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Table S1. The 12 deduced protein sequences of clementine (C. clementina), retrieved from Phytozome
v10 database for producing significant alignments vs. C. roseus TDC protein of 500 aa residues, are
reported with source parameters.

Sequence Code (S];ftl:; E Value Identity Length Phytozome Annotation
Ciclev10014992m 702.6 0 68.0% 499 Tyrosine decarboxylase
Ciclev10018100m 601.3 0 55.4% 506 Tyrosine decarboxylase
Ciclev10000723m 595.9 0 56.2% 567 Tyrosine decarboxylase
Ciclev10033968m 590.5 0 56.6% 501 Tyrosine decarboxylase
Ciclev10031252m 578.9 0 55.1% 517 Tyrosine decarboxylase

Aromatic amino acid
iclev10018301 7. 29 1
Ciclev10018301m 567.0 0 53.2% 519 decarboxylase (PANTHER)
Aromatic amino acid
1 o,
Ciclev10025359m 548.1 0 53.3% 523 decarboxylase (PANTHER)
Ciclev10025447m  508.4 8.8 x 107170 50.8% 498 Aromatic amino acid

decarboxylase (PANTHER)

Ciclev10020518m 439.1 3.5 x 107150 53.2% 391 Tyrosine decarboxylase

Aromatic amino acid

3 -144 00
Ciclev10025789m  424.1 2.3x10 51.0% 395 decarboxylase (PANTHER)
Aromatic amino acid
iclev100274 2 1.9 x 107132 48.79 432
Ciclev10027405m 39 9x10 8.7% 3 decarboxylase (PANTHER)
hingosine phosphate |
Ciclev10031566m ! 354 8.8x 102 25.3% 438~ Ophingosine phosphate lyase

(PANTHER)
1 The BLAST parameters for this sequence suggest to consider it not significant.

Table S2. The 11 deduced protein sequences of sweet orange (C. sinensis), retrieved from Phytozome
v10 database and producing significant alignments vs. C. roseus TDC protein of 500 aa residues, are
reported with source parameters.

Sequence Code (Sl;:):; E Value Identity = Length Phytozome Annotation
orangel.1g010842m  703.4 0 68.0% 499 Aromatic amino acid
§¢%-18 ' - decarboxylase (PANTHER)
Aromatic amino acid
1.1 1 1 79 4
orangel.1g038818m 595 0 56.7% 86 decarboxylase (PANTHER)
Aromatic amino acid
1.1g01012 78. 19 17
orangel.1g010125m 578.9 0 55.1% > decarboxylase (PANTHER)
Aromatic amino acid
0,
orangel.1g048643m 570.1 0 55.4% 506 decarboxylase (PANTHER)
o Aromatic amino acid
orangel.1g037144m 562.8 0 54.7% 502 decarboxylase (PANTHER)
orangel.1g041829m 545.0 0 53.5% 486 Tyrosine decarboxylase
Aromatic amino acid
-134 %
orangel.1g048019m 397.1 3.9x10 56.3% 355 decarboxylase (PANTHER)
orangel.1g046506m 3297  14x107%  51.1% 310 Aromatic amino acid

decarboxylase (PANTHER)
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Aromatic amino acid

-82 00
orangel.1g048438m 2588 3.6 x 10 50.0% 239 decarboxylase (PANTEEER)
Aromatic amino acid
~72 00
orangel.1g03699%m 2315 6% 10 58.5% 214 decarboxylase (PANTEER)
orangel.1g041549m 1949 60x10  44.1% 218 Aromatic amino acid

decarboxylase (PANTHER)

Sequence similarity search for C. roseus TDC in Citrus genomes
pAADC retrieved in C. clementina (Table S1) and C. sinensis (Table S2)

Sequence search for plant TDC in GenBank

TDC sequences retrieved in 10 plant species (Table 1)
Multiple sequence alignment of plant TDC (Figure S2)
Identification of motifs characterizing plant TDC (Table 2)

Sequence search for plant TYDC in GenBank

TYDC sequences retrieved in 13 plant species (Table 1)
Multiple sequence alignment of plant TYDC (Figure S3)
Identification of motifs characterizing plant TYDC (Table 2)

Multiple sequence alignments of citrus pAADC (Figure S4),
and of TDC and TYDC with the identified citrus pTDC
sequences (Figure S5) and cluster analysis (Figure 2)

