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             1
JX046930     --------------------------ATGGACTCCAACAC
CY049991     --------------------------ATGGACTCCAACAC
GQ132138.1|  ---------------ACAAAAACATAATGGACTCCAACAC
AJ278649     AGCAAAAGCAGGGTGACAAAGACATAATGGATTCCAACAC
CY118918     ---------------ACAAAAACATAATGGATTCCAACAC
CY113369     ---------------ACAAAGACATAATGGATTCCAACAC
CY112841     ---------------ACAAAGACATAATGGATTCCAACAC
CY006671     -----------GGTGGCAAAGACATAATGGATTCCCACAC
CY032265     ------------------AAGACATAATGGATTCTAACAC
CY080527     ------------GTGACAAAGACATAATGGATTCTAACAC
CY021041     -------------TGGCAAAGACATAATGGATCCCAACAC
CY013275     -------------------AGACATAATGGATCCCAACAC
CY087804     ------------GTGACAAAGACATAATGGATCCTAACAC
CY009344     -------------TGACAAAGACATAATGGATCCCAACAC
CY010376     -------------TGGCAAAGACATAATGGATCCCAACAC
AF333238     --------------------------ATGGATTCCAACAC
CY045776     --------------------------ATGGATCCCAACAC
CY009608     -------------TGACAAAGACATAATGGATCCAAACAC
CY020449     -----------------------ATAATGGATCCAAACAC
CY021961     --------------------AACATAATGGATCCAAACAC

            41
JX046930     CATGTCAAGCTTTCAGGTAGACTGTTTCCTTTGGCATATC
CY049991     CATGTCAAGCTTTCAGGTAGACTGTTTCCTTTGGCATATC
GQ132138.1|  CATGTCAAGCTTTCAGGTAGACTGTTTCCTTTGGCATATC
AJ278649     TGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTC
CY118918     TGTGTCAAGTTTCCAGGTAGATTGCTTTCTTTGGCATATC
CY113369     TGTGTCAAGTTTCCAGGTAGATTGCTTTCTTTGGCATATC
CY112841     TGTGTCAAGTTTTCAGGTAGATTGCTTTCTTTGGCATATC
CY006671     TGTGTCAAGCTTTCAGGTAGATTGCTTCCTTTGGCATGTC
CY032265     TGTGTCAAGTTTTCAGGTAGATTGCTTCCTTTGGCATGTC
CY080527     TGTGTCAAGTTTTCAGGTAGATTGCTTCCTTTGGCATGTC
CY021041     TGTGTCAAGCTTTCAGGTAGATTGCTTCCTTTGGCATGTC
CY013275     TGTGTCAAGCTTTCAGGTAGATTGCTTTCTTTGGCATGTC
CY087804     TGTGTCAAGCTTTCAGGTAGATTGCTTCCTTTGGCATGTC
CY009344     TGTGTCAAGCTTTCAGGTAGATTGCTTCCTTTGGCATGTC
CY010376     TGTGTCAAGCTTTCAGGTAGATTGCTTCCTTTGGCATGTC
AF333238     TGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTC
CY045776     TGTGTCAAGCTTTCAGGTAGATTGCTTTCTTTGGCATGTC
CY009608     TGTGTCAAGCTTTCAGGTAGATTGCTTTCTTTGGCATGTC
CY020449     TGTGTCAAGCTTTCAGGTAGATTGCTTTCTTTGGCATGTC
CY021961     TGTGTCAAGCTTTCAGGTAGATTGCTTTCTTTGGCATGTC

            81
JX046930     CGCAAGCGGTTTGCAGACAATGGATTGGGTGATGCCCCAT
CY049991     CGCAAGCGATTTGCAGACAATGGATTGGGTGATGCCCCAT
GQ132138.1|  CGCAAGCGATTTGCAGACAATGGATTGGGTGATGCCCCAT
AJ278649     CGCAAACGATTTGCAGACCAAGAACTGGGTGATGCCCCAT
CY118918     CGGAAACAAGTTGTAGACCAAGAACTGAGTGATGCCCCAT
CY113369     CGAAAACAAGTTGTAGACCAAGAACTGAGTGATGCCCCAT
CY112841     CGGAAACAAGTTGTAGACCAAGAACTGAGTGATGCCCCAT
CY006671     CGCAAACAAGTTGCAGACCAAGATCTAGGCGATGCCCCCT
CY032265     CGAAAACAAGTTGTAGACCAAGAACTAGGTGATGCCCCAT
CY080527     CGAAAACAAGTTGTAGACCAAGAACTAGGTGATGCCCCAT
CY021041     CGCAAACAAGTTGCAGACCAAGAGCTAGGTGATGCCCCAT
CY013275     CGCAAACGAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
CY087804     CGCAAACAAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
CY009344     CGCAAACAAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
CY010376     CGCAAACAAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
AF333238     CGCAAACGGTTTGCAGACCAAGAACTGGGTGATGCCCCAT
CY045776     CGCAAACGAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
CY009608     CGCAAAAGAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
CY020449     CGCAAACGAGTTGCAGACCAAGAACTAGGTGATGCCCCAT
CY021961     CGCAAACGAGTTGCAGACCAAGAACTAGGTGATGCCCCAT



