oo ATA-—— HAA
KU747773.1 = ——mmmmmmmmmmmmmommee TACAGAGTTGT——--C—-AA———

KU747908. 1 = ——mm oo AAA———

KX774096.1 = ——————mmmmm oo ETTEEE
KX778681.1 = — oo mm oo

KY250390.1 - TCCGTTGGTGAACCAGCGGAGGGATCATTAAAGAGTTTT—-———-— TACA-

KY250391.1 - TC-GT-GGTGA--CAGCGGAGGGATCATTAAAGAGTTTT—-———-— 21 (o WACTCCCIMA N CC BT GTGAAC
LN714575.1 = ——mmmmmmmmmmmmmmoo ATCATTAAAGAGT-GT-——~AATA-—— TAA
ME153390.1 + ———mmmmmmmmmmmmmmmmom L AAGAGTTTT—-—-C-TACA-

MF663581.1 - TCCGTTGGTGAACCAGCGGAGGGATCATTAGAGAGTCT—————— AAACA-

MG5A3928 1 = oo AAA-

MGBA3932.1 = = oo AAA—

MGBA3935. 1  + o m o oo AAA———

MG5A3943. 1 = oo AAA—

MGBAB947 . 1 = — oo AAA-

MG832444.1 - TCCGTTGGTGAACCAGCGGAGGGATCATTAAAGAGTGT—-————— AATA-

MH178723.1 = —mmmmmmmmmmmmme T TTACAGAGTTAT--——CAAA———

MH305505.1 + ——————mmmmmmm oo A T
MHO31277.1 - TCCGTTGGTGAACCAGCGGAGGGATCATTACAGAGTTAT-———CTAA———

MK192015.1 = —mmmmm oo

MK367486.1 = ———mmmmmmmmmmmmmmmo GGGAATAGG-———TGTATA-

MK367543.1 + ———mmmmmmmommeme GGGGGC-TTA-AGAG-——————— CTTCAA-

NR_16021(-).1 TCCGTTGGTGAACCAGCGGAGGGATCATTACAGAGTTCT----CGCA--—




Figure S19: ITS sequence alignment of UM10M with sequences published in GenBank

100 * 120 * 140 * 160 *
UM10M ©GTG----—- G
JQ761479.1 ®GTG--—-- G
KC477228.1 ®GCGTCAC
KX037428.1 ®GCGTTACC
KU683913.1 @GCGTTACC
AF201704.1 AOCOTGTAGG-A--CCTACCCGG---TAG-G®--G——---
DQ641634.1 : [T NETGGCCTOAT-—--TGEAC----CGTGGCGGATATCT®CE®TATGG-------TATAGTG----GCTG®-——--——--
EF026121.1 APA®CGTAGG-G--CCTACGCCGGG-TGGTGEGCCG——--
EF026122.1 ®COTGTAAG-G--CCTACCCGGA--AGGCGEGGG---T
GU292818.1 GTGECCC---C-TCATGGEG- TGCCCGGCGCGCAGCCCCGCAAGGGGGGGGGGCCGCGGGTGAG
GU292822 .2 ®COTGTAGG-A--CCTACCCGGT--AGACGEGGG----TAAGH e eleleleCC
JQ759872.1 --G-————- CRCCTGCCG
JQ760608.1 : [cleloeleTCA---AGG--[®CCCeGT----AGCGTG-Clg--AGEA®—————————————— e
JQ846087.1 : [eETNeeTGGCCTOAT----TCE®AC----CGTGGGCATATCTE®COTATGG-------TATAGTG----GGCTGCE-——-——---
KC708575.1 C (®CGTAGG-G--CCTACGCCGGG-TGGTGEGCEG—--—
KC845930.1 ®CGTAGG-G--CCTACGCCGGG-TGGTGEGCGG——-—
KP133215.1 ®COCGTAGG-G--CCTACCC--GGGACGCGETGGCCGTCCECH e cleleleGC
KP133218.1 G- TGCCCGGCGCGCAACCCCGCAAGGGGGGGGGGACGCGGGTGGG
KU683765.1 Ge--G---—-
KU683999.1 ——GCGGGT
KU747773.1 : EEo8ECGCG---0GT--¢CCA®CC----TGGAAGACE--TAECOECGTAGG-AGGCCTATCCGGGGGCGE-GE--G-———-
KU747908.1 : EleleGeeCGC---@GT--®CTASC---——------AC®--A--COGGT-GG-A----—-—---G6-—---6-G¥--G----- A“CCIGCCG C
KX774096.1 GGG————T
KX778681.1 GGG----T
KY250390.1 TGGGGGAAC
KY250391.1 TGGGGGAAC
LN714575.1 --GCGGGT
MF153390.1 GGGG-—--
MF663581.1 : [cleloefe-————-O6GC-—[®CGGETC----CGCGACCCETCCGGGETGCGGGETGCC————————————=———————————————
MG543928.1 G —
MG543932.1 G
MG543935.1 --G-———-
MG543943.1 G——————-
MG543947 .1 G
MG832444.1 : [celvN@TCC---0G---®CT-@®TCT---CCTAGGTC®--TA®GECGCAAGG--------CGCGGG-—————————————— T
MH178723.1 G————————
MH305505.1 COGGCGCGCAGCCCCGCAAGGGGGGGGGEECGCGGGTGAG
MH931277 .1 --G-——--
MK192915.1 : [celeCGeeCCC---0GT-—®CTACCCCTCGCGGGTGGTE®GAAASCE - ————————— - — = — = — e e e e
MK367486.1 GGG----T
MK367543.1 : G——————-
NR_160210.1 : GGC---TC