Figure S1. Workflow for TDC annotation in Citrus based on genomic screening and bioinformatics
approach. In grey it is reported what is the result of the previous action and the input for the following
one. pAADC (putative Aromatic L-Amino Acid Decarboxylases).
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Figure S2. Multiple sequence alignment for representative plant TDC enzymes. Residues identical or
similar in at least 80% of the aligned sequences are shaded in black or grey, respectively; gaps
introduced are represented by dashes. C. annuum TDC2 sequence is indicated in red color to evidence
its divergence respect to remaining TDC.
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Figure S3. Multiple sequence alignment for representative plant TYDC enzymes. Residues identical

or similar in at least 80% of the aligned sequences are shaded in black or grey, respectively; gaps

introduced are represented by dashes.



Molecules 2017, 22, x; doi:

Celementina |Ciclevl0014992m
Celementina |[Ciclev1001B100m
Celementina |Cielevl0000723m
Cclementina|Ciclevli0033968m
Cclementina |Ciclevl10031252m
Celementina |Cielevl001B8301m
Cclementina|Ciclevi0025359m
Celementina |Ciclevl002544Tm
Celementina |Ciclevl10020518m
Cclementina|Ciclevi0025785m
Celementina |Cielevl10027405m
Csinensis|orangel.1g010842m
Csinensis|orangel.1g038818m
Csinensis|orangel.1g010125m
Csinensis|orangel.1g04B643m
Csinensis|orangel.lg037144m
Czinensis|orangel.1g041825m
Csinensis|erangel.lg04B019m
Csinensis|orangel.l1g046506m
Czinensis|orangel.lg04B8438m
Csinensis|orangel.lg036996m
Csinensis|orangel.1g041549m

Celementina |Ciclev10014992m
Ceclementina|Ciclevl0018100m
Celementina |Ciclevl0000723m
Celementina |Ciclev10033968m
Colementina |Cielev10031252m
Celementina|Ciclevl0018301m
Celementina |Cielev10025359m
Colementina|Ciclevl0025447m
Celementina|Ciclevl0020518m
Celementina |Ciclevl10025789m
Celementina |Ciclevl0027405m
Csinensis|orangel.lg0l0842m
Csinensis|orangel.lg036018m
Csinensis|orangel.lg010125m
Csinensis|orangel.lg048643m
Czinensis|orangel.lg0371l44m
Csinensis|orangel.lg041829m
Csinensis|orangel.1g048019m
Csinensis|orangel.lg046506m
Csinensis|orangel.lg048438m
Csinensis|orangel.1g036996m
Csinensis|orangel.1lg041549m

Ceclementina|Ciclevi0014992m
Celementina|Ciclevl001B100m
Celementina |Cielevl0000723m
Celementina |Cielevl0033968m
Celementina|Ciclevi0031252m
Celementina |Ciclevl001B301m
Celementina |Ciclevl10025355m
Ceclementina|Ciclevi0025447m
Celementina|Ciclevl0020518m
Celementina |Ciclevl10025785m
Celementina |Ciclevl0027405m
Csinensis |orangel.lg0l0842m
Csinensis|orangel.1g038818m
Csinensis|orangel.1g010125m
Czinensis|orangel.1lg048643m
Csinensis|orangel.lg037144m
Csinensis|orangel.l1g041829m
Czinensis|orangel.1lg048015m
Csinensis|orangel.lg046506m
Csinensis|orangel.1g04B438m
Czinensis|orangel.lg036996m
Csinensis|orangel.1g041545m

Celementina|Ciclevl0014892m
Cclementina |Ciclev10018100m
Celementina [Ciclev10000723m
Celementina |Ciclevl10033968m
Cclementina |Ciclevl10031252m
Cclementina |Ciclevl1001B301m
Celementina|Ciclevl10025359m
Cclementina |Ciclevl10025447m
Cclementina|Ciclevl10020518m
Celementina |Ciclev10025789m
Celementina |Ciclevl10027405m
Csinensis|orangel.1g010842m
Csinensis|orangel.1g038818m
Csinensis|orangel.lg010125m
Ceinensis|orangel.1g04B8643m
Csinensis |orangel.1g037144m
Csinensis|orangel.1g041829m
Csinensis|erangel.lg048015m
Csinensis|orangel.1g046506m
Csinensis|orangel.lg04B438m
Csinensis|orangel.1g036396m
Csinensis|orangel.1g041549m