           121
JX046930     TCCTTGATCGGCTCCGCCGAGATCAAAAGTCCTTAAAAGG
CY049991     TCCTTGATCGGCTCCGCCGAGATCAAAAGTCCTTAAAAGG
GQ132138.1|  TCCTTGATCGGCTCCGCCGAGATCAAAAGTCCTTAAAAGG
AJ278649     TCCTTGACCGGCTTCGCCGAGATCAGAAGTCCCTAAGAGG
CY118918     TCCTTGATCGGCTTCGCCGAGATCAGAGGTCCCTAAGGGG
CY113369     TCCTTGATCGGCTTCGCCGAGATCAGAGGTCCCTAAGGGG
CY112841     TCCTTGATCGGCTTCGCCGAGATCAGAGGTCCCTAAGGGG
CY006671     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCTCTAAAGGG
CY032265     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGGGG
CY080527     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGGGG
CY021041     TTCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAAGGG
CY013275     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAAGGG
CY087804     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGGGG
CY009344     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGGGG
CY010376     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGGGG
AF333238     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGAGG
CY045776     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGAGG
CY009608     TCCTTGATCGGCTTCGCCGAGATCAGAAGTCCCTAAGAGG
CY020449     TCCTTGATCGGCTTCGCCGAGATCAGAAATCCCTAAGAGG
CY021961     TCCTTGATCGGCTTCGCCGAGATCAGAAATCCCTAAGAGG

           161
JX046930     AAGAGGCAACACCCTTGGCCTCGATATCGAAACAGCCACT
CY049991     AAGAGGCAACACCCTTGGCCTCGATATCGAAACAGCCACT
GQ132138.1|  AAGAGGCAACACCCTTGGCCTCGATATCGAAACAGCCACT
AJ278649     AAGAGGCAGCACTCTTGGTCTGGACATCAGAACTGCCACT
CY118918     AAGAGGCAATACTCTCGGTCTAGACATCAAAGCAGCCACC
CY113369     AAGAGGCAACACTCTCGGTCTAGACATCAAAGCAGCCACC
CY112841     AAGAGGCAACACTCTCGGTCTAGACATCAAAGCAGCCACC
CY006671     AAGAGGCAGCACTCTCGGTCTGAACATCGAAACAGCCACT
CY032265     AAGAGGCAGCACTCTCGGTCTAAACATCGAAGCAGCCACC
CY080527     AAGAGGCAGCACTCTCGGTCTAAACATCGAAGCAGCCACC
CY021041     AAGAGGCAGCACTCTCGGTCTGGACATCGAAACAGCCACC
CY013275     AAGAGGCAGCACTCTCGGTCTGAACATCGAAACAGCCACC
CY087804     AAGAGGCAGTACTCTCGGTCTGAACATCGAAACAGCCACC
CY009344     AAGAGGCAGCACTCTCGGTCTGAACATCGAAACAGCCACC
CY010376     AAGAGGCAGCACTCTCGGTCTGAACATCGAAACAGCCACC
AF333238     AAGAGGCAGCACTCTTGGTCTGGACATCGAGACAGCCACC
CY045776     AAGAGGCAGCACTCTCGGTCTGGACATCGAGACAGCCACC
CY009608     AAGAGGCAGCACTCTCGGTCTGGACATCGAAACAGCCACC
CY020449     AAGGGGCAGCACTCTCGGTCTGGACATCGAGACAGCCACA
CY021961     AAGGGGCAGTACTCTCGGTCTGGACATCGAGACAGCCACA

