
Table S4. Sequences of genes with the AAHTGC motif. (The start codon is shown remarked in yellow and the motif remarked in purple) 

Gene ID Sequence 

BAB1_2147 GCGGTCGCGCCAAGGCGGGGATTTGACCTTTCGCCTTTTTTTGGCCTAAAAATTCCAAAACCTTGCATGCGAAGAGAAATTGCCGGACGTTGATTTTGATCCTGTCCGCTTTGACTTGCACCCCAGCCGGATCGTTCGGATATTTCCGGGATGGCTGGATCAGTTAAGGGT 

CGCCAGCGCGGTTCCGCCCCTAAACTGGAAAGCGGAAAAAAACCGGATTTTTAAGGTTTTGGAACGTACGCTTCTCTTTAACGGCCTGCAACTAAAACTAGGACAGGCGAAACTGAACGTGGGGTCGGCCTAGCAAGCCTATAAAGGCCCTACCGACCTAGTCAATTCCCA 

BAB1_1821 CGTCGTTATTTTCGCTCATCGATAACATTCCAATTCTCGGCTTTGCCACAAATATTGAAGCGAAGCTTTTTCATACCCATCATATAGGCAGAAAGGCTTGCCGTGCAAAACCGTTTGACGGGCAATTGCCAGATTTGGAGACCGCCACGGATGAATATGACGAAAACTGCC 

GCAGCAATAAAAGCGAGTAGCTATTGTAAGGTTAAGAGCCGAAACGGTGTTTATAACTTCGCTTCGAAAAAGTATGGGTAGTATATCCGTCTTTCCGAACGGCACGTTTTGGCAAACTGCCCGTTAACGGTCTAAACCTCTGGCGGTGCCTACTTATACTGCTTTTGACGG 

BAB2_1107 GATCACCTATAAACCTCTGGGATGATGTTGAAATGCAGTTGCATCAACATGATCCCGGGCATTTTTTGCTTATGAATAACAGAATACTCGTACCTCCCTTTTGAAATGACCGCGAATTGATGTGGTAAATGACAGAGGCGGGGTTGAGATATGCCTAATTTGGCCAATCAG 

CTAGTGGATATTTGGAGACCCTACTACAACTTTACGTCAACGTAGTTGTACTAGGGCCCGTAAAAAACGAATACTTATTGTCTTATGAGCATGGAGGGAAAACTTTACTGGCGCTTAACTACACCATTTACTGTCTCCGCCCCAACTCTATACGGATTAAACCGGTTAGTC 

BAB1_0872 CGCTTGGCGCAATTTCCGTCTGGAAAGGCGAAGCCTTCGCCCCGCTGGATGCTTCGGAAAAGCCTGCCAGTGGCGCGGTCAGCGAAGCCATTGTCACCACCATCGGGGCAACCCGCGCTGAAGGCGCAGCAAAGCTGGTGAGAGCATAAGATGACGAAATATACAGACCAT 

GCGAACCGCGTTAAAGGCAGACCTTTCCGCTTCGGAAGCGGGGCGACCTACGAAGCCTTTTCGGACGGTCACCGCGCCAGTCGCTTCGGTAACAGTGGTGGTAGCCCCGTTGGGCGCGACTTCCGCGTCGTTTCGACCACTCTCGTATTCTACTGCTTTATATGTCTGGTA 

BAB1_0476 TGTTGCTTTGGCATTTCTTCCAGGGCCGGTTGATTGACGGAAAACTGCCTGGAAATTTGACGGCAGAGGGGCTTCTTTTGATAATGCCGCCTGCCGGGCAGCAGCATGGATGTATGCACCTGCTTCGTTCCCAAAGAGGAGATGGGGCCGATGTATGGAATGCTGCGTACA 

ACAACGAAACCGTAAAGAAGGTCCCGGCCAACTAACTGCCTTTTGACGGACCTTTAAACTGCCGTCTCCCCGAAGAAAACTATTACGGCGGACGGCCCGTCGTCGTACCTACATACGTGGACGAAGCAAGGGTTTCTCCTCTACCCCGGCTACATACCTTACGACGCATGT 

BAB2_0955 CTGCATCTTTGCCTATTCGCAAAGAAGGGTTCTGCGCGACCGATAGAATGGAAGCATCCCGCGGGGCCGGCGAGGGGAATTGCCCGGCCGCATTTTCTGCGGGGGATTGGCTGCCGGAGCGATGGTTCCGGCCAATGAAAGGACGAAGGGATGGCAGAACGCCTAACCAAG 

GACGTAGAAACGGATAAGCGTTTCTTCCCAAGACGCGCTGGCTATCTTACCTTCGTAGGGCGCCCCGGCCGCTCCCCTTAACGGGCCGGCGTAAAAGACGCCCCCTAACCGACGGCCTCGCTACCAAGGCCGGTTACTTTCCTGCTTCCCTACCGTCTTGCGGATTGGTTC 

BAB1_2091 CGGGTTAAACGATTTAAAAAAATTTCAAAAATTTTAAATCGATTAAATATTTGAATTTTCTCAATTAATCTGTTTCTGACTGCCATCCCCCATGAAAGCCAAACCAGGGGGACGCATTTTTTAGTTAGTCAAACAGACGGCGGAGACATCATGAAAGAGACCGGCATCCAC 

