Table S1. Similarity matrix for the target proteins. In each cell the upper number represents the percentage of identity and the lower the percentage of

similarity for the protein in that row. The number in parenthesis represent the corresponding amino-acid number after Smith-Waterman comparison of the

sequences. The cells are colored according to the percentage of similarity: <25% yellow, 25 — 50% orange, 50-75% green and >75% light blue. Diagonal cells

with 100% identity are colored in dark blue. The protein IDs in the upper row have been colored by groups according to their similarity to the rest of the

seguences.
4GUE | 5A4W | 1QLL | 1xXS 3CXI 3CYL 4E0V | BTFV 5TS5 6CE2 6DIK
(305) 12) 121) 122) (121) (121) (497) (122) (484) (121) 121)
295% | 164% | 1.64% | 197% | 1.31%(4) | 8.20% 197% | 1.64% | 590% | 852% | 197% | 623% | 131% | 1.97%
4GUE ) ) (@) (6) 1.31% (4) (25) (6) ®) (18) (26) (6) (19) 4 (6)
(305) 230% | 295% | 1.97% 1410% | 295% | 230% | 820% | 1607% | 328% | 13.77% | 164% | 2.95%
) ©) (6) (43) ) ) (25) (49) (10) (42) ®) )]
4.25% 236% | 2.83% | 28% | 3.77%@®) | 6.60% 236% | 2.62% | 425% | 19.81% | 236% | 19.81% | 519% | 2.36%
SA4W ) ®) (6) (6) 4.25% (9) (14) () (13) 9) (42) ®) (42) (11) ®)
(12) 7.55% 283% | 472% | 425% 9.91% 283% | 343% | 849% | 3538% | 2.83% | 3538% | 6.60% | 2.83%
(16) (6) (10) ) (21) (6) (17) (18) (75) (6) (75) (14) (6)
413% | 4.13% 93.39% | 48.76% | 4876% | 4.96% (6) | 98.35% | 99.17% | 14.05% 6033% | 579% | 86.78% | 99.17%
1QLL ) ) (113) (59) (59) 7.44% (119) (120) 17) (73) @) (105) (120)
(121) 579% | 4.96% 7025% | 62.81% ©) 99.17% | 99.17% | 21.49% 71.07% | 9.09% | 89.26% | 99.17%
@) (6) (85) (76) (120) (120) (26) (86) 1) (108) (120)
410% | 4.92% | 92.62% 50.82% | 49.18% | 4.92% (6) | 94.26% | 92.62% | 1393% | 9.84% | 59.84% | 4.10% | 82.79% | 93.44%
1XXS ) 6) (113) (62) (60) 7.38% (9) | (115) (113) 17) 12) (73) (5) (101) (114)
122) 7.38% | 820% | 94.26% 63.11% 95.08% | 9426% | 21.31% | 1639% | 69.67% | 574% | 8525% | 95.08%
©9) (10) (115) 77) (116) (115) (26) (20) (85) @) (104) (116)
492% | 492% | 4836% | 50.82% 56.56% | 7.38% (9) | 500% | 4836% | 18.85% | 820% | 56.56% | 8.20% | 50.00% | 49.18%
1276 (6) ) (59) (62) (69) 9.02% (61) (59) (23) 19) (69) (10) (61) (60)
(122) 492% | 7.38% | 69.67% | 69.67% 66.39% 1) 7049% | 69.67% | 28.69% | 9.02% | 7131% | 9.84% | 6557% | 70.49%
(6) ) (85) (85) (81) (86) (85) (35) (87) (12) (80) (86)
328% | 656% | 4836% | 49.18% | 56.56% 7.38% (9) | 47.54% | 48.36% 6393% | 9.84% | 47.54% | 48.36%
2Q0G ) ®) (59) (60) (69) 10.66% (58) (59) (78) 12) (58) (59)
(122) 328% | 7.38% | 6230% | 63.11% | 66.39% 13) 62.30% | 62.30% 7623% | 18.03% | 57.38% | 62.30%
@ © (76) 77) (81) (76) (76) (93) (22) (70) (76)
1238% | 693% | 297% | 297% | 446% | 4.46% (9) 297% | 2.97% 1.98% | 347% | 7.92% | 2.97%
QW12 | (25)2L (14) 6) 6) ©) 6.44% 6) ) ) @) ae) | (6)4.46
(202) 29% | 1040% | 446% | 4.46% | 545% 13) 446% | 4.46% 297% | 545% | 12.87% | % (9)
(43) @1) © ©) (11) 9)9 ©) ©) (11) (26)
496% | 4.13% | 9835% | 95.04% | 5041% | 47.93% | 4.96% (6) 98.35% 5950% | 5.79% | 8595% | 99.17%
3CXI 6) ®) (119) (115) (61) (58) 7.44% (9) (119) 72) @) (104) (120)
(121) 7.44% | 496% | 99.17% | 9587% | 71.07% | 62.81% 99.17% 7025% | 9.09% | 89.26% | 100%
©9) (6) (120) (116) (86) (76) (120) (85) 1) (108) (122)