           201
JX046930     CTTGTTGGGAAACAAATCGTGGAATGGATCTTGAAAGAGG
CY049991     CTTGTTGGGAAACAAATCGTGGAATGGATCTTGAAAGAGG
GQ132138.1|  CTTGTTGGGAAACAAATCGTGGAATGGATCTTGAAAGAGG
AJ278649     CGTGAAGGAAAGCATATAGTGGAGCGGATTCTGGAGGAAG
CY118918     CATGTTGGAAAGCAAATTGTAGAAAAGATTCTGAAAGAAG
CY113369     CATGTTGGAAAGCAGATAGTAGAAAAGATTCTGAAGGAAG
CY112841     CATGTTGGAAAGCAGATTGTAGAAAAGATTCTGAAGGAAG
CY006671     TGTGTTGGAAAGCAAATAGTAGAGAGGATTCTGAAAGAAG
CY032265     CGTGTTGGAAAGCAGATAGTAGAGAGGATTCTGAAGGAAG
CY080527     CGTGTTGGAAAGCAGATAGTAGAGAGGATTCTGAAGGAAG
CY021041     TGTGTTGGAAAGCAAATAGTGGAGAGGATTCTGAAGGAAG
CY013275     CGTGTTGGAAAGCAGATAGTGGAGAGAATTCTGAAGGAAG
CY087804     CGTGTTGGAAAGCAGATAGTGGAGAGGATTCTGAAGGAAG
CY009344     CGTGTTGGAAAGCAGATAGTGGAGAGGATTCTGAAGGAAG
CY010376     TGTGTTGGAAAGCAAATAGTGGAGAGGATTCTGAAGGAAG
AF333238     CGTGCTGGAAAGCAGATAGTGGAGCGGATTCTGAAGGAAG
CY045776     CGTGCTGGAAAGCAGATAGTGAAGCGGATTCTGGAGGAAG
CY009608     CGTGCTGGAAAGCAAATAGTGGAGCGGATTCTGAAGGAAG
CY020449     CGTGCTGGAAAGCAGATAGTGGAGCGGATTCTGAAGGAAG
CY021961     CGTGCTGGAAAGCAGATAGTGGAGCGGATTCTGAAAGAAG



           241
JX046930     AATCCAGCGAGACACTTAGAATGACAATTGCATCTGTACC
CY049991     AATCCAGCGAGACACTTAGAATGACAATTGCATCTGTACC
GQ132138.1|  AATCCAGCGAGACACTTAGAATGACAATTGCATCTGTACC
AJ278649     AATCTGACGAGGCACTTAAAATGACTATCGCTTCAGTGCC
CY118918     AATCTGATGAGGCACTTAAAATGACCATGGTCTCCACACC
CY113369     AATCTGATGAGGCACTTAAAATGACCATGGCCTCCACACC
CY112841     AATCTGATGAGGCACTTAAAATGACCATGGCCTCCACACC
CY006671     AATCCGATGAGGCATTTAAAATGACCATGGCCTCCGCACT
CY032265     AATCCGATGAGGCACTTAAAATGACCATGGCCTCCGCACC
CY080527     AATCCGATGAGGCACTTAAAATGACCATGGCCTCCGCACC
CY021041     AATCCGATGAGGCACTTAAAATGACCATGGCCTCCGCACC
CY013275     AATCCGATGAGGCACTTAAAATGACCATGGCCTCTGCACC
CY087804     AATCCGATGAGGCACTTAAAATGACCATGGCCTCCGCACC
CY009344     AATCCGATGAGGCACTTAAAATGACCATGGCCTCAGCACC
CY010376     AATCCGATGAGGCACTTAAAATGACCATGGCCTCCGCACC
AF333238     AATCCGATGAGGCACTTAAAATGACCATTGCCTCTGTACC
CY045776     AATCCGATGAGGCACTTAAAATGACCATGGCCTCTGTACC
CY009608     AATCCGATGAGGCACTTAAAATGACCATGGCCTCTGTACC
CY020449     AATCCGATGAGGCACTTAAAATGACCATGGCCTCTGTACC
CY021961     AATCCGATGAGGCACTTAAAATGACCATGGCCTCTGTACC

           281
JX046930     TACTTCGCGTTACCTTTCTGACATGACCCTCGAGGAAATG
CY049991     TACTTCGCGCTACCTTTCTGACATGACCCTCGAGGAAATG
GQ132138.1|  TACTTCGCGCTACCTTTCTGACATGACCCTCGAGGAAATG
AJ278649     TGCTTCACGCTACCTAACTGAAATGACTCTTGAGGAAATG
CY118918     TGCTTCGCGATACATAACTGACATGACTATTGAGGAATTG
CY113369     TGCTTCGCGATACATAACTGACATGACTATTGAGGAATTG
CY112841     TGCTTCGCGATACATAACTGACATGACTATTGAGGAATTG
CY006671     TGCTTCGCGGTACCTAACTGACATGACTGTTGAAGAAATG
CY032265     TGCTTCGCGATACCTAACTGACATGACTATTGAGGAATTG
CY080527     TGCTTCGCGATACCTAACTGACATGACTATTGAGGAATTG
CY021041     TGCTTCACGATACCTAACTGACATGACTATTGAAGAAATG
CY013275     TGCTTCGCGCTACCTAACTGACATGACTATTGAGGAAATG
CY087804     TGCTTCGCGATACCTAACTGACATGACTATTGAGGAAATG
CY009344     TGCTTCGCGATACCTAACTGACATGACTATTGAGGAGATG
CY010376     TGCTTCGCGATACCTAACTGACATGACTATTGAGGAAATG
AF333238     TGCTTCGCGCTACCTAACTGACATGACTCTTGAGGAGATG
CY045776     TGCGTCGCGCTACCTAACTGACATGACTCTTGAGGAAATG
CY009608     TGCATCGCGCTACCTAACTGACATGACTCTTGAGGAAATG
CY020449     TGCGTCGCGCTACCTAACTGACATGACTCTTGAGGAAATG
CY021961     TGCGTCGCGTTACCTAACTGACATGACTCTTGAGGAAATG

