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Table S1. The unidentified metabolites. The intensity of the metabolite in the corresponding fungi

extract is shown under the fungal species codes. Intensities over 1x107 are shown in black whereas

lower intensities with a grey color. Other ions are also shown if detected. * = Was also detected but
not identified by Sun et al. [26]. nd = not detected.

# rt [M+H]* [M-H] Exact Mass Measured A R S16 Other Ions
1 040 274 272 273.96623* 5x107

2 040 388 386 387.94673* 3x107

3 040 518 516 517.90331 nd
4 041 218 216 217.97572* 1x107 1x107
5 046 nd 257 258.07335 1x107

6 046 387 385 386.18007

7 047 251 249 250.02328 3x107

8 049 308 306 307.21086

9 0.50 nd 194 195.95317 1x107
10 0.53 219 nd 218.01907 2x107 2x107 7x107
11 0.53 329 327 328.14845 4x107 6x107 1x107
12 0.53 nd 371 372.14400 1x107 5x107

13 0.53 nd 396 397.13561

14 0.54 nd 217 218.05522 8x108 8x108 6x108
15 0.54 221 219 220.03447 2x107 2x108 2x108
16 0.54 281 279 280.05580 1x108 1x108 1x108
17 0.55 441 439 440.09453 1x108  7x107

18 0.56 353 351 352.14891

19 058 358 nd 357.16752 4x108 4x108 3x10®
20 0.60 nd 194 195.95305 4x107 4x107 9x107
21 0.61 353 351 352.14790

22 0.70 nd 238 239.89826 2x107  1x107

23 0.70 323 321 322.13713

24 0.71 265 263 264.11391

25 0.73 286 284 287.15767 2x108 2x108 3x107
26 0.74 240 238 239.89876 2x107  1x107

27 0.81 409 407 408.17357

28 0.87 274 272 273.08436 1x107

29 0.96 274 272 273.08439

30 098 nd 522 523.13210

31 1.05 nd 675 676.20680 nd nd
32 1.19 409 407 408.17412

33 121 409 407 408.17412

34 128 588 586 587.10512 nd nd

35 1.35 240 238 239.89890

36 1.74 280 278 279.13032

37 1.75 714 712 713.21584 nd nd
38 1.78 239 237 238.10523 1x108  3x107

39 178 550 548 549.11226 1x107 3x107 3x107  1099.22937 [2M + H]*; 1097.34277 [2M — H]-
40 1.78 621 619 620.11598 2x107  2x107
41 1.79 221 219 220.09434
42 1.85 501 499 500.02419 3x107 5x107 6x107
43 1.90 430 nd 429.10509
44 193 219 nd 218.10373 1x107 nd
45 1.98 nd 287 288.09615 1x107  2x107
46 1.98 428 426 427.56868 2x107
47 1.99 551 549 550.09609 6x107 3x108 2x108
48 2.02 430 nd 429.10518 2x107
49 2.04 2630 2628 2629.83072 1315.92264 [M + 2H]*; 1313.90808 [M — 2H]>
50 2.04 nd 2674 2675.83414 1336.90979 [M - 2H]*
51 2.05 636 634 635.11345 3x107

52 2.05 557 555 556.14305

53 2.06 284 282 283.11683 5x107
54 2.06 430 428 429.10496 1x107

55 2.09 521 519 520.22252 nd nd

56 2.12 283 nd 282.07945 1x107 3x107 1x107  565.16650 [2M + H]*; 563.15295 [2M — H]
57 212 398 396 397.13389 8x107 7x107 4x107
58 2.12 532 530 531.13646 1x107

59 2.15 280 278 279.12977 2x107 2x107
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857.12567 [2M + HJ; 855.11475 [2M — H]-

1143.28784 [2M + HJ*; 1141.27905 [2M - H]-

836.18762 [2M + HJ*; 834.17896 [2M — HJ-
575.12973 [M + 2H]?*; 573.11517 [M — 2HJ>

563.12306 [M + 2H]?*; 561.10850 [M —2H]*
587.13456 [M + 2H]?*; 585.12000 [M —2H]*

314.18057 [M + NHs + HJ*
720.86316 [M + 2H]?'; 718.84860 [M-2H]>
328.15967 [M + NH; + HJ*

358.20670 [M + NH; + HJ*
372.18558 [M + NH; + HJ*

771.24628 [2M + HI; 769.23413 [2M - H}
402.23282 [M + NHs + HJ*

41621155 [M + NHs + HJ*

460.23773 [M + NHs + HJ*

490.28571 [M + NHs + HJ*
1765.91760 [2M + HJ*; 1763.91077 [2M - HJ-
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Figure S1. Alignment of ITS region of S16 strain (KJ649998) with its best GenBank matches Coniochaeta
mutabilis (DQ93680) and Humicolopsis cephalosporioides (KC128659).
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Figure S2. Alignment of ITS region of A (KM068384) and R (KJ649992) strains with their best GenBank
matches Acephala applanata (AY078147) and Phialocephala fortinii (AB671499.2 and AY033087),
respectively.