S6 of S11

1 10

FEEFHFNLTSAQMGSTTSDS1LDE HxGL’ FTNPLDEEEFRROAHMYT JF
SETNPLDS
SFTNTLLD ot ELGTL
{SSTNLLDSEEFRROGHMEVDFMARY Y ENTDEY PYRSOVEPGYLEERLPE
FEADLEFREFSDESKAYIDF TADY Y KNIEKY PYOSKVEPGY LSAR

TTYTPSRETEVITHEPPTLETPTFLAST

GELTSDIELKYNSE
MGSTTEDLETLEYNS

MDSEEFRRQEHMT T DFTAD T 3F‘.
“MGSLTSDPELKYNSGS FTNPLDS EEFRROGHMI T DF TADRY ’\N'Jtlﬂ,’P‘«'R.‘}UV;PG‘[L.U\‘J
GELTEDILDE-NEGE {PLDEEEFRROAHMY T iy IMVDKY P!
MDEAY AQRFRROGHMEVIFMARY Y R T DR Y PYRS
—MDA
BADLEFESFEDESKAYT

SPCLBANNITHGSES

SPELEANNITHGTSFEADLEFESFSDESKRAYID

120

[ R N
HRPESFETTLE-

CSVETILG—-—
TAFHEPESLDDT LE:
TAF. CESLEDILE

TAPHERESLDDT LK---D%
SAPIRPLSTCTILE-
SAPYNDELLIETILO—
SAFHNNPESM
CAFYNPESD

TTLGELTRICS PNFFG‘!FQ].NAST MGEL

“1!»” srmrf«
I"‘ (el ]JYFA"TPAT’

LS TQNVLDEY
TAPHEPESLDODILE--—

B BHE DB e S BB .

TAPHEPESLDDILK—--L%

SPUL
ITPESLOARTIDTY
SCDSLLTOINIY
SPDSTMAKTH S
SELSLMAQTIRS)
SAESVLEOTINTY

GGEDMET! SPDTVREAATEL
SGrONITH STSTEESMS PDTVRARIED
DESTHYSWSPDSLARAISH

GEDMIT] SFITEZS@SIDTVRARIED
~CDONITH SCLTETSMSPHTVRARIED)

.-~ ENMHE)

R-—ENISH TO:

R FMLS WY

R-—ENIS ER|

R-—ENIS SVLEQTNIVE

I8 NELE D55 THYT S LARATSRIELT 1

GGIDNITH FSTEES I3

L

KHMTKS33Y5]

I
I
o i
(C LA =
v it
C ok L
SKIBWIYKL
GRTSNF KT !
TRl s K GM
GKIENT YKL
TATFCHLLL
P ERIN 7 G T R

C LT

[EASDEK:
AT DEM
AT DR K-

eSS




Molecules 2017, 22, x; doi:

Ceclementina|Ciclevl00145%2m
CeclementinalCiclevl0018100m
Celementina|Ciclevl0000723m
Celementina|Ciclevl10033568m
CclementinalCiclevl0031252m
Celementinal|Ciclevl0018301m
Ceclementina|Ciclevl0025359m
Celementina|Ciclevl0025447m
Celementina|Ciclevi0020518m
Ceclementina|Ciclevl10025789m
Ceclementina|Ciclevl0027405m
Csinensis|orangel.1g010842m
Csinensis|orangel.1g038818m
Csinensis|orangel,1g010125m
Csinensis|orangel.1g048643m

Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.

1g037144m
1g041829m
1g048019m
1g046506m
1g048438m
1g036596m

Csinensis|orangel.1g041549m

Celementina|Ciclevl0014992m
Ceclementina|Ciclevl10018100m
CelementinalCiclevl0000723m
Celementina|Ciclevl0033968m
Celementina|Ciclevl0031252m
Cclementina|Ciclevl0018301m
CeclementinalCiclevl0025359m
Celementina|Ciclevl0025447m
CclementinalCiclevl0020518m
CelementinalCiclevl0025789m
Celementina|Cielevl0027405m

Csinensis |orangel.
Cszinensis|orangel.
Csinensis|orangel.
Csinensis |orangel.
Csinensis|orangel,
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.
Csinensis|orangel.