           321
JX046930     TCACGAGACTGGTTCATGCTCATGCCTAGGCAAAAGATAA
CY049991     TCACGAGACTGGTTCATGCTCATGCCTAGGCAAAAGATAA
GQ132138.1|  TCACGAGACTGGTTCATGCTCATGCCTAGGCAAAAGATAA
AJ278649     TCAAGGGATTGGTTAATGCTCATTCCCAAGCAGAAAGTGA
CY118918     TCAAGAAACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY113369     TCAAGAAACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY112841     TCAAGAAACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY006671     TCAAGGGACTGGTTCATGCTCATGCCCAAGCAGAAAGTGG
CY032265     TCAAGGGACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY080527     TCAAGGGACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY021041     TCAAGGGACTGGTTCATGCTCATGCCCAAGCAGAAAGTGG
CY013275     TCAAGGGACTGGTTCATGCTCATGCCCAAGCAGAAAGTGG
CY087804     TCAAGGGACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY009344     TCAAGGGACTGGTTCATGCTAATGCCCAAGCAGAAAGTGG
CY010376     TCAAGGGACTGGTTCATGCTCATGCCCAAGCAGAAAGTGG
AF333238     TCAAGGGACTGGTTCATGCTCATGCCCAAGCAGAAAGTGG
CY045776     TCAAGGGACTGGCTCATGCTCATGCCCAAGCAGAAAATGG
CY009608     TCAAGGCACTGGTTCATGCTCATGCCCAAGCAGAAAGTGG
CY020449     TCAAGGGACTGGTCCATGCTCATACCCAAGCAGAAAGTGG
CY021961     TCAAGGGACTGGTCCATGCTCATACCCAAGCAGAAAGTGG



           361
JX046930     TAGGCCCTCTTTGCGTGCGATTGGACCAGGCGGTCATGGA
CY049991     TAGGCCCTCTTTGCGTGCGATTGGACCAGGCGATCATGGA
GQ132138.1|  TAGGCCCTCTTTGCGTGCGATTGGACCAGGCGATCATGGA
AJ278649     CAGGGCCCCTTTGCATTAGAATGGACCAGGCAGTAATGGG
CY118918     AAGGACCTCTTTGCATCAGAATGGACCAGGCAATCATGGA
CY113369     AAGGACCTCTTTGCATCAGAACGGACCAGGCAATCATGGA
CY112841     AAGGACCCCTTAGCATCAGAATGGACCAGGCAATCATGGA
CY006671     CTGGCCCTCTTTGTGTCAGAATGGACCAGGCGATAATGGA
CY032265     AAGGCCCTCTTTGCATCAGAATAGACCAGGCAATCATGGA
CY080527     AAGGACCTCTTTGCATCAGAATAGACCAGGCAATCATGGA
CY021041     CAGGCCCTCTTTGTGTCAGAATGGACCAGGCGATAATGGA
CY013275     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGGTCATGGA
CY087804     CAGGCCCTCTTTGTATCAGAATGGACCAGGCAATCATGGA
CY009344     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGATCATGGA
CY010376     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGATAATGGA
AF333238     CAGGCTCTCTTTGTATCAGAATGGACCAGGCGATCATGGA
CY045776     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGATCATAGA
CY009608     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGATCATGGA
CY020449     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGATCATGGA
CY021961     CAGGCCCTCTTTGTATCAGAATGGACCAGGCGATCATGGA

           401
JX046930     AAAGAACATAGTACTGAAAGCGAACTTCAGTGTAATCTTC
CY049991     AAAGAACATAGTACTGAAAGCGAACTTCAGTGTAATCTTT
GQ132138.1|  AAAGAACATAGTACTGAAAGCGAACTTCAGTGTAATCTTT
AJ278649     TAAAACCATCATATTGAAAGCAAACTTTAGTGTGATTTTT
CY118918     GAAAAACATCATGTTGAAAGCGAATTTCAGTGTGATTTTT
CY113369     GAAAAACATCATGTTGAAAGCGAATTTCAGTGTGATCTTT
CY112841     GAAAAGCATCATGTTGAAAGCGAATTTCAGTGTGATCTTT
CY006671     TAAGAACATCATACTGAAAGCGAATTTCAGTGTGATTTTT
CY032265     TAAGAACATCATGTTGAAAGCGAATTTCAGTGTGATTTTT
CY080527     TAAGAACATCATGTTGAAAGCGAATTTCAGTGTGATTTTT
CY021041     TAAGAACATCATACTGAAAGCGAATTTCAGTGTGATTTTT
CY013275     TAAGAGCATCATACTGAAAGCGAATTTCAGTGTGATTTTT
CY087804     TAAGAACATCATATTGAAAGCGAATTTCAGTGTGATTTTT
CY009344     TAAGAACATCATACTGAAAGCGAATTTCAGTGTGATTTTT
CY010376     TAAGAACATCATACTGAAAGCGAATTTCAGTGTGATTTTT
AF333238     TAAGAACATCATACTGAAAGCGAACTTCAGTGTGATTTTC
CY045776     TAAGAACATCATACTGAAAGCGAACTTCAGTGTGATTTTT
CY009608     TAAGAACATCATACTGAAAGCGAACTTCAGTGTGATTTTT
CY020449     TAAGAACATCATACTGAAAGCGAACTTCAGTGTGATTTTT
CY021961     TAAGAACATCATACTGAAAGCGAACTTCAGTGTGATTTTT

