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AJ404630     GCCAAAAGCAGGTCAATTATATTCAATATGGAAAGAATAA
JX046923     ---------------------------ATGGAGAGAATAA
CY049984     ---------------------------ATGGAGAGAATAA
GQ132138.1|  ---------------------------ATGGAGAGAATAA
CY006674     ----AAAGCAGGTCAATTATATTCAATATGGAAAGAATAA
DQ208309     ---------------------------ATGGAAAGAATAA
CY118921     ---------------ATTATATTCAGTATGGAAAGAATAA
CY113372     ---------------ATTATATTCAGTATGGAAAGAATAA
CY112844     ---------------ATTATATTCAGTATGGAAAGAATAA
CY020452     -------------------------ATATGGAAAGAATAA
CY021964     ------------------------AATATGGAAAGAATAA
CY009611     ------------TCAATTATATTCAATATGGAAAGAATAA
CY045779     ---------------------------ATGGAAAGAATAA
CY010379     ------------TCAATTATATTCAATATGGAAAGAATAA
CY021044     ------------TCAATTATATTCAATATGGAAAGAATAA
CY032268     -------------------------ATATGGAAAGAATAA
CY080530     ----AAAGCAGGTCAATTATATTCAACATGGAAAGAATAA
CY087807     ------------------------AATATGGAAAGAATAA
CY013278     ---------------------TTCAATATGGAAAGAATAA
CY009347     ------------TCAATTATATTCAATATGGAAAGAATAA

            41
AJ404630     AAGAACTAAGAAATTTGATGTCGCAATCTCGCACTCGCGA
JX046923     AAGAACTGAGAGATCTAATGTCGCAGTCCCGCACTCGCGA
CY049984     AAGAACTGAGAGATCTAATGTCGCAGTCCCGCACTCGCGA
GQ132138.1|  AAGAACTGAGAGATCTAATGTCGCAGTCCCGCACTCGCGA
CY006674     AAGAGCTGAGGAATCTGATGTCACAATCTCGCACTCGCGA
DQ208309     AAGAACTAAGGGATCTAATGTCGCAGTCTCGCACTCGCGA
CY118921     AAGAACTACGGAATCTGATGTCGCAGTCTCGCACTCGCGA
CY113372     AAGAACTACGGAACCTGATGTCGCAGTCTCGCACTCGCGA
CY112844     AAGAACTACGGAACCTGATGTCGCAGTCTCGCACTCGCGA
CY020452     AAGAACTAAGGAATCTAATGTCGCAGTCTCGCACTCGCGA
CY021964     AAGAACTAAGAAATCTAATGTCGCAGTCTCGCACCCGCGA
CY009611     AAGAACTAAGGAATCTAATGTCGCAGTCTCGCACTCGCGA
CY045779     AAGAACTAAGGAATCTAATGTCGCAGTCTCGCACTCGCGA
CY010379     AAGAGCTAAGGAATCTGATGTCGCAGTCTCGCACTCGCGA
CY021044     AAGAGCTAAGGAATCTGATGTCGCAGTCCCGCACTCGCGA
CY032268     AAGAACTACGGAATCTGATGTCGCAGTCTCGCACTCGCGA
CY080530     AAGAACTACGGAATCTGATGTCGCAGTCTCGCACTCGCGA
CY087807     AAGAACTACGGAATCTGATGTCGCAGTCTCGCACTCGCGA
CY013278     AAGAACTAAGGAATCTGATGTCGCAGTCTCGCACTCGCGA
CY009347     AAGAACTAAGGAATCTGATGTCGCAGTCTCGCACTCGCGA

            81
AJ404630     GATACTGACAAAAACCACTGTGGATCATATGGCCATAATT
JX046923     GATACTCACTAAGACCACTGTGGACCATATGGCCATAATC
CY049984     GATACTCACTAAGACCACTGTGGACCATATGGCCATAATC
GQ132138.1|  GATACTCACTAAGACCACTGTGGACCATATGGCCATAATC
CY006674     GATACTTACCAAAACTACTGTAGACCACATGGCCATAATC
DQ208309     GATACTCACAAAAACCACCGTGGACCATATGGCCATAATC
CY118921     GATACTGACAAAAACCACAGTGGACCATATGGCCATAATT
CY113372     GATACTAACAAAAACCACAGTGGACCATATGGCCATAATT
CY112844     GATACTAACAAAAACCACAGTGGACCATATGGCCATAATT
CY020452     GATACTCACAAAAACCACCGTGGACCATATGGCCATAATC
CY021964     GATACTCACAAAAACCACCGTGGACCATATGGCCATAATC
CY009611     GATACTCACAAAAACCACCGTGGACCATATGGCCATAATC
CY045779     GATACTCACAAAAACCACCGTGGACCATATGGCCATAATC
CY010379     GATACTCACAAAAACCACCGTAGACCACATGGCCATAATC
CY021044     GATACTTACAAAAACCACCGTAGACCACATGGCCATAATC
CY032268     GATACTAACAAAAACCACAGTGGACCATATGGCCATAATT
CY080530     GATACTAACAAAAACCACAGTTGACCATATGGCCATAATT
CY087807     GATACTAACAAAAACCACAGTGGACCATATGGCCATAATT
CY013278     GATACTCACAAAAACCACAGTGGACCATATGGCCATAATT
CY009347     GATACTAACAAAAACCACAGTGGACCATATGGCCATAATT



           121
AJ404630     AAGAAGTACACATCAGGAAGACAGGAGAAGAATCCCGCTC
JX046923     AAAAAGTACACATCAGGAAGGCAAGAGAAGAACCCCGCAC
CY049984     AAAAAGTACACATCAGCAAGACAAGAGAAGAACCCCGCAC
GQ132138.1|  AAAAAGTACACATCAGGAAGGCAAGAGAAGAACCCCGCAC
CY006674     AAGAAATACACATCAGGAAGACAGGAGAAAAACCCATCAC
DQ208309     AAGAAGTACACATCAGGAAGACAGGAGAAGAACCCCGCAC
CY118921     AAGAAGTACACATCGGGGAGACAGGAAAAGAACCCGTCAC
CY113372     AAGAAGTACACATCAGGGAGACAGGAAAAGAACCCGTCAC
CY112844     AAGAAGTACACATCAGGGAGACAGGAAAAGAACCCGTCAC
CY020452     AAGAAGTACACATCAGGAAGACAGGAGAAGAACCCAGCAC
CY021964     AAGAAGTACACATCAGGAAGACAGGAGAAGAACCCAGCAC
CY009611     AAGAAGTACACATCAGGAAGACAGGAGAAGAACCCAGCAC
CY045779     AAGAAGTACACATCAGGAAGACAGGAGAAGAACCCAGCAC
CY010379     AAGAAATACACATCAGGAAGACAGGAGAAAAACCCGTCAC
CY021044     AAGAAATACACATCAGGAAGACAGGAGAAAAACCCGTCAC
CY032268     AAGAAGTACACATCAGGGAGACAGGAAAAGAACCCGTCAC
CY080530     AAGAAGTATACATCAGGGAGACAGGAAAAGAACCCGTCAC
CY087807     AAGAAGTACACATCAGGGAGACAGGAAAAGAACCCGTCAC
CY013278     AAGAAGTACACATCAGGAAGACAGGAGAAGAACCCGTCAC
CY009347     AAGAAGTACACATCAGGGAGACAGGAGAAGAACCCGTCAC

