10 20 30 40 50 60 70 80 90

1 ATGAGCAGCGGAGCAGGGAA CGTGTGCGTCACCGGTGCGTCCGEATACATTGCTTCATGGCTCGTTAAGCTTCTTCTCCAGCGGGGC
: B SSRGS ROV TEAESSIITANSEILYELD QKRG
100 110 120 130 140 150 160 170 180
91 TACACCGTCAAGGCCTCTATTCGCGACCCARATGATCCAACTAAGACAGAGCACCTGCATGCGCTTGATGGAGCTCAAGACAGACTTCAR
31 FPVNEAMSEIRDPEEDEDTETEBRELTRLRELSDGEGACGDR I Q
190 200 210 220 230 240 250 260 270
181 CTTTTCARAGCARATCTGTTGGAAGARGGTTCTTTTGACTCTGCAGT TGAGGGTTGTGAAGGCGTATTCCATACTGCATCTCCCTTTTAT
€l hhBR AN EREBEGS PEDS AV ESECESEY RRREZXASPREY
280 290 300 310 320 330 340 350 360
271 ARTGATGTCACAGACCCAAAGGCAGAACTACTTGAACCTGCAGTARAGGGGACCCTTAATGTTCTTAATTCGTGTGTGAAATCACCATCA
91 DV RRERERELWEREVE GT N ¥ ENSIC VR SRS
370 380 390 400 410 420 430 440 450
361 ATCARRCGGGTGETTTTGACATC T TCTATGGCTGCTGTAGCATATAARTGGARAGCCTCGAACTCCTGATGTAGTAGTTGATGAGACTTGE
121 TE RV EZSSHALY LI GCEPFRITPDLDYNVY DE W
460 470 480 490 500 510 520 530 540
451 TTTACAGATCCCGATGT T TGTAAGGAATCARAGCTTTGGTACGTGCT TTCARAGACTTTGGCTGARGATGCTGCATGGARATTTGTAAAG
151 BETDREDVEERESEKEDDENEITVESRELLELEEDXREEE XN K
550 560 570 580 590 600 610 620 630
541 TATTGACTTGGTTACAATTARCCCCGCAATGG! TCCTCTGTTACAGCCAACTCTTARTACARGTGCTGCAGCARTT
181 B XS D EY R ENEPANYTERDEXQEBEETEES K XATY
640 650 €60 670 680 €90 700 710 720
631 TTARATGT TATTAAGGGAGCTCGARCAT TTCCARATGCARGT TTTGGATGGAT TARTGTTARAGATGTTGCCARTGCACATATTCAAGCA
211 RN TR ERRARBRERDERN NS ESCNEITEY EDYREETNEITOA
730 740 750 760 770 780 790 800 810
721 TTT CTACCGCTAGT! ATTGTTTGGTT TGCCCACTTCTCAGARGTTGTGAGAGTTTTACGTGAGCTGTAC
241 PERREZASCGRICHVE RV ARFNEFS BEVYRY T 'R KX
820 830 840 850 860 870 880 890 900
811 CCTACTTTGCARCTTCCAGAGAAGTGTGCAGACGACAAGCCTTTTGTGCCAACATATCAGGTGTCCAAGGAGAAGGCGARGAGCTTGGGT
271 P TTHOL PEKCADDXKPEYVYPRPT IYQV SKXKEXARKSDE G
910 920 930 940 950 960 970
201 GICGAATTTATTCCACTAGATGTCAGCCTCAAGGAAACAGTTGAAAGTCTGAAGGAAAAGGGTTTTGTCAATTTCTGA
301 Y ER I P LEDYS KHhEEXVES HhXERNGREYRD®E®
3 324

Figure S1. PpCAD2 sequence analysis. Upper row: Nucleic acid and amino acid sequences of
PpCAD?2. Bottom row: schematic representation of PpCAD2 proteins with its respective conserved
domains.

Figure S2. Generation of transgenic tomato 'Micro-Tom'. a: Leaf (cotyledon) discs before
Agrobacterial inoculation; b: Co-culture; c: Callus formation; d: germinated plantlets with shoots; e:



transgenic plants after transfer to soil.
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Figure S3. PCR identification of transgenic ‘Micro-Tom’ plants with the PpCAD2 constructs.