           441
JX046930     AACCGATTAGAGACCTTGATACTACTAAGGGCTTTCACTG
CY049991     AACCGATTAGAGACCTTGATACTACTAAGGGCTTTCACTG
GQ132138.1|  AACCGATTAGAGACCTTGATACTACTAAGGGCTTTCACTG
AJ278649     AATCGACTTGAAGCTCTGATACTACTTAGAGCGTTTACAG
CY118918     GACCGACTAGAGACCATAGTATTACTAAGGGCTTTCACCG
CY113369     GACCGACTAGAGACCCTAGTATTACTAAGGGCTTTCACCG
CY112841     GACCGACTAGAGACCCTAGTGTTACTAAGGGCTTTCACCG
CY006671     GACCGGTTGGAGAATCTGACATTACTAAGGGCTTTCACCG
CY032265     GACCGGCTAGAGACCCTAATATTACTAAGGGCTTTCACCG
CY080527     GACCGGCTAGAGACCCTAATATTACTAAGGGCTTTCACCG
CY021041     AACCGGTTGGAGACTCTGATATTACTAAGGGCTTTCACCG
CY013275     GACCGGCTGGAGACTCTAATATTACTAAGGGCTTTCACCG
CY087804     GACCGGCTAGAGACCCTAATATTACTAAGGGCTTTCACCG
CY009344     GACCGGCTGGAGACTCTAATATTACTAAGGGCTTTCACCG
CY010376     GACCGGCTGGAGACTCTAATATTACTAAGGGCTTTCACCG
AF333238     GACCGGCTGGAGACTCTAATACTACTAAGGGCTTTCACCG
CY045776     GACCAACTGGAGACTCTAATATTACTAAGGGCTTTCACCG
CY009608     GACCGGCTGGAGACTCTAATATTACTAAGGGCCTTCACCG
CY020449     GACCGGCTGGAGACTCTAATATTGCTAAGGGCTTTCACCG
CY021961     GACCGGCTGGAGACTCTAATATTGCTAAGGGCTTTCACCG



           481
JX046930     AGGAGGGAGCAATAGTTGGAGAAATTTCACCATTACCTTC
CY049991     AGGAGGGAGCAATAGTTGGAGAAATTTCACCATTACCTTC
GQ132138.1|  AGGAGGGAGCAATAGTTGGAGAAATTTCACCATTACCTTC
AJ278649     ATGAAGGAGCAATAGTGGGCGAAATCTCACCATTACCTTC
CY118918     AAGAGGGAGCAATTGTTGGCGAAATCTCACCATTGCCTTC
CY113369     AAGAGGGAGCAATTGTTGGCGAAATCTCACCATTGCCTTC
CY112841     AAGAGGGAGCAATTGTTGGCGAAATCTCACCATTGCCTTC
CY006671     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY032265     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY080527     AAGAGGGAGCAATTGTTGGCGAAATCTCACCATTGCCTTC
CY021041     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY013275     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY087804     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY009344     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY010376     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
AF333238     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY045776     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY009608     AAGAGGGAACAATTGTTGGCGAAATTTCACCACTGCCTTC
CY020449     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC
CY021961     AAGAGGGAGCAATTGTTGGCGAAATTTCACCATTGCCTTC