           161
AJ404630     TTAGAATGAAATGGATGATGGCGATGAAATACCCGATCAC
JX046923     TCAGAATGAAGTGGATGATGGCAATGAGATACCCAATTAC
CY049984     TCAGAATGAAGTGGATGATGGCAATGAGATACCCAATTAC
GQ132138.1|  TCAGAATGAAGTGGATGATGGCAATGAGATACCCAATTAC
CY006674     TTAGGATGAAATGGATGATGGCAATGAAATACCCAATTAC
DQ208309     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY118921     TTAGGATGAAATGGATGATGGCAATGAAATACCCAATCAC
CY113372     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATCAC
CY112844     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATCAC
CY020452     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY021964     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY009611     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY045779     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY010379     TTAGGATGAAATGGATGATGGCGATGAAATATCCAATTAC
CY021044     TTAGGATGAAATGGATGATGGCGATGAAATATCCAATTAC
CY032268     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY080530     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC
CY087807     TTAGGATGAAATGGATGATGGCAATGAAATATCCGATTAC
CY013278     TTAGGATGAAATGGATGATGGCAATGAAATATCCGATTAC
CY009347     TTAGGATGAAATGGATGATGGCAATGAAATATCCAATTAC

           201
AJ404630     AGCTGACAAAAGAATAATGGAGATGATCCCTGAAAGGAAT
JX046923     AGCAGACAAGAGAATAATGGACATGATTCCAGAGAGGAAT
CY049984     AGCAGACAAGAGAATAATGGACATGATTCCAGAGAGGAAT
GQ132138.1|  AGCAGACAAGAGAATAATGGACATGATTCCAGAGAGGAAT
CY006674     AGCTGATAAAAGGATAACGGAAATGATTCCTGAAAGAAAT
DQ208309     AGCAGACAAGAGGATAATGGAAATGATTCCTGAGAGAAAT
CY118921     TGCTGACAAAAGGATAACAGAAATGGTTCCGGAGAGAAAT
CY113372     TGCTGACAAAAGGATAACAGAAATGGTTCCGGAGAGAAAT
CY112844     TGCTGACAAAAGGATAACAGAAATGGTTCCGGAGAGAAAT
CY020452     AGCAGACAAGAGGATAACGGAAATGATTCCTGAGAGAAAT
CY021964     AGCAGACAAGAGGATAACGGAAATGATTCCTGAGAGAAAT
CY009611     AGCAGACAAGAGGATAACGGAAATGATTCCTGAGAGAAAT
CY045779     AGCAGACAAGAGGATAACGGAAATGATTCCTGAGAGAAAT
CY010379     AGCAGACAAAAGGATAACGGAAATGATTCCTGAGAGAAAT
CY021044     AGCAGACAAAAGGATAACGGAAATGATTCCTGAGAGAAAT
CY032268     AGCTGACAAGAGGATAACAGAAATGGTTCCTGAGAGAAAT
CY080530     AGCTGACAAGAGGATAACAGAAATGGTTCCTGAGAGAAAT
CY087807     AGCTGACAAGAGGATAACAGAAATGATTCCTGAGAGAAAT
CY013278     AGCAGACAAGAGGATAACGGAAATGATTCCTGAGAGAAAT
CY009347     AGCAGACAAGAGGATAACAGAAATGATTCCTGAGAGAAAT



           241
AJ404630     GAGCAAGGCCAAACTCTTTGGAGCAAAACAAATGACGCTG
JX046923     GAACAAGGACAAACCCTCTGGAGCAAAACAAACGATGCTG
CY049984     GAACAAGGACAAACCCTCTGGAGCAAAATAAACGATGCTG
GQ132138.1|  GAACAAGGACAAACCCTCTGGAGCAAAACAAACGATGCTG
CY006674     GAGCAAGGACAGACACTATGGAGTAAAGTGAATGATGCCG
DQ208309     GAGCAAGGACAAACTCTATGGAGTAAAACGAACGATGCCG
CY118921     GAACAAGGACAAACTCTATGGAGTAAAATGAGTGATGCTG
CY113372     GAACAAGGACAGACTCTATGGAGTAAAATGAGTGATGCTG
CY112844     GAACAAGGACAAACTCTATGGAGTAAAATGAGTGATGCTG
CY020452     GAGCAAGGACAAACTTTATGGAGTAAAATGAATGATGCCG
CY021964     GAGCAAGGACAAACTTTATGGAGTAAAATGAATGATGCCG
CY009611     GAGCAAGGACAAACTTTATGGAGTAAAATGAATGACGCCG
CY045779     GAGCAAGGACAAACTTTATGGAGTAAAATGAATGACGCCG
CY010379     GAGCAAGGGCAAACATTATGGAGTAAAATGAATGATGCCG
CY021044     GAGCAAGGGCAAACATTATGGAGTAAAATGAATGATGCCG
CY032268     GAGCAAGGACAAACTCTATGGAGTAAAATGAGTGATGCCG
CY080530     GAGCAAGGACAAACTCTATGGAGCAAAATGAGTGATGCCG
CY087807     GAGCAAGGGCAAACTCTATGGAGTAAAATGAGTGATGCCG
CY013278     GAGCAAGGGCAAACTCTGTGGAGTAAAATGAATGATGCCG
CY009347     GAGCAAGGGCAAACTTTGTGGAGTAAAATAAATGATGCAG

           281
AJ404630     GATCAGACAGGGTAATGGTATCACCTCTGGCTGTAACGTG
JX046923     GATCAGACCGAGTGATGGTATCACCTCTGGCCGTAACATG
CY049984     GATCAGACCGAGTGATGGTATCACCTCTGGCCGTAACATG
GQ132138.1|  GATCAGACCGAGTGATGGTATCACCTCTAGCCGTAACATG
CY006674     GATCAGACCGAGTGATGATATCACCCCTGGCTGTGACATG
DQ208309     GATCAGACCGAGTGATGGTATCACCTCTGGCTGTGACATG
CY118921     GATCAGATCGAGTGATGGTATCACCTTTGGCTGTAACATG
CY113372     GGTCAGATCGAGTGATGGTATCACCTTTGGCAGTGACATG
CY112844     GGTCAGATCGAGTGATGGTATCACCTTTGGCTGTGACATG
CY020452     GATCAGACCGAGTGATGGTATCACCTCTGGCTGTGACATG
CY021964     GATCAGACCGAGTGATGGTATCACCTCTGGCTGTGACATG
CY009611     GATCAGACCGAGTGATGGTATCACCTCTGGCTGTGACATG
CY045779     GATCAGACCGAGTGATGGTATCACCTCTGGCTGTAACATG
CY010379     GATCAGACCGAGTGATGGTATCACCCCTGGCTGTGACATG
CY021044     GATCAGACCGAGTGATGATATCACCCCTGGCTGTGACATG
CY032268     GGTCAGATCGAGTGATGGTATCACCTTTGGCAGTGACATG
CY080530     GATCAGATCGAGTGATGGTATCACCCTTGGCAGTGACATG
CY087807     GATCGGATCGTGTGATGGTATCACCTCTGGCTGTGACATG
CY013278     GATCAGACCGAGTGATGGTATCACCTCTGGCTGTGACATG
CY009347     GATCGGATCGAGTGATGGTATCACCTCTGGCTGTGACATG

