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Table S1. Summary of 43 LRR-RLKSs cloned and investigated in Brassica oleracea.

i;’:: Locus of B. oleracea Locus of A. thaliana Symbol Full le(r;)g;)h DS
BoLRR5 Bol033816 At4g33430 BAK1 1644
BoLRR10 Bol016985 At3g49670 BAM?2 2976
BoLRR11 Bol1021078 At1g08590 CLAVATA1 3060
BoLRR13 Bol024340 At4g20270 BAM3-2 2535
BoLRR15 Bol026354 Atlg72300-1 3264
BoLRR17 Bol028337 At4g20270 BAM3-3 2904
BoLRR20 Bol031960 At1g35710 2751
BoLRR21 Bol032005 Atlg34110 3297
BoLRR22 Bol032343 At5g48940 RCH1 3384
BoLRR24 Bol035223 Atlg55610 BRL1 2280
BoLRR25 Bol036776 At1g09970-3 2907
BoLRR26 Bol040029 Atlg73080 PEPR1 2646
BoLRR27 Bol040099 At1g34210 SERK?2 1866
BoLRR30 Bol025935 AT5G20480 EFR1-1 2685
BoLRR31 B0l025932 AT5G20480 EFR1-2 2685
BoLRR32 Bol032113 AT5G46330 FLS2 3531
BoLRR33 Bol033102 AT5G48380 BIR1 1878
BoLRR35 Bol015128 AT2G02220 PSKR1-2 2817
BoLRR36 B01020960 At3g46350 2212
BoLRR38 Bol003589 Atlg72180-1 2922
BoLRR39 Bol040075 Atlg72180-2 2925
BoLRR40 Bol040522 Atlg79620 2373
BoLRR41 Bol001136 At2g01950 BRL2 3273
BoLRR44 Bol008219 At2g31880 SOBIR1 1932
BoLRR46 Bol005575 At2g37050-2 2517
BoLRR48 Bol028329 At4g20140 GSO1 3617

BoLRR53 Bol040377 At3g13380 BRL3 2160




Table S1. Cont.

BoLRR54 Bol017009 At5g61480 TDR 2625
BoLRR55 Bol004350 At5g65700 PXL2 2984
BoLRR56 Bol012386 At5g44700-1 GSO2-1 3671
BoLRR57 Bol006354 At5g44700-2 GS02-2 3789
BoLRR58 Bol043860 At5g07180 ERL1 2477
BoLRR59 Bol042730 At3g25560 NIK2 1733
BoLRR60 Bol025602 At4g08850 3077
BoLRR61 Bol019648 At4g28650 PXL2 3035
BoLRR63 Bol024650 At5g10290 1812
BoLRR65 Bol012709 At5g25930-2 2732
BoLRR67 Bol002765 At5g49660 2783
BoLRR70 Bol003055 At5g63710 1653
BoLRR71 Bol040608 At5g63930 2912
BoLRR72 Bol009214 At5g65240 1817
BoLRR73 Bol041836 At1g28440-1 HSL1 2987
BoLRR74 Bol015744 At1g28440-2 HSL1-2 2629
’ I ©
XVII oN
o.-smgw So
- = CONVOIF <
g EIFEEIIS o
280080 Zor a8 & OFLT XA o
B o2t R R g BN
XVI H8HSeRCe WS IRSES
- e &70)‘8“8\_\00 T%p:v 00”‘)\@ Q
PR NN RS A
O £ L
RS ReSEH
G Ny Z[LBNeH eSS
R0, SIS/R RNk I
RIS, fds‘ 2) . il < /4 & ANy
/?/%v\’? / 2) % 0% = & £ %@GC&Q‘J T
S SO s
N 0®$ 2 > N “\‘ ) 5‘\'5?\9:5 0 IV
So 22367 RS 7 - > %\3\&6@0
8, BR 3 PTG € 4 RALEA0
ROLRRH Tog, s O S ) R R8s} 821 Ja0
. 8383099 : > et Voo R2TABD
XV gARRIY 3% L357 = 0 N
BaRRSS g OO R RIRE%6
Rs45487(§ 1000/ 100, > RRA6
545‘.;4‘? [ 31 {7000 120910
R24948 T o 259000
Rs408410 - 930 10 ong Rs(Q18670
BoLRR25 141 B2 Rs337980

Figure S1. Comparative phylogeny analysis of LRR-RLK genes of A. thaliana, B. oleracea, and R. sativus