1g010842m
1g038818m
1g010125m
1g048643m
1g037144m
1g041829m
1g048019m
1g046506m
1g048438m
1g036996m
1g041549m

S7 of S11
480 540 550
.. I N P [
I [ERNZER S0 - | e3y (35 | JPNIURY
i SENm (e e
i VMR R RERLE - 3mvMD
i MK BERT --LLSZEERINEE]
T} A K RERL PVIMDXLETEYWVHC LLSEEE NE
I IV CHER ERT - NGTYDOYRGTSZEERTY
I I YA F TG REZEG!
I TV SMEE A
T} HT T B RHEEC TR IR T R TIHR T S TR 1)~ ———————————————————
I I K
I W ME R Lt -
i DT RO R RIS h - AW T = A a1 ) — — ——— =~ === ==~ === YPHSGEADTEML L v
i SRR ~eu oo srscreDcER: - EGANEL LE5T
1] HVN FOOR - | SR [PV IMDHXLETKYVH EEQINE LEST
i 1R R - 5AVMDRLKPKY OIS QQ- - LVT SOEAT REWLEST]
I Y CMER BERT) BVMDXLRT. SZEERTNEFRIFEMLEST
10 HIOTRRHEECL - - PENDEDEGHELEEHSLIDT
B v e rT Rk BERI S --LLSZEERINEFQRERLES 10!
TRIEN VEMENER! g R ERTEE --LL3ZEEQTNEFYREPLES A3
| RETIL, L IOR B0 = GR1pale 1, WY = JALARIU s JORAG . BNG [{ir = [ R - GIAMNE . I E REZLGEELJ----- QLE---

580

R I I
RV¥LTHTIV

QLYVEHGMYA
ERYMTIRVC
EAYMTHRAVLG
EAYMTHAY T
EVEMTHAT VG
RAFLTORMLG)
RAFLT QMM (&
KIEISHTYVLS
RAEPLTORMLLY

RVYLTHTT V(]
QLEWVEIIGMVA]
EAYMTHRAVLG
EAYMTHANCO
EVEMTHAT VG
EIFISHTVLS)

KAYMTHAY LG M- TIEAL
FRYMIIVV LG IR~ IrAT

-~ LToATLoEVEvT

T TYNE EH)
TI§§C RS —

VALHELIMEGAL
VILAAWEMWOLKLLD:
P RAHTVVOOHL

5@ rFEI oD LRKLICEKADRLLLLGEPENTRDYLLTL

Figure S4. Multiple sequence alignment for Citrus sequences retrieved in this work. Residues identical

or similar in at least 80% of the aligned sequences are shaded in black or grey, respectively; gaps

introduced are represented by dashes.
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TDCL Actaea racemosa

TDCZ2 Actasa racemosa
partial TDC Actaea racemosa
TDC1 Camptc theca acuminata
TDEZ Camptotheca acuminata
TDCI_Capsicum anmuum

TDCZ Capsicum anmmm

TDC Catharanthus rosens

TDC Mitragyna speciosa
TDC_Cphiorrhiza prostrata
D¢ _Ophiorrhiza pumila

TDC Rauvolfia werticillata
TDC_Tabernaemontana elegans
TDE_Vinca minor

TYDCla Arabidopsis thaliana
TYDC1lb Arabidopsis thaliana
TYDCle Arabidepsis_thaliana
TYDC1d Arabidopsis thaliana
TYDC _Argemone mexicana
TYDC_Aristolochia contorta
TYDC Citrns aurantium
TYDCI Citrus reshni
TYDC2_Citrus reshni

TYDC Citrus reticulata

TYDC Citrus simensis

TYDCI Medicago truncatula
TYDC2 Medicago_truncatula
TYDC1_Papaver somniferum
TYDCZ_Papaver somniferum
TYDC3 Papaver somniferum
TYDC5 Papaver somniferum
TYDCE_Papaver somniferum
TYDC7 Papaver somniferum
TYDCB Papaver somniferum
TYDCS_Papaver somniferum
TYDCI_Petroselinum crispum
TYDCZ Petroselinum crispum
TYDCI Petroselioum crispum
TYDC4_Petroselipum crispum
TYDC Solarum tuberasum