           321
AJ404630     GTGGAACAGAAATGGACCAACAACAAGTACAGTCCATTAT
JX046923     GTGGAATAGGAATGGCCCAACAACAAGTACAGTTCATTAC
CY049984     GTGGAATAGGAATGGCCCAACAACAGGTGCATTTCATTAC
GQ132138.1|  GTGGAATAGGAATGGCCCAACAACAAGTACAGTTCATTAC
CY006674     GTGGAACAGAAATGGACCAGTGGCAAATACTATTCACTAT
DQ208309     GTGGAATAGGAATGGACCAACGACAAGTGCAGTTCACTAT
CY118921     GTGGAATAGAAATGGACCTGTGACAAGTACGGTCCATTAC
CY113372     GTGGAATAGAAATGGACCAGTGACAAATACGGTTCACTAT
CY112844     GTGGAATAGAAATGGACCCGTGACAAATACGGTTCACTAT
CY020452     GTGGAATAGGAATGGACCAATGACAAATACAGTTCATTAT
CY021964     GTGGAATAGGAATGGACCAATAACAAATACAGTTCATTAT
CY009611     GTGGAATAGAAATGGACCAGTGACAAGTACAGTTCATTAT
CY045779     GTGGAATAGGAATGGACCAATGACAAGTACAGTTCATTAT
CY010379     GTGGAATAGAAATGGACCAGTGACAAGTACTGTTCATTAT
CY021044     GTGGAATAGAAATGGACCAGTGGCAAGTACTGTTCACTAT
CY032268     GTGGAATAGAAATGGACCAATGACAAGTACGGTTCATTAT
CY080530     GTGGAATAGAAATGGACCAATGACAAGTACGGTTCATTAT
CY087807     GTGGAATAGAAATGGACCAATGACAAGTACGGTTCATTAT
CY013278     GTGGAATAGAAATGGACCAATGACAAGTACGGTTCATTAT
CY009347     GTGGAATAGAAATGGACCAATGACAAGTACGGTTCATTAT



           361
AJ404630     CCAAAGGTGTATAAAACCTACTTTGAAAAGGTTGAAAGAT
JX046923     CCTAAGGTATATAAAACTTATTTCGAAAAGGTCGAAAGGT
CY049984     CCTAAGGTATATAAAACTTATTTCGAAAAGGTCGAAAGGT
GQ132138.1|  CCTAAGGTATATAAAACTTATTTCGAAAAGGTCGAAAGGT
CY006674     CCAAAAATCTACAAAACTTACTTTGAAAAGGTTGAAAGGT
DQ208309     CCAAAAATCTACAAAACTTATTTTGAAAAAGTCGAAAGGT
CY118921     CCAAAAGTATACAAGACTTATTTTGACAAAGTCGAAAGGT
CY113372     CCAAAAGTCTACAAGACTTATTTTGACAAAGTCGAAAGGT
CY112844     CCAAAAGTATACAAGACTTATTTTGACAAAGTCGAAAGGT
CY020452     CCAAAAATCTACAAAACTTATTTTGAAAGAGTCGAAAGGT
CY021964     CCAAAAATCTACAAAACTTATTTTGAAAGAGTCGAAAGGC
CY009611     CCAAAAATCTACAAAACTTATTTTGAAAAAGTCGAAAGGT
CY045779     CCAAAAATCTACAAAACTTATTTTGAAAAAGTTGAAAGGT
CY010379     CCAAAAATCTACAAAACTTATTTTGAAAAAGTCGAAAGGT
CY021044     CCAAAAATCTACAAAACTTATTTTGAAAAAGTCGAAAGGT
CY032268     CCAAAAGTCTACAAGACTTATTTTGAGAAAGTCGAAAGGT
CY080530     CCAAAAGTCTACAAGACTTATTTTGAGAAAGTCGAAAGGT
CY087807     CCAAAAATCTACAAAACTTATTTTGAGAAAGTCGAAAGGT
CY013278     CCAAAAATCTACAAAACTTATTTTGAAAAAGTCGAAAGGT
CY009347     CCAAAAATATACAAAACTTATTTTGAAAAAGTCGAAAGGT

           401
AJ404630     TAAAACACGGAACCTTTGGCCCTGTTCATTTCCGGAATCA
JX046923     TGAAACATGGTACCTTCGGCCCTGTCCACTTCAGAAATCA
CY049984     TGAAACATGGTACCTTCGGCCCTGTCCACTTCAGAAATCA
GQ132138.1|  TGAAACATGGTACCTTCGGCCCTGTCCACTTCAGAAATCA
CY006674     TAAAACATGGAACCTTTGGCCCTGTACACTTTAGAAACCA
DQ208309     TAAAACATGGAACCTTTGGCCCTGTCCATTTCAGAAACCA
CY118921     TAAAACATGGAACCTTTGGCCCTGTTCATTTTAGAAATCA
CY113372     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAATCA
CY112844     TAAAACATGGAACCTTTGGCCCTGTTCATTTTAGAAATCA
CY020452     TAAAGCATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY021964     TAAAGCATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY009611     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY045779     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY010379     TAAAACATGGAACCTTTGGCCCTGTCCACTTTAGAAACCA
CY021044     TAAAACATGGAACCTTTGGCCCTGTCCACTTTAGAAACCA
CY032268     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY080530     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY087807     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY013278     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA
CY009347     TAAAACATGGAACCTTTGGCCCTGTCCATTTTAGAAACCA

           441
AJ404630     AGTCAAAATACGCCGCAGGGTTGACATGAACCCTGGCCAT
JX046923     AGTTAAAATAAGGAGGAGAGTTGATACAAACCCTGGCCAT
CY049984     AGTTAAAATAAGGAGGAGAGTTGATACAAACCCTGGCCAT
GQ132138.1|  AGTTAAAATAAGGAGGAGAGTTGATACAAACCCTGGCCAT
CY006674     AGTCAAAATACGCCGAAGAGTCGACATAAATCCTGGTCAT
DQ208309     AGTCAAAATACGTCGAAGAGTTGACATAAATCCTGGTCAT
CY118921     AGTCAAGATACGCAGAAGAGTAGACATAAACCCTGGTCAT
CY113372     AGTCAAAATACGCCGAAGAGTAGACATAAACCCTGGTCAT
CY112844     AGTCAAGATACGCCGAAGAGTAGACATAAACCCTGGTCAT
CY020452     AGTCAAAATACGTCGGAGAGTTGACATAAATCCTGGTCAT
CY021964     AGTCAAAATACGTCGGAGAGTTGACATAAATCCTGGTCAT
CY009611     AGTCAAAATACGTCGAAGAGTTGACATAAATCCTGGTCAT
CY045779     AGTCAAAATACGTCGGAGAGTTGACATAAATCCTGGTCAT
CY010379     AGTCAAAATACGCCGAAGAGTCGACATAAATCCTGGCCAT
CY021044     AGTTAAAATACGCCGAAGAGTCGACATAAATCCTGGCCAT
CY032268     AGTCAAAATACGCCGAAGAGTTGACATAAACCCTGGTCAT
CY080530     AGTCAAAATACGCCGAAGAGTTGACATAAACCCTGGTCAT
CY087807     AGTCAAAATACGCCGAAGAGTTGACATAAATCCTGGTCAT
CY013278     AGTCAAAATACGCCGAAGAGTTGACATAAATCCTGGTCAT
CY009347     AGTCAAAATACGCCGAAGAGTTGACATAAATCCTGGTCAT