Figure S19: ITS sequence alignment of UM10M with sequences published in GenBank

200 220 *
UM1OM : TTACTREC- AMTTCTGTACACTTTGARAACTTGA
JQ761479.1 : TTACTIASC-AAATCTGTACATTTTGAAAAATTGAC
TTTATRE-EA
CTT——TACCTA

KCA477228.
KX037428.
KU683913.
AF201704.
DQ641634 .
EF026121.
EF026122.
GU292818.
GU292822.
JQ759872.
JQ760608.
JQ846087 .
KC708575.
KC845930.
KP133215.
KP133218.
KUG83765.
KU683999.
KU747773.
KU747908 .
KX774096 .
KX778681.
KY250390.
KY250391 .
LN714575.
MF153390.
MF663581 .
MG543928 .
MG543932.
MG543935.
MG543943..
MG543947 .
MG832444 .
MH178723.
MH305505 .
MH931277 .
MK192915 .
MK367486.
MK367543.1 :
NR_160210.1 :

TCTGTTTACTTTGAAAATTTAC
TCTGTTAATCTT-ACTACTT----~

RPRRRRRRRRRRRRRERRRERRRERRRERRRRRRRN R R R PR P R




UM10M
JQ761479.1
KC477228.1
KX037428.1
KU683913.1
AF201704.1
DQ641634.1
EF026121.1
EF026122.1
GU292818.1
GU292822.2
JQ759872.1
JQ760608.1
JQ846087.1
KC708575.1
KC845930.1
KP133215.1
KP133218.1
KU683765. 1
KU683999.1
KU747773.1
KU747908.1
KX774096.1
KX778681.1
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ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATABGTAATGTGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATA®GTAATGTCGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATABGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATABGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATABGTAATGTGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCBATGAAGAACGCAGCGAAATGCGATABGTAATGTGAATTGCAGAAT TPAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCBATGAAGAACGCAGCGAAATGCGATABGTAATGTGAATTGCAGAATTPAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCHATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCEGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCA
ATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGCGAATTGCAGAATTEAGTGAATCATCGAATCTTTGAACGCA
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GAGECCEIRICER ¥ CICOACRCGCTAGTAGE T