TYDC Thalictrmm flavem
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TYDCZ Catrus reshni
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TYDCZ Medicagoe truncatula
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TYDC2 Papaver somniferum
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TYDCH_Papaver somniferum
TYDCE Papaver somniferum
TYDC7 Papaver somniferum
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TYDCY Papaver somniferum
TYDCI Petroselinum crispum
TYDCZ Petroselimum crispum
TYDC3 Petroselipum crispum
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TDC1 Actaea racemosa
TDC2_Actaea racemosa
partial TDC Actaea racemosa
IDC1_Camptotheca acuminata
TDCZ_Camptotheca acuminata
TDCI_Capsicum anmum

TDCZ Capsicum anmium

TDC Cathazrantbus roseus

TDC Mitragyna_ speciosa

TDC Ophiorrhiza prostrata
TDC_Ophiorzhiza pumila

TPC Rauvolfia verticillata
TDC Tabernaemontana elegans
TDC Vineca minox

TYDCla Azabidopsis_thaliana
TYDC1b_Arabidopsis_thaliana
TYDCle Arabidopsis thaliana
T¥DC1d_Arabidopsis_thaliana
TYDC Argemone mexicana

TYDC Aristolochia contorta
TYDC Citrug aurantium

TYDC1 Citrus reshni

TYDC2 Citrus reshni

TYDC Citrus reticulata

TYDC Citrus_sinensis
TYDC1 Medicage_truncatula
TYDCZ Medicago truncatula
TYDC1_Papaver_sommifertm
TYDCZ2 Papaver sommiferum
TYDC3 Papaver somnifezrtm
TYDCS Papaver_ souniferum
TYDCE Papaver_scumiferum
TYDC7 Papaver sommiferwm
TYDCE Papaver_ souniferum
TYDCY Papaver somniferum
TYDC1 Petroselinum crispum
TYDC2 Petroselinum crispum
TYDC3 Petroselinum crispum
TYDCA Petroselimm crispum
TYDC Scolamumm tuberosum
TYDC_Thalictrum flavum
TYDC_Theobroma cacao
Ciclevi0014552m

orangel. 1g0I0842m

TDC1 Actaea racemosa
TDCZ_Actaea_racemosa
partial TDC Actaea racemosa
TDCI Camptotheca acuminata
TDCZ_Camptotheca acuminata
TPCT_Capsicum anmoum

TDCZ Capsicum annuum

TDC Catharanthbus zoseus

TDC Mitragyna speciosa

TDC Ophiorrhiza prostrata
TDC_Ophiorrhiza pumila

TPC Rauvelfia verticillata
TDC_Tabernaemontana elegans
TDC_Vinca minor

TYDCla Arabidopsis_thaliana
TYDC1b Arabidopsis thaliana
TYDClc Arabidopsis thaliana
TYDC1d Arabidopsis_thaliana
TYDC Argemone mexicana

TYDC Aristolochia contorta
TYDC Citrus aurantium
TYDCL Citrus_reshni

TYDCZ2 Citrus reshni

TYDC Citzrus reticulata

TYDC Citrus sinensis

TYDC1 Medicago truncatula
TYDCZ Medicago truncatula
TYDC1_Papaver_soumiferum
TYDCZ Papaver somniferum
TYDC3 Papaver sommiferum
TYDC5 Papaver sommifertm
TYDCE_Papaver_somniferum
TYDC7 Papaver somniferum
TYDC8 Papaver sommifertm
TYDCY Papaver somumiferum
TYDCI_Petroselimm crispum
TYDCZ Petroselimmm crispum
TYDC3 Petroselimm orispum
TYDC{ Petroselinmum cxispum
TYDC Solanmm tubercsum

TYDC Thalietrum flavum

TYDC Theobroma cacao
Ciclevl0014982m

orangel, 1g010842m
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TDCL Actaea racemosa
TDCZ Actaea racemosa

partial TDC Actaea .