           481
AJ404630     GCAGATCTCAGCGCTAAAGAAGCACAAGATGTCATCATGG
JX046923     GCAGATCTCAGTGCCAAGGAGGCACAGGATGTGATTATGG
CY049984     GCAGATCTCAGTGCCAAGGAGGCACAGGATGTGATTATGG
GQ132138.1|  GCAGATCTCAGTGCCAAGGAGGCACAGGATGTGATTATGG
CY006674     GCAGACCTCAGCGCCAAGGAGGCACAGGATGTAATTATGG
DQ208309     GCAGATCTCAGTGCCAAAGAGGCACAGGATGTAATCATGG
CY118921     GCAGACCTCAGTGCCAAAGAGGCACAAGATGTAATTATGG
CY113372     GCAGACCTCAGTGCCAAGGAGGCACAAGATGTAATTATGG
CY112844     GCAGACCTCAGTGCCAAGGAGGCACAAGATGTAATTATGG
CY020452     GCAGATCTCAGTGCCAAGGAGGCACAGGATGTAATCATGG
CY021964     GCAGATCTCAGTGCCAAGGAGGCACAGGATGTAATCATGG
CY009611     GCAGATCTCAGTGCCAAAGAGGCACAGGATGTAATCATGG
CY045779     GCAGATCTCAGTGCCAAAGAGGCACAGGATGTGATCATGG
CY010379     GCAGACCTCAGTGCCAAGGAGGCACAGGATGTAATTATGG
CY021044     GCAGACCTCAGTGCCAAGGAAGCACAGGATGTAATTATGG
CY032268     GCAGACCTCAGTGCCAAGGAGGCACAAGATGTAATCATGG
CY080530     GCAGACCTCAGTGCCAAGGAGGCACAAGATGTAATCATGG
CY087807     GCAGACCTCAGTGCCAAGGAGGCACAGGATGTAATCATGG
CY013278     GCAGACCTCAGTGCCAAGGAGGCACAGGATGTAATCATGG
CY009347     GCAGACCTCAGTGCCAAGGAGGCACAGGATGTAATTATGG

           521
AJ404630     AGGTCGTTTTCCCAAATGAAGTTGGAGCCAGGATATTGAC
JX046923     AAGTTGTTTTCCCAAATGAAGTGGGGGCAAGAATACTGAC
CY049984     AAGTTGTTTTCCCAAATGAAGTGGGGGCAAGAATACTGAC
GQ132138.1|  AAGTTGTTTTCCCAAATGAAGTGGGGGCAAGAATACTGAC
CY006674     AAGTTGTTTTCCCTAATGAAGTGGGAGCCAGAATACTAAC
DQ208309     AAGTTGTTTTCCCAAACGAAGTGGGAGCCAGGATACTAAC
CY118921     AAGTTGTTTTTCCCAATGAAGTGGGAGCCAGGATACTAAC
CY113372     AAGTTGTTTTCCCCAATGAAGTGGGAGCCAGGATACTAAC
CY112844     AAGTTGTTTTCCCCAATGAAGTGGGAGCCAGGATAATAAC
CY020452     AAGTTGTTTTCCCTAACGAAGTGGGAGCCAGGATACTAAC
CY021964     AAGTTGTTTTCCCTAACGAAGTGGGAGCCAGGATACTAAC
CY009611     AAGTTGTTTTCCCTAACGAAGTGGGAGCCCGGATACTAAC
CY045779     AAGTTGTTTTCCCTAACGAAGTGGGAGCCAGGATACTAAC
CY010379     AAGTTGTTTTCCCTAATGAAGTGGGAGCCAGAATACTAAC
CY021044     AAGTTGTTTTCCCTAATGAAGTGGGAGCCAGAATACTAAC
CY032268     AAGTTGTTTTCCCCAATGAAGTGGGGGCCAGGATACTAAC
CY080530     AAGTTGTTTTCCCCAATGAAGTGGGGGCCAGAATACTAAC
CY087807     AAGTTGTTTTCCCTAACGAAGTGGGGGCCAGGATACTAAC
CY013278     AAGTTGTTTTCCCTAACGAAGTGGGAGCCAGAATACTAAC
CY009347     AAGTTGTTTTCCCTAACGAAGTGGGAGCCAGAATACTAAC

           561
AJ404630     ATCAGAATCACAGCTGACAATAACAAAGGAAAAGAGGGAG
JX046923     ATCAGAGTCACAGCTGGCAATAACAAAAGAGAAGAAAGAA
CY049984     ATCAGAGTCACAGCTGGCAATAACAAAAGAGAAGAAAGAA
GQ132138.1|  ATCAGAGTCACAGCTGGCAATAACAAAAGAGAAGAAAGAA
CY006674     ATCAGAATCGCAATTAACGATAACCAAGGAGAAAAAAGAA
DQ208309     ATCGGAATCGCAACTGACAATAACCAAAGAAAAGAAAGAA
CY118921     ATCAGAATCGCAATTAACAATAACTAAGGAGAAAAAAGAA
CY113372     ATCAGAATCACAATTAACAATAACCAAAGAGAAAAAAGAA
CY112844     ATCAGAATCACAATTAACAATAACCAAAGAGAAAAAAGAA
CY020452     ATCGGAATCGCAACTAACGATAACCAAAGAGAAGAAAGAA
CY021964     ATCGGAATCGCAACTAACGATAACCAAAGAGAAGAAAGAA
CY009611     ATCGGAATCGCAACTAACGATAACCAAAGAGAAGAAAGAA
CY045779     ATCAGAATCGCAACTAACGATAACCAAAGAGAAGAAAGAA
CY010379     GTCGGAATCGCAATTAACGATAACCAAAGAGAAGAAAGAA
CY021044     ATCAGAATCGCAATTAACGATAACCAAAGAGAAGAAAGAA
CY032268     GTCGGAATCACAATTAACAATAACCAAAGAGAAAAAAGAA
CY080530     GTCGGAATCACAATTAACAATAACCAAAGAGAAAAAAGAA
CY087807     GTCGGAATCGCAATTAACAATAACCAAAGAGAAAAAAGAA
CY013278     GTCGGAATCGCAATTAACGATAACCAAAGAAAAGAAAGAA
CY009347     GTCTGAATCGCAATTAATGGTAACCAAAGAGAAGAAAGAA



           601
AJ404630     GAACTCAAGAATTGTAATATTGCTCCTTTAATGGTGGCAT
JX046923     GAGCTCCAGGATTGTAAAATTGCTCCCTTGATGGTGGCGT
CY049984     GAGCTCCAGGATTGTAAAATTGCTCCCTTGATGGTGGCGT
GQ132138.1|  GAGCTCCAGGATTGTAAAATTGCTCCCTTGATGGTGGCGT
CY006674     GAACTCCAGAATTGCAAAATTTCCCCTTTGATGGTTGCAT
DQ208309     GAACTCCAAGATTGTAAAATTTCTCCTTTAATGGTGGCAT
CY118921     GAACTCCGAGATTGCAAAATTTCTCCCTTGATGGTTGCAT
CY113372     GAACTCCGAGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY112844     GAACTCCGAGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY020452     GAACTCCAGGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY021964     GAACTCCAGGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY009611     GAACTCCAGGGTTGCAAAATTTCTCCTTTGATGGTGGCAT
CY045779     GAACTCCAGGATTGCAAAATTTCCCCTTTGATGGTGGCAT
CY010379     GAACTCCAGAATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY021044     GAACTCCAGAATTGCAAAATTTCCCCTTTGATGGTTGCAT
CY032268     GAACTCCAAGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY080530     GAACTCCAAGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY087807     GAACTCCAGGATTGCAAAATTTCTCCTTTGATGGTTGCGT
CY013278     GAACTCCAGGATTGCAAAATTTCTCCTTTGATGGTTGCAT
CY009347     GAACTCCAGGATTGCAAAATTTCTCCTTTGATGGTTGCGT