           521
JX046930     TCTTCCAGGACATACTTATGAGGATGTCAAAAATGCAGTT
CY049991     TCTTCCAGGACATACTTATGAGGATGTCAAAAATGCAGTT
GQ132138.1|  TCTTCCAGGACATACTTATGAGGATGTCAAAAATGCAGTT
AJ278649     CCTTCCAGGACATACTGACGAGGATGTCAAAAATGCAATT
CY118918     TTTTCCAGGACATACTATTGAGGATGTCAAAAATGCAATT
CY113369     TTTTCCAGGACATACTATTGAGGATGTCAAAAATGCAATT
CY112841     TTTTCCAGGACATACTATTGAGGATGTCAAAAATGCAATT
CY006671     TTTTCCAGGACATACTAATGAGGATGTCAAAAATGCAATT
CY032265     TCTTCCAGGACATACTATTGAGGATGTCAAAAATGCAATT
CY080527     TCTTCCAGGACATACTATTGAGGATGTCAAAAATGCAATT
CY021041     TCTTCCAGGACATACTAATGAGGATGTCAAAAATGCAATT
CY013275     TCTTCCAGGACATACTAATGAGGATGTCAAAAATGCAATT
CY087804     TCTTCCAGGACATACTAATGAGGATGTCAAAAATGCAATT
CY009344     TCTTCCAGGACATACTAATGAGGATGTCAAAAATGCAATT
CY010376     TCTTCCAGGACATACTAATGAGGATGTCAAAAATGCAATT
AF333238     TCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAGTT
CY045776     TCTTCCAGGACATACTGGTGAGGATGTCAAAAATGCAATT
CY009608     TCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAGTT
CY020449     TCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAGTT
CY021961     TCTTCCAGGACATACTGCTGAGGATGTCAAAAATGCAGTT

           561
JX046930     GGGGTCCTCATCGGAGGACTTGAATGGAATGGTAACACGG
CY049991     GGGGTCCTCATCGGAGGACTTGAATGGAATGGTAACACGG
GQ132138.1|  GGGGTCCTCATCGGAGGACTTGAATGGAATGGTAACACGG
AJ278649     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY118918     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY113369     GGGATCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY112841     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY006671     GGGGTCCTCATCGGGGGACTTGAATGGAATGATAACACAG
CY032265     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY080527     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY021041     GGGGTCCTCATCGGGGGACTTGAGTGGAATGATAACACAG
CY013275     GGAGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY087804     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY009344     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY010376     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
AF333238     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY045776     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY009608     GGGGTCCTCATCGGAGGACTTGAATGGAATAATAACACAG
CY020449     GGGGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG
CY021961     GGAGTCCTCATCGGAGGACTTGAATGGAATGATAACACAG



           601
JX046930     TTCGAGTCTCTGAAAATATACAGAGATTCGCTTGGAGAAA
CY049991     TTCGAGTCTCTGAAAATATACAGAGATTCGCTTGGAGAAA
GQ132138.1|  TTCGAGTCTCTGAAAATATACAGAGATTCGCTTGGAGAAA
AJ278649     TTCGAGTCTCTGAAACTCTACAGAGATTCACTTGGAGAAG
CY118918     TTCGAGTCTCTAAAAATCTACAGAGATTCGCTTGGAGAAG
CY113369     TTCGAGTCTCTAAAAATCTACAGAGATTCGCTTGGGGAAG
CY112841     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
CY006671     TTCGAGTCTCTGAAACTCTACAGAGATTCGCTTGGAGAAG
CY032265     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
CY080527     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGGGAAG
CY021041     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
CY013275     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
CY087804     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
CY009344     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
CY010376     TTCGAGTCTCTAAAACTCTACAGAGATTCGCTTGGAGAAG
AF333238     TTCGAGTCTCTGAAACTCTACAGAGATTCGCTTGGAGAAG
CY045776     TTCGAGTCTCTGAAACTCTACAGAAATTCGCTTGGAGACG
CY009608     TTCGAGTCTCTGAAACTCTACAGAGATTCGCTTGGAGAAG
CY020449     TTCGAGTCTCTGAAACTCTACAGAGATTCGCTTGGAGAAG
CY021961     TTCGAGTCTCTGAAACTCTACAGAGATTCGCTTGGAGAAG

           641
JX046930     CTGTGATGAGAATGGGAGACCTTCACTACCTCCAGAGCAG
CY049991     CTGTGATGAGAATGGGAGACCTTCACTACCTCCAGAGCAG
GQ132138.1|  CTGTGATGAGAATGGGAGACCTTCACTACCTCCAGAGCAG
AJ278649     CAGTGATGAGAATGGGAGATCTCCACTCCCTCCAAAACAG
CY118918     CAGTAATGAGAATGGGGGACCTCCACTTACTCCAAAACAG
CY113369     CAGTAATGAGAATGGGGGACCTCCACTTACTCCAAAACAG
CY112841     CAGTAATGAGAATGGGGGACCTCCACTTACTCCAAAACAG
CY006671     CAGTAATGAGACTGGGGGACCTCCATTCACTACAACACAG
CY032265     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY080527     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY021041     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY013275     CAGTAATGAGAATGGGGGACCTCCACTCACTCCAAAACAG
CY087804     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY009344     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY010376     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
AF333238     CAGTAATGAGAATGGGAGACCTCCACTCCCTCCAAAACAG
CY045776     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY009608     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY020449     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG
CY021961     CAGTAATGAGAATGGGAGACCTCCACTCACTCCAAAACAG

