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Figure S1. The (A) 1H-NMR, (B) H-H COSY, (C) HSQC, and (D) HMBC spectra of Hypermongone C in DMSO-d6. 
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Figure S2. High resolution mass spectrometry of Hypermongone C in positive mode.
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Figure S3. H-H COSY (       )  and HMBC (       ) correlations  
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Table S1. 1H and 13C NMR data (400 and 100 MHz, in DMSO-d6) of compound hypermongone C 

position δH δC position δH δC 
1 - 73.6 31 1.01 (d) 20.6 
2 - 171.7    
3  120.2    
4  189.8    
5  59.7    
6a 1.74 (dd) 41.1    
6b 1.36 (t) 41.1    
7 1.73 (m) 41.8    
8  47.3    
9  207.0    
10a 2.89 (dd) 26.6    
10b 2.84 (dd) 26.6    
11 4.80 (t) 93.5    
12  70.1    
13 1.12 (s) 25.9    
14 1.19 (s) 26.1    
15 1.08 (s) 16.4    
16a 2.02 (m) 27.8    
16b 1.72 (m) 27.8    
17 4.9 (m) 124.9    
18  133.0    
19 1.54 (bs) 18.0    
20 1.63 (s) 25.9    
21a 1.64 (m) 37.9    
21b 1.53 (bs) 37.9    
22a 1.93 (m) 24.0    
22b 1.90 (m) 24.0    
23 5.00 (m) 122.0    
24  131.3    
25 1.54 (bs) 18.0    
26 1.66 (s) 25.9    
27 1.06 (s) 15.0    
28  209.0    
29 2.55 (m) 40.3    
30 1.08 (d) 20.6    
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Table S2. Primers used for quantitative real-time polymerase chain reaction. 

Gene 5’-3’ primer sequences: (F: forward R: reverse) 

TNF-α 
F: CTG CTG CAC TTT GGA GTG AT 

R: AGA TGA TCT GAC TGC CTG GG 

IL-6 
F: AGC CAC TCA CCT CTT CAG AAC 

R: GCC TCT TTG CTG CTT TCA CAC 

VEGF-A 
F: AGC CTT GCC TTG CTG CTC TA 

R: GTG CTG GCC TTG GTG AGG 

GAPDH 
F: GTG GAC CTG ACC TGC CGT CT 

F: GGA GGA GTG GGT GTC GCT GT 

 

 