           641
AJ404630     ATATGTTGGAAAGAGAATTGGTTCGCAAGACCAGATTCCT
JX046923     ACATGCTAGAAAGAGAATTGGTCCGTAAAACAAGGTTTCT
CY049984     ACATGCTAGAAAGAGAATTGGTCCGTAAAACAAGGTTTCT
GQ132138.1|  ACATGCTAGAAAGAGAATTGGTCCGTAAAACAAGGTTTCT
CY006674     ACATGTTAGAGAGGGAACTTGTCCGCAAAACAAGATTTCT
DQ208309     ACATGTTGGAGAGAGAACTGGTCCGAAAAACAAGATTCCT
CY118921     ACATGTTAGAGAGAGAACTTGTACGAAAAACAAGATTTCT
CY113372     ACATGTTAGAGAGAGAACTTGTCCGAAAAACGAGATTTCT
CY112844     ACATGTTAGAGAGAGAACTTGTCCGAAAAACAAGATTTCT
CY020452     ACATGTTGGAGAGAGAACTGGTCCGCAAAACGAGATTCCT
CY021964     ACATGTTGGAGAGAGAACTGGTCCGCAAAACGAGATTCCT
CY009611     ACATGTTGGAGAGAGAACTGGTCCGCAAAACGAGATTCCT
CY045779     ACATGTTGGAGAGAGAACTGGTCCGCAAAACGAGATTCCT
CY010379     ACATGTTAGAGAGAGAACTTGTCCGCAAAACGAGATTTCT
CY021044     ACATGTTAGAGAGAGAACTTGTCCGCAAAACGAGATTTCT
CY032268     ACATGTTAGAGAGAGAACTTGTCCGAAAAACGAGATTTCT
CY080530     ACATGTTAGAGAGAGAACTTGTCCGAAAAACGAGATTTCT
CY087807     ACATGTTAGAGAGAGAACTTGTCCGAAAAACGAGATTTCT
CY013278     ACATGTTAGAGAGAGAACTTGTCCGCAAAACGAGATTTCT
CY009347     ACATGTTAGAGAGAGAACTTGTCCGCAAAACGAGATTTCT

           681
AJ404630     ACCCGTGGCTGGCGGGACAAGCAGCGTATATATAGAAGTA
JX046923     CCCAGTAGCTGGTGGAACAGGCAGTGTTTATATTGAAGTG
CY049984     CCCGGTAGCCGGCGGAACAGGCAGTGTTTATATTGAAGTG
GQ132138.1|  CCCAGTAGCCGGCGGAACAGGCAGTGTTTATATTGAAGTG
CY006674     CCCGGTTGCAGGTGGAACAAGCAGTGTGTACATTGAAGTT
DQ208309     CCCAGTGGCTGGTGGGACAAGCAGTGTGTATATTGAAGTG
CY118921     CCCAGTTGCTGGCGGAACAAGCAGTATATACATTGAAGTT
CY113372     CCCAGTTGCTGGTGGAACAAGCAGTATATACATTGAAGTT
CY112844     CCCAGTTGCTGGCGGAACAAGCAGTATATACATTGAAGTT
CY020452     CCCAGTGGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY021964     CCCAGTGGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY009611     CCCAGTGGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY045779     CCCAGTGGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY010379     CCCAGTTGCTGGTGGAACAAGCAGTGTGTACATTGAAGTT
CY021044     CCCAGTTGCTGGTGGAACAAGCAGTGTGTACATTGAAGTT
CY032268     CCCAGTTGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY080530     CCCAGTTGCTGGTGGAACAAGCAGTGTATACATCGAAGTG
CY087807     CCCAGTTGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY013278     CCCAGTTGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG
CY009347     CCCAGTTGCTGGTGGAACAAGCAGTGTGTACATTGAAGTG



           721
AJ404630     TTGCATTTGACTCAAGGAACTTGCTGGGAGCAGATGTACA
JX046923     TTGCACTTAACCCAAGGGACGTGCTGGGAGCAGATGTACA
CY049984     TTGCACTTAACCCAAGGGACGTGCTGGGAGCAGATGTACA
GQ132138.1|  TTGCACTTAACCCAAGGGACGTGCTGGGAGCAGATGTACA
CY006674     TTGCATTTAACACAGGGGACATGCTGGGAGCAGATGTACA
DQ208309     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTACA
CY118921     TTACATTTGACTCAAGGAACGTGTTGGGAACAAATGTACA
CY113372     TTACATTTGACTCAAGGAACGTGTTGGGAACAAATGTACA
CY112844     TTACATTTGACTCAAGGAACGTGTTGGGAACAAATGTACA
CY020452     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTACA
CY021964     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTATA
CY009611     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTACA
CY045779     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTACA
CY010379     TTGCATTTAACACAGGGAACATGCTGGGAACAGATGTACA
CY021044     TTGCACTTAACACAGGGAACATGCTGGGAACAGATGTACA
CY032268     TTACACTTGACTCAAGGAACATGTTGGGAACAGATGTACA
CY080530     TTACACTTGACTCAAGGAACGTGTTGGGAACAGATGTACA
CY087807     TTGCACTTGACTCAAGGAACATGCTGGGAACAGATGTACA
CY013278     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTACA
CY009347     TTGCATTTGACTCAAGGAACATGCTGGGAACAGATGTACA

           761
AJ404630     CACCAGGAGGGGAGGTAAGAAATGATGATGTTGACCAAAG
JX046923     CTCCAGGAGGAGAAGTGAGAAATGATGATGTTGACCAAAG
CY049984     CTCCAGGAGGAGAAGTGAGAAATGATGATGTTGACCAAAG
GQ132138.1|  CTCCAGGAGGAGAAGTGAGAAATGATGATGTTGACCAAAG
CY006674     CTCCAGGTGGGGAGGTGAGGAATGATGATGTTGATCAAAG
DQ208309     CTCCAGGAGGGGAAGTGAGGAATGATGATGTTGATCAAAG
CY118921     CTCCAGGTGGAGAAGTGAGGAATGACGATGTTGACCAAAG
CY113372     CTCCAGGTGGAGAAGTGAGGAATGACGATGTTGACCAAAG
CY112844     CTCCAGGTGGAGAGGTGAGGAATGACGATGTTGACCAAAG
CY020452     CTCCAGGAGGGGAAGTGAGGAATGATGATGTTGATCAAAG
CY021964     CTCCAGGAGGGGAAGTGAGGAATGATGATGTTGATCAAAG
CY009611     CTCCAGGAGGGGAGGTGAGGAATGATGATGTTGATCAAAG
CY045779     CTCCAGGAGGGGAGGTGAAGAATGATGATGTTGATCAAAG
CY010379     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG
CY021044     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG
CY032268     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG
CY080530     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG
CY087807     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG
CY013278     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG
CY009347     CTCCAGGTGGAGAAGTGAGGAATGATGATGTTGATCAAAG

