Table S4. Sequences of genes with the AAHTGC motif. (The start codon is shown remarked in yellow and the motif remarked in purple)

Gene ID

Sequence

BAB1 2147

GCGGTCGCGCCAAGGCGGGGATTTGACCTTTCGCCTTTTTTTGGCCTAAAAATTCCAAAACCTTGCATGCGAAGAGA-CGGACGTTGATTTTGATCCTGTCCGCTTTGACTTGCACCCCAGCCGGATCGTTCGGATATTTCCGGGATGGCTGGATCAGTTAAGGGT
CGCCAGCGCGGTTCCGCCCCTAAACTGGAAAGCGGAAAAAAACCGGATTTTTAAGGTTTTGGAACGTACGCTTCTCTTTAACGGCCTGCAACTAAAACTAGGACAGGCGAAACTGAACGTGGGGTCGGCCTAGCAAGCCTATAAAGGCCCTACCGACCTAGTCAATTCCCA

BAB1 1821

CGTCGTTATTTTCGCTCATCGATAACATTCCAATTCTCGGCTTTGCCACAAATATTGAAGCGAAGCTTTTTCATACCCATCATATAGGCAGAAAGGCTTGCCGTGCARAACCGTTTGACGGGCAATTGCCAGATTTGGAGACCGCCACGGATGAATATGACGAA NEGHEEC
GCAGCAATAAAAGCGAGTAGCTATTGTAAGGTTAAGAGCCGAAACGGTGTTTATAACTTCGCTTCGAAAAAGTATGGGTAGTATATCCGTCTTTCCGAACGGCACGTTTTGGCAAACTGCCCGTTAACGGTCTAAACCTCTGGCGGTGCCTACTTATACTGCTTTTGACGG

BAB2 1107

GATCACCTATAAACCTCTGGGATGATGTTGAAATGCAGTTGCATCAACATGATCCCGGGCATTTTTTGCTTATGAATAACAGAATACTCGTACCTCCCTTTTGAAATGACCGCGAATTGATGTGGTAAATGACAGAGGCGGGGTTGAGATATGCCTAATTTGGCCAATCAG
CTAGTGGATATTTGGAGACCCTACTACAACTTTACGTCAACGTAGT TGTACTAGGGCC-AAACGAATACTTATTGTCTTATGAGCATGGAGGGAAAACTTTACTGGCGCTTAACTACACCATTTACTGTCTCCGCCCCAACTCTATACGGATTAAACCGGTTAGTC

BAB1 0872

CGCTTGGCGCAATTTCCGTCTGGAAAGGCGAAGCCTTCGCCCCGCTGGATGCTTCGGAAAAGCCTGCCAGTGGCGCGGTCAGCGAAGCCATTGTCACCACCATCGGGGCAACCCGCGCTGAAGGCGCAGCAAAGCTGGTGAGAGCATAAGATGACGAAATATACAGACCAT
GCGAACCG-AGGCAGACCTTTCCGCTTCGGAAGCGGGGCGACCTACGAAGCCTTTTCGGACGGTCACCGCGCCAGTCGCTTCGGTAZ—\CAGTGGTGGTAGCCCCGTTGGGCGCGACTTCCGCGTCGTTTCGACCACTCTCGTATTCTACTGCTTTATATGTCTGGTA

BAB1 0476

TGTTGCTTTGGCATTTCTTCCAGGGCCGGTTGATTGACGGAA-CTGGAAATTTGACGGCAGAGGGGCTTCTTTTGATAATGCCGCCTGCCGGGCAGCAGCATGGATGTATGCACCTGCTTCGTTCCCAAAGAGGAGATGGGGCCGATGTATGGAATGCTGCGTACA
ACAACGAAAC-GAAGGTCCCGGCCAACTAACTGCCTTTTGACGGACCTTTAAACTGCCGTCTCCCCGAAGAAAACTATTACGGCGGACGGCCCGTCGTCGTACCTACATACGTGGACGAAGCAAGGGTTTCTCCTCTACCCCGGCTACATACCTTACGACGCATGT

BAB2 0955

CTGCATCTTTGCCTATTCGCAAAGAAGGGTTCTGCGCGACCGATAGAATGGAAGCATCCCGCGGGGCCGGCGAGGGG_CCGGCCGCATTTTCTGCGGGGGATTGGCTGCCGGAGCGATGGTTCCGGCCAATGAAZ—\GGACGAAGGGATGGCAGAACGCCTAACCAAG
GACGTAGAAACGGATAAGCGTTTCTTCCCAAGACGCGCTGGCTATCTTACCTTCGTAGGGCGCCCCGGCCGCTCCCCTTAACGGGCCGG-AGACGCCCCCTAACCGACGGCCTCGCTACCAAGGCCGGTTACTTTCCTGCTTCCCTACCGTCTTGCGGATTGGTTC