           681
JX046930     AAATGAAAAGTGGCGAGAGCAATTGGGACAGAAATTTGAG
CY049991     AAATGAAAAGTGGCGAGAGCAATTGGGACAGAAATTTGAG
GQ132138.1|  AAATGAAAAGTGGCGAGAGCAATTGGGACAGAAATTTGAG
AJ278649     AAACGGAAAGTGGAGAGAACAATTGAGCCAGAAGTTTGAA
CY118918     AAACGGAAAATGGCGAGAACAGCTAGGTCAAAAGTTTGAA
CY113369     AAACGGAAAATGGCGAGAACAGCTAGGTCAAAAGTTCGAA
CY112841     AAACGGAAAATGGCGAGAACAGCTAGGTCAAAAGTTTGAA
CY006671     AAACGGAAAATGGCGGGAACAATTAGGTCAGAAGTTTGAA
CY032265     AAACGGAAAATGGCGAGAACAATTAGGTCAAAAGTTCGAA
CY080527     AAACGGAAAATGGCGAGAACAGTTAGGTCAAAAGTTCGAA
CY021041     AAACGGAAAATGGCGGGAACAATTAGGTCAGAAGTTCGAA
CY013275     AAACGGAAAATGGCGAGAACAATTAGGTCAGAAGTTCGAA
CY087804     AAACGGAAAATGGCGAGAACAATTAGGTCAAAAGTTCGAA
CY009344     AAACGGAAAATGGCGAGAACAATTAGGTCAGAAGTTCGAA
CY010376     AAACGGAAAATGGCGAGAACAATTAGGTCAGAAGTTCGAA
AF333238     AAACGGAAAATGGCGAGAACAATTAAGTCAGAAGTTTGAA
CY045776     AAACGGAAAATGGCGGGAACAATTAGGTCAGAAGTTTGAA
CY009608     AAACGGAAAATGGCGGGAACAATTAGGTCAGAAGTTTGAA
CY020449     AAACGGGAAATGGCGGGAACAATTAGGTCAGAAGTTTGAA
CY021961     AAACGAGAAATGGCGGGAACAATTAGGTCAGAAGTTTGAA



           721
JX046930     GAAATAAGGTGGTTAATTGAAGAAATGCGGCACAGATTGA
CY049991     GAAATAAGGTGGTTAATTGAAGAAATGCGGCACAGATTGA
GQ132138.1|  GAAATAAGGTGGTTAATTGAAGAAATGCGGCACAGATTGA
AJ278649     GAGATAAGATGGTTAATTGAAGAAATGCGACATAGGTTAA
CY118918     GAGATAAGATGGCTAATTGAAGAAGTGAGACACAGACTAA
CY113369     GAGATAAGATGGCTGATTGAAGAAGTGAGACACAGACTAA
CY112841     GAGATAAGATGGCTGATTGAAGAAGTGAGACACAGGCTAA
CY006671     GAAATAAGATGGCTGATTGAAGAAGTGAGGCATAAATTGA
CY032265     GAGATAAGATGGCTGATTGAAGAAGTGAGACACAGATTGA
CY080527     GAGATAAGATGGCTGATTGAAGAAGTGAGACACAGATTGA
CY021041     GAAATAAGATGGCTGATTGAAGAAGTGAGACATAAATTGA
CY013275     GAAATAAGATGGTTGATTGAAGAAGTGAGACACAGATTGA
CY087804     GAAATAAGATGGCTGATTGAAGAAGTGAGACACAAATTGA
CY009344     GAAATAAGATGGCTGATTGAAGAAGTGAGACACAAATTGA
CY010376     GAAATAAGATGGCTGATTGAAGAAGTGAGACACAGATTGA
AF333238     GAAATAAGATGGTTGATTGAAGAAGTGAGACATAGACTGA
CY045776     GAAATAAGATGGTTGATTGAAGAAGTGAGACACAGACTGA
CY009608     GAAATAAGATGGTTGATTGAAGAAGTGAGACACAGACTGA
CY020449     GAAATAAGATGGTTGATTGAAGAAGTGAGACACAAACTGA
CY021961     GAAATAAGATGGTTGATTGAAGAAGTGAGACACAAACTGA

           761
JX046930     AAGCGACAGAGAATAGTTTCGAACAAATAACATTTATGCA
CY049991     AAGCGACAGAGAATAGTTTCGAACAAATAACATTTATGCA
GQ132138.1|  AAGCGACAGAGAATAGTTTCGAACAAATAACATTTATGCA
AJ278649     GAATTACAGAGAATAGCTTTGAGCAAATAACCTTTATGCA
CY118918     AAACAACTGAAAATAGCTTTGAACAAATAACATTCATGCA
CY113369     AAACAACTGAGAATAGTTTTGAGCAAATAACATTCATGCA
CY112841     AAACAACTGAGAATAGTTTTGAGCAAATAACATTCATGCA
CY006671     AGACGACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY032265     AGATAACAGAGAATAGCTTTGAGCAAATAACATTTATGCA
CY080527     AGACAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY021041     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY013275     AAATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY087804     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY009344     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY010376     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
AF333238     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY045776     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY009608     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY020449     AGGTAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA
CY021961     AGATAACAGAGAATAGTTTTGAGCAAATAACATTTATGCA

