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Content 

Analytical reverse-phased (RP) HPLC profiles and MALDI-TOF mass spectra for the ligand-
conjugated guanine tract oligonucleotides PySG3 (S2), G3PyS (S3), PyLG3 (S4), G3PyL (S5), 
PEPyG3 (S6), G3PEPy (S7), BPEAG3 (S8), G3BPEA (S9), PerG3 (S10) and G3Per (S11). CD 
spectra of native VEGF G4 (S12). PAGE image of replication assay for native VEGF G4 (S13). 
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PEPyG3 = 5’-XpGpGpGpTpT-3’ 
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G3PEPy = 5’-TpTpGpGpGpX-3’ 
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CD spectra of 10 μM VEGF native G4. All the experiments were performed in a buffer 
consisting of 10 mM Tris- HCl (pH 7.5), 8 mM MgCl2, and 50 mM KCl [1].  
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Denaturing-PAGE images of replication products from a native VEGF containing template in a 
buffer consisting of 10 mM Tris-HCl (pH 7.5), 8 mM MgCl2, and 10 mM KCl with 1 μM primer, 
1 μM template, 250 μM dNTPs, and 1 μM KF exo- at 37 °C [1].  
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