BAB1 2091

CGGGTTAAACGATTTAAAAAAATTTCAAAAATTTTAAATCGATTAAATATTTGAATTTTCTCAATTAATCTGTTTCTGACTGCCATCCCCCATGAAAGCCAAACCAGGGGGACGCATTTTTTAGTTAGTCAAACAGACGGCGGAGACATCATGAAAGAGACCGGCATCCAC
GCCCAATTTGCTAAATTTTTTTAAAGTTTTTAAAATTTAGCTAATTTATAAACTTAAAAGAGTTAATTAGACAAAGACTGACGGTAGGGGGTACTTTCGGTTTGGTCCCCCTG-AAATCAATCAGTTTGTCTGCCGCCTCTGTAGTACTTTCTCTGGCCGTAGGTG

BAB1 0891

GAGCAGAAAAAATTCTGCCCGTTTGCCTGTCGCCTCCGCCGAAGCGAGCTGAGCTTTTTTCCGTCAAGATCGGGTCTCACTGTTGACGAAAAGCAGGCGCAACCTGCCTTTCATGATCTTTTCCGTTCCATATGAAAGACCGGCGTTGTGATGCGTAGTCGCAGTTTTTCA
CTCGTCTTTTTTAAGACGGGCAAACGGACAGCGGAGGCGGCTTCGCTCGACTCGAAAAAAGGCAGTTCTAGCCCAGAGTGACAACTGCTTTTCGTCCGCGTTGGACGGAAAGTACTAGAAAAGGCAAGGTATACTTTCTGGCCGCAACACTACGCATCAG-AAAGT

BAB2 0762

AACGCCTATGCGGGGAAATCAGCCAGTAGGCTGATTTCTGATCCGGCTTCGATGGA-GCCAAAACAAATAGTTAGAGCAGTTCCGCCGTTTCTGTTAAZ—\ATAGGAAZ—\CGCTACAZ—\TACCCACCCCAACGGCAATGGAACAGCAAATTGAAAGAAGACGCCCACATT
TTGCGGATACGCCCCTTTAGTCGGTCATCCGACTAAAGACTAGGCCGAAGCTACCTTTTACGCGGTTTTGTTTATCAATCTCGTCAAGGCGGCAAAGACAATTTTATCCTTTGCGATGTTATGGGTGGGGTTGCCGTTACCTTGTCGTTTAACTTTCTTCTGCGGGTGTAA

BAB1 1397

AATATCTTTATTCCATAGAAACATGGGAAAAGCTGTTCTCGTCCGCTGAA-GCTAAACCACCATCGTCAATAGCTGGGTTTGAGGAGACTTCGCTATTACAAGTTCCGCTGCAAGAGGCGGATAGTCTAATTGAGGAGACTTCCCGTGTTGGACTGGGAAAATGTA
TTATAGAAATAAGGTATCTTTGTACCCTTTTCGACAAGAGCAGGCGACTTTTAACGCGATTTGGTGGTAGCAGTTATCGACCCAAACTCCTCTGAAGCGATAATGTTCAAGGCGACGTTCTCCGCCTATCAGATTAACTCCTCTGAAGGGCACAACCTGACCCTTTTACAT

BAB1 0722

CTCGACAGATTATCTCCACACAATGGGGCATTTCGTGCCGCAATTACCCTCGATATGTCACCCCTGTCAGCGCGGCATGGGCGGTTTACTCCCGATGCTGCCCGCCCGATAAGGGACCGCGCAAAACGTAATTTGTGTAAGGAGAATGCCATGCGCACTCTTAAGTCTCTC
GAGCTGTCTAATAGAGGTGTGT TACCC-GCACGGCGTTAATGGGAGCTATACAGTGGGGACAGTCGCGCCGTACCCGCCAAATGAGGGCTACGACGGGCGGGCTATTCCCTGGCGCGTTTTGCATTAAACACATTCCTCTTACGGTACGCGTGAGAATTCAGAGAG

BAB1 0589

CTCACAAACGTCGAACCCAGCCGTGCATCAAGCAGCGGCCCATGCAAATTCAACTGTTCACCGCGCACCGACCACCCCCGGTCTGGTCGCATTTCGTTAACCTTAAACGTTGTATCTCTATCCCTCTCCCATCATCAATCTGGTTTTCATATGCAAACGACCCTTACCCGC
GZ—\GTGTTTGCAGCTTGGGTCGGCACGTZ—\GTTCGTCGCCGGGTACGTTTAAGTTGACAAGTGGCGCGTGGCTGGTGGGGGCCAGACCAG_GCAATTGGAATTTGCAACATAGAGATAGGGAGAGGGTAGTAGTTAGACCAAAAGTATACGTTTGCTGGGAZ—\TGGGCG

BAB2 0863

TACCTACGCAATTCGCAAGCCGCACTGGAAAACGCCGGAAGGGTCGGCCGATTTTGAGCCGTTCAACTGGGAAAAGGAAGGCCGGATGCCGGGTTCCCAGCAAGCCGCAGGCTGAAAAGCCCGTCCTGCAAAAGCTATGGAGACATCTTAATGTCAAGCTCATCAGATGCG
ATGGATG_GCGTTCGGCGTGACCTTTTGCGGCCTTCCCAGCCGGCTAAAACTCGGCAAGTTGACCCTTTTCCTTCCGGCCTACGGCCCAAGGGTCGTTCGGCGTCCGACTTTTCGGGCAGGACGTTTTCGATACCTCTGTAGAATTACAGTTCGAGTAGTCTACGC