           801
AJ404630     TTTAATCATTGCTGCTAGGAACATTGTCAGGAGAGCAACA
JX046923     TTTGATCATCGCTGCTAGAAATATAGTAAGAAGAGCAGCA
CY049984     TTTGATTATCGCTGCTAGAAACATAGTAAGAAGAGCAGCA
GQ132138.1|  TTTGATTATCGCTGCTAGAAACATAGTAAGAAGAGCAGCA
CY006674     CCTAATTATTGCTGCTAGGAACATAGTGAGAAGAGCTGCA
DQ208309     CTTAATTATTGCTGCTAGGAACATAGTGAGAAGAGCGACA
CY118921     CCTAATTATTGCGGCCAGGAACATAGTAAGAAGAGCCGCA
CY113372     CCTAATTATTGCAGCCAGGAACATAGTGAGAAGAGCCGCA
CY112844     CCTAATTATTGCAGCCAGGAACATAGTAAGAAGAGCCGCA
CY020452     CTTGATTATTGCTGCTAGGAACATAGTGAGAAGAGCTGCA
CY021964     CTTGATTATTGCTGCTAGGAACATAGTGAGAAGAGCTGCA
CY009611     CTTAATTATTGCTGCTAGGAACATAGTAAGAAGAGCCACA
CY045779     CTTAATTATTGCTGCTAGGAACATAGTGAGAAGAGCTACA
CY010379     CCTAATTATTGCTGCTAGGAACATAGTGAGAAGAGCTGCA
CY021044     CCTAATTATTGCTGCTAGGAACATAGTGAGAAGAGCTGCA
CY032268     TCTAATTATTGCAGCCAGGAACATAGTGAGAAGAGCAGCA
CY080530     TCTAATTATTGCAGCCAGGAACATAGTGAGAAGAGCTGCA
CY087807     TCTAATTATTGCAGCCAGGAACATAGTGAGAAGAGCAGCA
CY013278     CCTAATTATTGCTGCCAGGAACATAGTGAGAAGAGCTGCA
CY009347     CCTAATTATTGCTGCCAGGAACATAGTGAGAAGGGCCGCT



           841
AJ404630     GTATCAGCAGACCCATTGGCTTCACTCCTGGAAATGTGCC
JX046923     GTGTCAGCAGACCCATTAGCATCTCTCTTGGAAATGTGCC
CY049984     GTGTCAGCAGACCCATTAGCATCTCTCTTGGAAATGTGCC
GQ132138.1|  GTGTCAGCAGACCCATTAGCATCTCTCTTGGAAATGTGCC
CY006674     GTATCAGCAGATCCACTAGCATCTTTATTAGAAATGTGCC
DQ208309     GTGTCAGCAGATCCACTAGCATCTCTGTTGGAAATGTGCC
CY118921     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY113372     GTATCGGCAGATCCACTAGCATCTTTATTAGAGATGTGCC
CY112844     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY020452     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY021964     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY009611     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY045779     GTATCATCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY010379     GTATCAGCAGATCCACTAGCATCTTTATTGGAAATGTGCC
CY021044     GTATCAGCAGATCCACTAGCATCTTTATTGGAAATGTGCC
CY032268     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY080530     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY087807     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY013278     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC
CY009347     GTATCAGCAGATCCACTAGCATCTTTATTGGAGATGTGCC

           881
AJ404630     ATAGCACACAAATTGGCGGAGTAAGAATGGTAGACATCCT
JX046923     ACAGCACACAGATTGGAGGAGTAAGGATGGTGGACATCCT
CY049984     ACAGCACACAGATTGGAGGAGTAAGGATGGTGGACATCCT
GQ132138.1|  ACAGCACACAGATTGGAGGAGTAAGGATGGTGGACATCCT
CY006674     ATAGCACACAGATTGGTGGAACAAGAATGGTGGATATTCT
DQ208309     ACAGCACACAGATTGGTGGAATAAGGATGGTAGACATCCT
CY118921     ACAGCACACAAATTGGCGGGACAAGGATGGTGGACATTCT
CY113372     ACAGCACACAAATTGGCGGGACAAGGATGGTGGACATTCT
CY112844     ACAGCACACAAATTGGCGGGACAAGGATGGTGGACATTCT
CY020452     ACAGCACACAGATTGGTGGAATTAGGATGGTAGACATCCT
CY021964     ACAGCACACAGATTGGTGGAATTAGGATGGTAGACATCCT
CY009611     ACAGCACGCAGATTGGTGGAATAAGGATGGTAGACATCCT
CY045779     ACAGCACACAAATTGGTGGAATAAGGATGGTAGACATCCT
CY010379     ACAGCACACAGATTGGTGGAACAAGGATGGTGGACATTCT
CY021044     ACAGCACACAGATTGGTGGAACAAGGATGGTGGACATTCT
CY032268     ACAGCACACAGATTGGCGGGACAAGGATGGTGGACATTCT
CY080530     ACAGCACACAGATTGGCGGGACAAGGATGGTGGACATTCT
CY087807     ACAGCACACAGATTGGCGGGACAAGGATGGTGGACATTCT
CY013278     ATAGCACACAGATTGGTGGGACAAAGATGGTGGACATTCT
CY009347     ACAGCACACAGATTGGTGGGACAAGGATGGTGGACATTCT

           921
AJ404630     TAAACAAAACCCAACAGAAGAGCAAGCTGTAGATATATGC
JX046923     TAAACAGAATCCAACTGAGGAACAAGCCGTAGACATATGC
CY049984     TAGACAGAATCCAACTGAGGAACAAGCCGTAGACATATGC
GQ132138.1|  TAGACAGAATCCAACTGAGGAACAAGCCGTAGACATATGC
CY006674     CAGACAAAATCCAACAGAAGAACAAGCTGTGGACATATGC
DQ208309     TAGGCAGAACCCGACAGAAGAGCAAGCCGTGGATATATGC
CY118921     TAGACAGAACCCGACTGAAGAACAAGCTGTGGATATATGC
CY113372     TAGGCAGAACCCGACGGAAGAACAAGCTGTGGATATATGC
CY112844     TAGGCAGAACCCGACGGAAGAACAAGCTGTGGATATATGC
CY020452     TAGGCAGAACCCAACAGAAGAGCAAGCCGTGGATATATGC
CY021964     TAGGCAGAACCCAACAGAAGAGCAAGCCGTGGATATATGC
CY009611     TAGGCAGAACCCAACAGAAGAGCAAGCCGTGGATATATGC
CY045779     TAGGCAGAACCCAACAGAGGAGCAAGCCGTGGATATATGC
CY010379     TAGGCAGAACCCAACAGAAGAGCAAGCTGTGGATATATGC
CY021044     TAGGCAAAATCCAACAGAAGAGCAAGCTGTGGATATATGC
CY032268     TAGGCAGAACCCAACGGAAGAACAAGCTGTGGATATATGC
CY080530     TAGGCAGAACCCAACGGAAGAACAAGCTGTGGATATATGC
CY087807     TAGGCAGAACCCAACGGAAGAGCAAGCTGTGGATATATGC
CY013278     TAGGCAGAACCCAACAGAAGAGCAAGCTGTGGATATATGC
CY009347     TAGGCAGAACCCAACGGAAGAGCAAGCTGTGGATATATGC



