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Figure S1. Map of the G4-forming RNAs in the (A) VEGFA; (B) PDGFA; and (C) PDGFB
genes. The location of G4-forming sequences (G=3Nx1G23N=1G23N=1G23Nz1; length < 35-mer)
are represented by black vertical bar. The G4-forming sequence in the 5 UTR of VEGFA
mRNA is represented by red vertical bar. The sequences used in this study are indicated

by arrows.
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Figure S2. CD spectra of the VEGFA G4-froming RNAs. (A) VEGFA intronic G4_1 and VEGFA
intronic G4_1 mutant; (B) VEGFA intronic G4_2 and VEGFA intronic G4_2 mutant; (C) VEGFA 5' UTR

G4 and VEGFA 5' UTR G4 mutant, were analyze

d.
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Figure S3. SPR analysis of VEGFA 5 UTR G4, VEGFA intronic G4_1, and VEGFA intronic G4_2 to
(A)PDGEF-AA; (B)PDGEF-BB and (C) Thrombin.
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Figure S4. Cont.
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Figure S4. SPR analysis of PDGFA intronic G4_1 and G4_2 to (A) VEGF165, (B) PDGF-AA, and (C)

PDGE-BB.
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Figure S5. SPR analysis of PDGFB intronic G4_1, G4_2, and G4_3 to (A) VEGF165; (B) PDGF-AA, and

(C) PDGF-BB.
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Figure S6. CD spectra of PDGFA intronic G4_1 and G4_2 (A) and PDGFB intronic G4_1, G4_2, and
G4_3 (B).
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Table S1. Kinetic value of G4-forming RNAs to VEGF165, PDGF-AA, and PDGF-BB.

Protein VEGF165
Name Kon (x1041/Ms) kot (x10-3 1/s) Ka (nM)
VEGFA intronic G4_1 4.6 6.6 140
VEGFA intronic G4_2 2.2 6.9 31
VEGFA 5' UTR G4 1.2 3.7 300
PDGFA intronic G4_1 1.2 6.1 490
PDGFA intronic G4_2 34 6.8 200
PDGFB intronic G4_1 3.5 4.6 130
PDGFB intronic G4_2 45 6.5 150
PDGFB intronic G4_3 2.6 11 440
Protein PDGF-AA
Name kon (x1041/Ms)  kott (x1031/s)  Ka (nM)
VEGFA intronic G4_1 11 2.3 20
VEGFA intronic G4_2 53 1.0 20
VEGFA 5' UTR G4 29 1.8 60
PDGFA intronic G4_1 6.4 1.8 30
PDGFA intronic G4_2 4.8 14 30
PDGFB intronic G4_1 5.7 1.5 30
PDGFB intronic G4_2 6.4 1.5 20
PDGFB intronic G4_3 7.9 3.3 40
Protein PDGF-BB
Name kon (x1041/Ms)  kott (x1031/s)  Ka (nM)
VEGFA intronic G4_1 6.3 2.5 40
VEGFA intronic G4_2 5.1 1.4 30
VEGFA 5' UTR G4 3.8 43 110
PDGFA intronic G4_1 8.3 2.5 30
PDGFA intronic G4_2 8.5 2.3 30
PDGFB intronic G4_1 7.7 3.3 40
PDGFB intronic G4_2 8.4 2.5 30
PDGFB intronic G4_3 7.3 4.3 60
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