CAGECCEeICEReeCECoA GACGTAGTAG

520 * 540
GAGECCEIL®
RCAGECGEeCoeleCICIHAGECGTAGTAG
RCAGECCELECeRaIeCTCHAGECCTAGTAG
RGCAGECGEEeCHealeCTCHAGECGTAGTAG

AeCeecTToG-CAGNeCE

CTCCGTAGTAG

AcEGTAGTACETI
BT CRACNEGTAGTAR
cAecTacTA

G—C‘CTCCAGECGTAGTAGC
MNEGTAGTAGE
MNeGTAGTARS
T CRAGCGTAGTAR
AT CRACNEGTAGTAR
A CTCliAcNeGTAGTAR
cece GaCGTAGTAGT C

NeGTAGTACETIEY
—CAR TN TA TIAC

MNEGTAGTAR
A CT AN G TAGTAIN
A CTcuAcNecTAGTA

AGaEGTAGTAGc
A CTCRACACGTAGTAGE
RN CTCRACNECTAGTARS
R CTceAcNecTACTARS
N CTCRACNEGTAGTAGS
A CTCHACNCGTAGTAIN
R CTCoACNECTACTARS
G-TASCECh a
AGIEGTAGTAGE
AGEGTAGTAGE
A CTCpAcNEGTAGTAR
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660 * 680 *
UM10M - [ENNE e VG nVYAGCATATCAATAAG-CGGAGGA - 578
JQ761479.1 - [EeNAgpAeeeciogic VA INIAAGCATATCAATAAG-CGGAGGA : 552
KC477228.1 : : -
KX037428.1 : 559
KU683913.1 : 563
AF201704.1 : 567
DQ641634.1 : -
EF026121.1 : 582
EF026122.1 : 581
GU292818.1 : 602
GU292822.2 - 579
JQ759872.1 : 567
JQ760608.1 : 552
JQ846087.1 : 586
KC708575.1 : 514
KC845930.1 : 511
KP133215.1 : 601
KP133218.1 : 605
KU683765.1 : 567
KU683999.1 : 541
KU747773.1 : 566
KU747908.1 - 540
KX774096.1 : 504
KX778681.1 - 531
KY250390.1 - 574
KY250391.1 - 573
LN714575.1 : 557
MF153390.1 : 550
MF663581.1 : 552
MG543928.1 - 526
MG543932.1 : 527
MG543935.1 : 527
MG543943.1 : 527
MG543947 .1 - 527
MG832444 .1 : 549
MH178723.1 : -
MH305505.1 : 533
MH931277.1 - 588
MK192915.1 : 528
MK367486.1 : 553
MK367543.1 : : 544
NR_160210.1 : - 574




Table S1: Sequences used for alignment analysis and to identify close relatives

UM10M

JQ761479.1*

Nemania sp. genotype 547 isolate NC0453

KU683913.1*

Nemania sp. ARIZ FL1860

KX037428.1*

Nemania sp. strain BCC30850

AF201704.1 Nemania aenea variety aureolatum
DQ641634.1 | Nemania plumbea

EF026121.1 Nemania primolutea isolate 91102001
EF026122.1 Nemania illita isolate 236
GU292818.1 | Nemania bipapillata isolate 90080610
GU292822.2 | Nemania maritima isolate 89120401
JQ759872.1 Nemania serpens isolate AK1587
JQ760608.1 Nemania beaumontii isolate FLO980
JQ846087.1 Nemania plumbea isolate 6540
KC477228.1 Nemania pouzarii strain ATCC 2612
KC708575.1 Nemania primolutea strain NY2
KC845930.1 | Nemania primolutea isolate FG9
KP133215.1 | Nemania abortiva isolate 18.2
KP133218.1 | Nemania bipapillata isolate 64.2
KU683765.1 | Nemania serpens isolate CBS 679.86
KU683999.1 | Nemania diffusa isolate NC1333
KU747773.1 | Nemania sp. strain F1454
KU747908.1 | Nemania sp. strain F2130
KX774096.1 Nemania sp. strain 43

KX778681.1 | Nemania diffusa isolate CNUZ-L414
KY250390.1 Nemania sp. voucher GAB127
KY250391.1 Nemania sp. voucher GAB137
LN714575.1 | Nemania diffusa

MF153390.1 | Nemania primolutea isolate ZCL5
MF663581.1 | Nemania sp. strain LTL428
MG543928.1 | Nemania sp. isolate EPO4
MG543932.1 | Nemania sp. isolate EP20
MG543935.1 | Nemania sp. isolate EP26
MG543943.1 | Nemania sp. isolate PA19
MG543947.1 | Nemania sp. isolate PA33
MG832444.1 | Nemania sp. strain TS-24
MH178723.1 | Nemania sp. isolate IUB:B.Whitaker:0TU54
MH305505.1 | Nemania bipapillata strain Ct-BC70
MH931277.1 | Nemania serpens isolate m22
MK192915.1 | Nemania sp. isolate S1.5
MK367486.1 | Nemania sp. isolate Z-Y-43
MK367543.1 | Nemania sp. isolate Z-G-12
NR_160210.1 | Nemania macrocarpa CBS 109567

*) BLAST hit
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