           961
AJ404630     AAGGCAGCAATGGGTTTGAAAATCAGCTCATCCTTCAGCT
JX046923     AAGGCAGCAATAGGGTTGAGGATCAGCTCATCTTTCAGTT
CY049984     AAGGCAGCAATAGGGTTGAGGATTAGCTCATCTTTCAGTT
GQ132138.1|  AAGGCAGCAATAGGGTTGAGGATTAGCTCATCTTTCAGTT
CY006674     AAAGCAGCAATGGGGCTGAGAATCAGTTCATCCTTCAGTT
DQ208309     AAGGCAGCAATGGGCCTGAGAATTAGCTCATCCTTTAGCT
CY118921     AAGGCTGCAATGGGATTGAGAATCAGCTCATCCTTCAGCT
CY113372     AAGGCTGCAATGGGACTGAGAATCAGCTCATCCTTCAGCT
CY112844     AAGGCTGCAATGGGATTGAGAATCAGCTCATCCTTCAGCT
CY020452     AAGGCTGCAATGGGACTGAGAATTAGCTCATCCTTCAGTT
CY021964     AAGGCTGCAATGGGACTGAGAATTAGCTCATCCTTCAGTT
CY009611     AAGGCTGCAATGGGACTGAGAATTAGCTCATCCTTCAGTT
CY045779     AAGGCTGCAATGGGACTGAGAATTAGCTCATCCTTCAGTT
CY010379     AAGGCTGCAATGGGACTGAGAATCAGCTCATCCTTCAGTT
CY021044     AAGGCAGCAATGGGACTGAGAATCAGCTCATCCTTCAGTT
CY032268     AAGGCTGCAATGGGACTGAGAATCAGCTCATCCTTCAGTT
CY080530     AAAGCTGCAATGGGACTGAGAATCAGCTCGTCCTTCAGTT
CY087807     AAGGCTGCAATGGGACTGAGAATCAGCTCATCCTTCAGTT
CY013278     AAGGCTGCAATGGGACTGAGAATCAGCTCATCCTTCAGTT
CY009347     AAGGCTGCAATGGGACTGAGAATCAGCTCATCCTTCAGTT

          1001
AJ404630     TTGGAGGGTTCACTTTCAAAAGAACAAAGGGGTCTTCTGT
JX046923     TTGGTGGGTTCACTTTCAAAAGGACAAGCGGATCATCAGT
CY049984     TTGGTGGGTTCACTTTCAAAAGGACAAGCGGATCATCAGT
GQ132138.1|  TTGGTGGGTTCACTTTCAAAAGGACAAGCGGATCATCAGT
CY006674     TTGGCGGATTCACATTTAAGAGAACAAGTGGATCATCAGT
DQ208309     TTGGCGGATTCACATTTAAGAGGACAAGTGGCTCATCAGT
CY118921     TTGGTGGGTTTACATTTAAAAGAACAAGCGGGTCATCAGT
CY113372     TTGGTGGGTTCACATTTAAAAGAACAAGCGGGTCCTCAAT
CY112844     TTGGTGGGTTTACATTTAAAAGAACAAGCGGGTCATCAGT
CY020452     TTGGTGGATTCACATTTAAGAGAACAAGCGGATCATCAGT
CY021964     TTGGTGGATTCACATTTAAGAGAACAAGCGGATCATCAGT
CY009611     TTGGTGGATTCACATTTAAGAGAACAAGCGGATCATCAGT
CY045779     TTGGCGGATTCACATTTAAGAGAACAAGCGGATCATCAGT
CY010379     TTGGCGGGTTCACATTTAAGAGAACAAGCGGATCATCAGT
CY021044     TTGGCGGGTTCACATTTAAGAGAACAAGCGGATCATCAGT
CY032268     TTGGCGGGTTCACATTTAAGAGAACAAGCGGGTCATCAAT
CY080530     TTGGCGGATTCACATTTAAGAGAACAAGCGGGTCATCAAT
CY087807     TTGGCGGGTTCACATTTAAGAGAACAAGCGGATCATCAGT
CY013278     TTGGCGGATTCACATTTAAGAGAACAAGCGGATCATCAGT
CY009347     TTGGCGGGTTCACATTTAAGAGAACAAGCGGATCATCAGT

          1041
AJ404630     CAAAAGAGAGGAAGAAGTGCTTACAGGCAACCTCCAAACA
JX046923     CAAGAAAGAAGAAGAAATGCTAACGGGCAACCTCCAAACA
CY049984     CAAGAAAGAAGAAGAAGTGCTAACGGGCAACCTCCAAACA
GQ132138.1|  CAAGAAAGAAGAAGAAGTGCTAACGGGCAACCTCCAAACA
CY006674     CAAAAGGGAGGAAGAAGTGCTCACGGGCAATCTGCAAACA
DQ208309     CAAGAGGGAGGAAGAAGTGCTTACAGGCAATCTTCAAACA
CY118921     CAAAAAAGAGGAAGAAGTGCTTACAGGCAATCTCCAAACA
CY113372     CAAAAAAGAGGAAGAAGTGCTTACAGGCAATCTCCAAACA
CY112844     CAAAAGAGATGAAGAAGTGCTTACAGGCAATCTCCAAACA
CY020452     CAAGAGAGAGGAAGAGGTGCTTACGGGCAATCTTCAAACA
CY021964     CAAGAGAGAGGAAGAGGTGCTTACGGGCAATCTTCAAACG
CY009611     CAAGAGAGAGGAAGAGGTGCTTACGGGCAATCTTCAGACA
CY045779     CAAGAGAGAGGAAGAGGTGCTTACGGGCAATCTTCAGACA
CY010379     CAAGAGAGAGGAAGAAGTGCTTACGGGCAATCTTCAAACA
CY021044     CAAGAGAGAGGAAGAAGTGCTTACGGGCAATCTGCAAACA
CY032268     CAAGAGAGAGGAAGAAGTGCTTACGGGCAATCTCCAAACA
CY080530     CAAGAGAGAGGAAGAATTGCTTACGGGCAATCTCCAAACA
CY087807     CAAGAGAGAGGAAGAAGTGCTTACGGGCAATCTTCAAACA
CY013278     CAAGAGAGAGGAAGAAGTACTTACGGGCAATCTTCAAACA
CY009347     CAAGAGAGAGGAAGAAGTGCTTACGGGCAATCTTCAAACA



          1081
AJ404630     TTGAAGATAAAAGTACATGAAGGATATGAGGAATTCACAA
JX046923     CTGAAATTAAGAGTACATGAAGGGTATGAAGAATTCACAA
CY049984     CTGAAAATAAGAGTACATGAAGGGTATGAAGAATTCACAA
GQ132138.1|  CTGAAAATAAGAGTACATGAAGGGTATGAAGAATTCACAA
CY006674     TTGAAGCTAACTGTGCATGAGGGATATGAAGAATTCACAA
DQ208309     TTGAAGATAAGAGTGCATGAGGGATATGAAGAGTTCACAA
CY118921     TTGAAGATAAGGGTACATGAGGGGTATGAGGAGTTCACAA
CY113372     TTGAAAATAAGAGTGCATGAGGGGTACGAGGAGTTCACAA
CY112844     TTGAAAATAAGAGTACATGAGGGGTATGAGGAGTTCACAA
CY020452     TTGAAGATAAGAGTGCATGAGGGATATGAAGAGTTCACAA
CY021964     TTGAAGATAAGAGTGCATGAGGGATATGAAGAGTTCACAA
CY009611     TTGAAGATAAGAGTGCATGAGGGATATGAAGAGTTCACAA
CY045779     TTGAAGATAAGAGTACATGAGGGATATGAAGAGTTCACAA
CY010379     TTGAAGATAAAGGTGCATGAGGGATATGAAGAGTTCACAA
CY021044     TTGAAGCTAAAGGTGCATGAGGGGTTTGAAGAGTTCACAA
CY032268     TTGAAAATAAGGGTGCATGAGGGGTACGAGGAATTCACAA
CY080530     TTAAAAATAAGGGTGCATGAGGGATACGAGGAATTCACAA
CY087807     TTGAAAATAAGGGTGCATGAGGGATACGAGGAGTTCACAA
CY013278     TTGAAGATAAGGGTGCATGATGGATATGAAGAGTTCACAA
CY009347     TTGAAGATAAGGGTGCATGAGGGATATGAGGAGTTCACAA