GCCCAATTTGCTAAATTTTTTTAAAGTTTTTAAAATTTAGCTAATTTATAAACTTAAAAGAGTTAATTAGACAAAGACTGACGGTAGGGGGTACTTTCGGTTTGGTCCCCCTGCGTAAAAAATCAATCAGTTTGTCTGCCGCCTCTGTAGTACTTTCTCTGGCCGTAGGTG 

BAB1_0891 GAGCAGAAAAAATTCTGCCCGTTTGCCTGTCGCCTCCGCCGAAGCGAGCTGAGCTTTTTTCCGTCAAGATCGGGTCTCACTGTTGACGAAAAGCAGGCGCAACCTGCCTTTCATGATCTTTTCCGTTCCATATGAAAGACCGGCGTTGTGATGCGTAGTCGCAGTTTTTCA 

CTCGTCTTTTTTAAGACGGGCAAACGGACAGCGGAGGCGGCTTCGCTCGACTCGAAAAAAGGCAGTTCTAGCCCAGAGTGACAACTGCTTTTCGTCCGCGTTGGACGGAAAGTACTAGAAAAGGCAAGGTATACTTTCTGGCCGCAACACTACGCATCAGCGTCAAAAAGT 

BAB2_0762 AACGCCTATGCGGGGAAATCAGCCAGTAGGCTGATTTCTGATCCGGCTTCGATGGAAAATGCGCCAAAACAAATAGTTAGAGCAGTTCCGCCGTTTCTGTTAAAATAGGAAACGCTACAATACCCACCCCAACGGCAATGGAACAGCAAATTGAAAGAAGACGCCCACATT 

TTGCGGATACGCCCCTTTAGTCGGTCATCCGACTAAAGACTAGGCCGAAGCTACCTTTTACGCGGTTTTGTTTATCAATCTCGTCAAGGCGGCAAAGACAATTTTATCCTTTGCGATGTTATGGGTGGGGTTGCCGTTACCTTGTCGTTTAACTTTCTTCTGCGGGTGTAA 

BAB1_1397 AATATCTTTATTCCATAGAAACATGGGAAAAGCTGTTCTCGTCCGCTGAAAATTGCGCTAAACCACCATCGTCAATAGCTGGGTTTGAGGAGACTTCGCTATTACAAGTTCCGCTGCAAGAGGCGGATAGTCTAATTGAGGAGACTTCCCGTGTTGGACTGGGAAAATGTA 

TTATAGAAATAAGGTATCTTTGTACCCTTTTCGACAAGAGCAGGCGACTTTTAACGCGATTTGGTGGTAGCAGTTATCGACCCAAACTCCTCTGAAGCGATAATGTTCAAGGCGACGTTCTCCGCCTATCAGATTAACTCCTCTGAAGGGCACAACCTGACCCTTTTACAT 

BAB1_0722 CTCGACAGATTATCTCCACACAATGGGGCATTTCGTGCCGCAATTACCCTCGATATGTCACCCCTGTCAGCGCGGCATGGGCGGTTTACTCCCGATGCTGCCCGCCCGATAAGGGACCGCGCAAAACGTAATTTGTGTAAGGAGAATGCCATGCGCACTCTTAAGTCTCTC 

GAGCTGTCTAATAGAGGTGTGTTACCCCGTAAAGCACGGCGTTAATGGGAGCTATACAGTGGGGACAGTCGCGCCGTACCCGCCAAATGAGGGCTACGACGGGCGGGCTATTCCCTGGCGCGTTTTGCATTAAACACATTCCTCTTACGGTACGCGTGAGAATTCAGAGAG 

BAB1_0589 CTCACAAACGTCGAACCCAGCCGTGCATCAAGCAGCGGCCCATGCAAATTCAACTGTTCACCGCGCACCGACCACCCCCGGTCTGGTCGCATTTCGTTAACCTTAAACGTTGTATCTCTATCCCTCTCCCATCATCAATCTGGTTTTCATATGCAAACGACCCTTACCCGC 

GAGTGTTTGCAGCTTGGGTCGGCACGTAGTTCGTCGCCGGGTACGTTTAAGTTGACAAGTGGCGCGTGGCTGGTGGGGGCCAGACCAGCGTAAAGCAATTGGAATTTGCAACATAGAGATAGGGAGAGGGTAGTAGTTAGACCAAAAGTATACGTTTGCTGGGAATGGGCG 

BAB2_0863 TACCTACGCAATTCGCAAGCCGCACTGGAAAACGCCGGAAGGGTCGGCCGATTTTGAGCCGTTCAACTGGGAAAAGGAAGGCCGGATGCCGGGTTCCCAGCAAGCCGCAGGCTGAAAAGCCCGTCCTGCAAAAGCTATGGAGACATCTTAATGTCAAGCTCATCAGATGCG 

ATGGATGCGTTAAGCGTTCGGCGTGACCTTTTGCGGCCTTCCCAGCCGGCTAAAACTCGGCAAGTTGACCCTTTTCCTTCCGGCCTACGGCCCAAGGGTCGTTCGGCGTCCGACTTTTCGGGCAGGACGTTTTCGATACCTCTGTAGAATTACAGTTCGAGTAGTCTACGC 