           801
JX046930     AGCCTTACAACTACTGCTTGAAGTAGAACAAGAGATAAGA
CY049991     AGCCTTACAACTACTGCTTGAAGTAGAACAAGAGATAAGA
GQ132138.1|  AGCCTTACAACTACTGCTTGAAGTAGAACAAGAGATAAGA
AJ278649     AGCCTTACAACTATTGCTTGAAGTGGAGCAAGAGATAAGA
CY118918     AGCATTACAACTGCTGTTTGAAGTGGAACAGGAGATAAGA
CY113369     AGCCTTACAGCTGCTGTTTGAAGTGGAACAGGAGATAAGA
CY112841     AGCATTACAGCTGCTGTTTGAAGTGGAACAGGAAATAAGA
CY006671     AGCATTACAGCTATTATTTGAAGTGGAACAAGAGATTAGA
CY032265     AGCCTTACAGCTACTATTTGAAGTGGAACAAGAGATAAGA
CY080527     AGCCTTACAGCTACTATTTGAAGTGGAACAGGAGATAAGA
CY021041     AGCCTTACAGCTATTGTTTGAAGTGGAACAAGAGATAAGA
CY013275     AGCCTTACAGCTATTGTTTGAAGTGGAGCAAGAGATAAGA
CY087804     AGCCTTACAGCTACTATTTGAAGTGGAACAAGAGATAAGA
CY009344     AGCCTTACAGCTATTGTTTGAAGTGGAACAAGAGATAAGA
CY010376     AGCCTTACAGCTATTGTTTGAAGTGGAACAAGAGATAAGA
AF333238     AGCCTTACAACTATTGCTTGAAGTGGAGCAAGAGATAAGA
CY045776     AGCCTTACAACTATTGCTTGAAGTGGAGCAAGAGATAAGA
CY009608     AGCCTTACAACTATTGCTTGAAGTGGAGCAAGAGATAAGA
CY020449     AGCCTTACATCTATTGCTTGAAGTGGAGCAAGAGATAAGA
CY021961     AGCCTTACATCTATTGCTTGAAGTGGAGCAAGAGATAAGA



           841
JX046930     GCTTTCTCGTTTCAGCTTATTTAATG--------------
CY049991     GCTTTCTCGTTTCAGCTTATTTAAGGTCATAA--------
GQ132138.1|  GCTTTCTCGTTTCAGCTTATTTAATGATAA----------
AJ278649     ACTTTCTCGTTTCAGCTTATTTAATGATAAAAAACACCCT
CY118918     ACTTTCTCATTTCAGCTTATTTAATGATAAAAAAC-----
CY113369     ACTTTCTCATTTCAGCTTATTTAATGATAAAAAAC-----
CY112841     ACTTTCTCATTTCAGCTTATTTAATGATAAAAAACACC--
CY006671     ACGTTTTCGTTTCAGCTTATTTAATGATAAAAAA------
CY032265     ACTTTCTCGTTTCAGCTTATTTAATGATAAA---------
CY080527     ACTTTCTCGTTTCAGCTTATTTAATGATAAAAAACAC---
CY021041     ACATTTTCGTTTCAGCTTATTTAA----------------
CY013275     ACTTTCTCGTTTCAGCTTATTTAA----------------
CY087804     ACTTTCTCGTTTCAGCTTATTTAATGATAAAAAACAC---
CY009344     ACTTTCTCATTTCAGCTTATTTAATGATAAAAAA------
CY010376     ACTTTCTCGTTTCAGCTTATTTAATGATAAAAAA------
AF333238     ACTTTCTCGTTTCAGCTTATTTAA----------------
CY045776     ACTTTCTCATTTCAGCTTATTTAATAATAAAAAA------
CY009608     ACTTTCTCGTTTCAGCTTATTTAATGATAAAAAA------
CY020449     ACTTTCTCGTTTCAGCTTATTTAATAATAAAA--------
CY021961     ACTTTCTCGTTTCAGCTTATTTAGTAATAAAAAA------

           881
JX046930     ----------
CY049991     ----------
GQ132138.1|  ----------
AJ278649     TGTTTCTACT
CY118918     ----------
CY113369     ----------
CY112841     ----------
CY006671     ----------
CY032265     ----------
CY080527     ----------
CY021041     ----------
CY013275     ----------
CY087804     ----------
CY009344     ----------
CY010376     ----------
AF333238     ----------
CY045776     ----------
CY009608     ----------
CY020449     ----------
CY021961     ----------