TDCL Comy 2 al
7062 Camptotheca acuminata
TDCI_Capsicum apmuum
TDCZ_Capsicum apnuum

TDC Catharanthus roseus

TDC Mitragyna speciosa
TDC_Ophiorrhiza prostrata
TDC_Ophiorrhiza 1a

TDC Rauvolfia verticillata
TDC_Tabernaemontana elegans
TDC Vinca minor

TYDCla Arabidopsis thaliana
TYDCIb Arabidopsis thaliana
TYDC1o_Arabidopsis_thaliama
T¥DCId Arabidopsis thaliana
TYDC_Argemone mexicana

TYDC Aristolochia contorta
TYDC Citrus aurantium

TYDCI Citrus reshni
TYDCZ_Citrus reshni

TYDC Citrus retieulata

TYDC Citrus sinensis

TYDCI Medicago la
TYDC2 Medicago_truncatula
TYDCI_Papaver somniferum
TYDC2 Papaver somniferum
TYDC3 Papaver somniferum
mniferum

TYDCS_Papaver |
TYDC6_Papaver somniferum
TYDC7 Papaver somniferum
TYDCE Papaver somniferum

TYDCS Papaver somniferum
TYDCI_Petroselimum crispum
TYDCZ Petroselinum crispum
TYDC3_Petroselinum crispum
TYDC4 Petroselinum crispum
TYDC Bolanum tuberosmm
TYDC_Thalictrum flavum
TYDC Thecbrema_cacac
Ciclev1001499Zm
orangel.lg010842m

TDC1 Actaea racemosa

TDC2 Actaea racemosa
partial TDC Actaea racemosa
TDC1 Camptotheca acuminata
TDC2 Camptotheca acuminata
TDCL Capsicum annuun

TDCZ Capsicum annuum

TDC Catharanthus rosens
TDC_Mitragyna speciosa
TDC_Ophiorrhiza prostrata
TDC Ophiorrhiza pumila

TDC Rauvelfia vwerticillata
TDC_Tabernaemontana elegans
TDC Vinca miner

TYDCla Avabidepsis thaliana
TYDC1b Arabidopsis thaliana
TYDC1c Arabidopsis thaliana
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TYDC Argemone mexicana

TYDC Aristolochia contorta
TYDC Citrus aurantium
TYDCI_Citrus reshni
TYDCZ_Citrus_reshni

TYDC Citrus reticulata

TYDC Citrus sinensis
TYDCI_Medicago_truncatula
TYDCZ Medicago truncatula
TYDCI Papaver somniferum
TYDCZ Papaver somniferum
TYDC3 Papaver somniferum
TYDC5 Papaver somniferum
TYDCE_Papaver somniferum
TYDC7_Papaver_somniferum
TYDCE Papaver somniferum
TYDCS_Papaver somniferum
TYDCI_Petroselinum crispum
TYDCZ Petroselipum crispum
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TYDC4_Petroselipum crispum
TYDC Solarum tuberosum
TYDC_Thalictzum flavum
TYDC_Theobrema_cacao
Ciclevi0014992m
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TDC1_Actaea :

TDC2 Actaea :

partial TDC Actaea racemosa
TDC1 Camptotheca acuminata
TDCZ2 Camptotheca acuminata
TDCI Capsicum apnuwm
TDCZ_Capsicum ammuum

TDC Catharanthus roseus

TDC Mitragyna speciosa

TDC Ophiorrhiza prostrata
TDC_Ophiorrhiza pumila

TDC Rauvolfia werticiliata
TDC Tabernaemontana elegans
TDC Vinca_minor

TYDCIa Arabidopsis thaliana

TYDCIb Arabidopsis thalianma

TYDCic Arabidopsis thaliana
TYDCId Arabidopsis_thaliana

TYDC mexicans
TYDC Aristolochia contorta
TYDC Citzus i

TYDEI_Citrus_reshni

TYDCZ Citrus reshni

TYDC Citrus reticulata
TYDC Citrus sinensis
TYDET Medicago truncatula
TYDC2 Medicago truncatula
TYDCI_Pap mniferum

TYDCZ_Papaver_somniferum
TYDC3 Papaver somniferum
TYDC5_Papaver somniferum
TYDCE_Papaver_somniferum
TYDC7 Papaver somniferum
TYDCS Papaver somniferum
TYDCS_Papaver somniferum
TYDCI Petroselinum crispum
TYDC2 Petroselinum crispum
TYDC3 Petroselimum crispum
TYDC4_Petroselinum erispum

TYDC Solapum
TYDC Thalictrum £lavum
TYDC_Theobroma cacac
Ciclevl0014992m
orangel.l1g010842m
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Figure S5. Multiple sequence alignment for representative plant TDC and TYDC enzymes with the

two Citrus sequences retrieved in this work. Residues identical or similar in at least 80% of the aligned

sequences are shaded in black or grey, respectively; gaps introduced are represented by dashes.