413% | 1074% | 9917% | 93.39% | 4876% | 4876% | 4.96% (6) | 98.35% 14.05% 5950% | 5.79% | 87.60% | 99.17%
3CYL ) (13) (120) (113) (59) (59) 7.44% (9) | (119) 17) 72) @) (106) (120)
121) 579% | 14.05% | 99.17% | 95.04% | 7025% | 62.81% 99.17% 21.49% 7025% | 9.09% | 90.08% | 99.17%
@) (17t) (120) (115) (85) (76) (120) (26)) (85) 1) (109) (120)
430% | 215% | 4.06% | 4.06% | 549% 6.44% 406% | 4.06% 406% | 239% | 4.06% | 4.06%
3DSL 18) ) a7) (26) 23) (35) 17) a7) 17) (10) a7) 17)
(479) 597% | 430% | 621% | 621% | 835% 8.35% 621% | 621% 597% | 3.58% | 6.68% | 621%
(25) (18) (26) (26) (35) (35) (26) (26 (25) (15) (28) (26)
523% | 845% | 4.83% | 241% | 201% 241% | 141%(7) | 4.83% | 4.83% | 2.01% 322% | 95.37% | 241% | 4.83%
4EOV (26) (42) (4) 12) 19) 12) 2.21% (24) @4) | (10)2.82 (16) (74) 12) (24)
(497) 9.86% | 1509% | 8.65% | 4.02% | 2.21% 4.43% 1) 8.45% | 8.65% | % (14) 95.98% | 4.23% | 8.65%
(49) (75) (43) (20) 1) 22) 42 (43) 477) 1) (43)
492% | 4.10% | 59.84% | 59.84% | 56.56% | 63.93% | 3.28% (4) | 59.02% | 59.02% | 13.93% | 13.11% 1311% | 5656% | 59.02%
5TVF 6) ) 73) 73) (69) (78) 492%(6) | (72) 72) 17) (16) (16) (69) 72)
(122) 820% | 4.92% | 7049% | 69.67% | 7131% | 76.23% 69.67% | 69.67% | 2049% | 22.95% 2295% | 66.39% | 69.67%
(10) (6) (86) (85) (87) (93) (85) (85) (25) (28) (28) (81) (85)
393% | 868% | 145% | 1.03% | 2.07% 248% | 145% (7) | 145% | 145% | 2.07% | 97.93% | 331% 248% | 1.45%
5TS5 19) 42) @) ®) (10) 12) 2.27% @) @) (10) (74) (16) 12) @)
(484) 8.68% | 1550% | 227% | 145% | 2.48% 4.55% 1) 227% | 227% | 310% | 9855% | 5.79% 434% | 2.27%
42) (75) (11) @) (12) (22) (11) (11) a5 | @m | 8 1) (11)
331% | 9.09% | 86.78% | 8347% | 5041% | 4793% | 13.22% | 8595% | 87.60% | 14.05% | 9.92% | 57.02% | 9.92%
6CE2 @) 11) (105) (101) 61) (58) (16) (104) (106) 17) 12) (69) 12)
(121) 413% | 1157% | 89.26% | 8595% | 66.12% | 57.85% | 21.49% | 89.26% | 90.08% | 23.14% | 17.36% | 66.94% | 17.36%
(5) (14) (108) (104) (80) (70) (26) (108) (109) (28) 1) 81) @1)
496% | 4.13% | 9917% | 9421% | 4959% | 4876% | 4.96% (6) | 99.17% | 99.17% | 14.05% 5950% | 5.79%
6DIK 6) ) (120) (114) (60) (59) 7.44%(9) | (120 (120) 17) 72) @)
121) 744% | 496% | 9917% | 95.87% | 71.07% | 62.81% 100% | 99.17% | 21.49% 7025% | 9.09%
©9) (6) (120) (116) (86) (76) (122) (120) (26) (85) 1)




Table S2. Heat map of sequence similarities as indicated in Table S1

[4GUE [ 54w [ 1QLL [ 1XX5 4E0V [ 5TFV | 5755 | 6CE2 | 6DIK