          1121
AJ404630     TGGTTGGACGAAGAGCAACAGCCATTCTAAGAAAAGCAAC
JX046923     TGGTTGGGAGAAGAGCAACAGCTATTCTCAGAAAGGCAAC
CY049984     TGGTTGGGAGAAGAGCAACAGCTATTCTCAGAAAGGCAAC
GQ132138.1|  TGGTTGGGAGAAGAGCAACAGCTATTCTCAGAAAGGCAAC
CY006674     TGGTTGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
DQ208309     TGGTTGGGAGAAGAGCAACAGCTATACTCAGAAAAGCGAC
CY118921     TGGTGGGGAAAAGAGCAACAGCTATACTCAGAAAAGCAAC
CY113372     TGGTGGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
CY112844     TGGTGGGGAAAAGAGCAACAGCCATACTCAGAAAAGCAAC
CY020452     TGGTTGGGAGAAGAGCAACAGCTATACTCAGAAAAGCAAC
CY021964     TGGTTGGGAGAAGAGCAACAGCCATACTCAGAAAAGCAAC
CY009611     TGGTTGGGAGAAGAGCAACAGCTATACTCAGAAAAGCAAC
CY045779     TGGTTGGGAGAAGAGCAACAGCTATACTCAGAAAAGCAAC
CY010379     TGGTTGGGAAAAGGGCAACAGCGATACTCAGAAAAGCAAC
CY021044     TGGTTGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
CY032268     TGGTGGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
CY080530     TGGTGGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
CY087807     TGGTTGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
CY013278     TGGTTGGGAAAAGGGCAACAGCTATACTCAGAAAAGCAAC
CY009347     TGGTTGGGAAAAGGGCAACAGCTATACTCAGAAAAGAAAC

          1161
AJ404630     CAGAAGGATGATCCAACTGATAGTCAGCGGAAGGGACGAG
JX046923     CAGGAGATTGATCCAATTGATAGTAAGCGGGAGAGACGAG
CY049984     CAGGAGATTGATCCAGTTGATAGTAAGCGGGAGAGACGAG
GQ132138.1|  CAGGAGATTGATCCAGTTGATAGTAAGCGGGAGAGACGAG
CY006674     CAGGAGATTGATTCAACTAATAGTGAGTGGAAGAGACGAA
DQ208309     CAGGAGATTGATTCAGCTGATAGTGAGTGGGAGAGACGAA
CY118921     CAGAAGATTGGTTCAACTCATAGTGAGTGGAAGAGACGAA
CY113372     CAGGAGATTGGTTCAGCTTATAGTGAGTGGAAGGGACGAA
CY112844     CAGGAGATTGGTTCAGCTCATAGTGAGTGGAAGGGACGAA
CY020452     CAGGAGATTGATTCAGCTGATAGTGAGTGGGAGAGACGAA
CY021964     CAGGAGATTGATTCAGCTGATAGTGAGTGGGAGAGACGAA
CY009611     CAGGAGATTGATTCAGCTGATAGTGAGTGGGAGAGACGAA
CY045779     AAGGAGATTGATTCAGCTGATAGTGAGTGGGAGAGATGAA
CY010379     CAGGAGATTGATTCAACTGATAGTGAGTGGAAGAGACGAA
CY021044     CAGGAGATTGATTCAACTGATAGTGAGTGGAAGAGACGAA
CY032268     CAGGAGATTGTTTCAGCTGATAGTGAGTGGAAGAGACGAA
CY080530     CAGGAGATTGGTTCAGCTGATAGTGAGTGGAAGAGACGAA
CY087807     CAGGAGATTGATTCAGCTGATAGTGAGTGGAAGAGACGAA
CY013278     CAGGAGATTGATTCAGCTGATAGTGAGTGGAAGAGACGAA
CY009347     CAGGAGATTGATTCAACTGATTGTGAGTGGAAGAGACGAA



          1201
AJ404630     CAATCAATTGCTGAGGCAATTATTGTGGCAATGGTGTTCT
JX046923     CAGTCAATTGCTGAGGCAATAATTGTGGCCATGGTATTCT
CY049984     CAGTCAATTGCTGAGGCAATAATTGTGGCCATGGTATTCT
GQ132138.1|  CAGTCAATTGCTGAGGCAATAATTGTGGCCATGGTATTCT
CY006674     CAGTCAATAGTCGAAGCAATAGTTGTAGCAATGGTATTCT
DQ208309     CAGTCGATTGCCGAGGCAATAATTGTGGCCATGGTATTTT
CY118921     CAGTCAATAGCCGAAGCAATAATCGTGGCCATGGTGTTTT
CY113372     CAGTCAATAGCCGAAGCAATAATCGTAGCCATGGTGTTTT
CY112844     CAGTCAATAGCCGAAGCAATAATCGTGGCCATGGTGTTTT
CY020452     CAGTCGATTGCCGAAGCAATAATTGTGGCCATGGTATTTT
CY021964     CAGTCGATTGCCGAAGCAATAATTGTGGCCATGGTATTTT
CY009611     CAGTCGATTGCCGAAGCAATAATTGTGGCCATGGTATTTT
CY045779     CAGTCGATTGCCGAAGCAATAATTGTGGCCATGGTATTTT
CY010379     CAATCGATAGTCGAAGCAATAGTTGTGGCCATGGTATTCT
CY021044     CAATCGATAGTCGAAGCAATAGTTGTGGCCATGGTATTCT
CY032268     CAGTCAATAGCCGAAGCAATAATTGTAGCCATGGTGTTTT
CY080530     CAGTCAGTAGCCGAAGCAATAATTGTAGCCATGGTGTTTT
CY087807     CAGTCGATAGCCGAAGCAATAATTGTGGCCATGGTATTTT
CY013278     CAGTCGATAGCCGAAGCAATAATTGTGGCCATGGTATTTT
CY009347     CAGTCGATAGCCGAAGCAATAATTGTGGCCATGGTATTTT

          1241
AJ404630     CACAAGAAGATTGCATGGTAAAGGCAGTCCGAGGTGATTT
JX046923     CACAAGAGGATTGCATGATCAAGGCAGTTAGGGGCGACCT
CY049984     CACAAGAGGATTGCATGATCAAGGCAGTTAGGGGCGATCT
GQ132138.1|  CACAAGAGGATTGCATGATCAAGGCAGTTAGGGGCGATCT
CY006674     CACAAGAAGATTGCATGGTAAAAGCAGTCAGAGGTGATCT
DQ208309     CACAAGAGGATTGTATGATAAAGGCAGTTAGGGGTGATCT
CY118921     CACAAGAGGATTGCATGATAAAAGCAGTCAGAGGTGACCT
CY113372     CACAAGAGGATTGCATGATAAAAGCAGTTAGAGGTGACCT
CY112844     CACAAGAGGATTGCATGATAAAAGCAGTTAGAGGTGACCT
CY020452     CACAAGAGGATTGTATGATAAAAGCAGTTAGAGGTGATCT
CY021964     CACAAGAGGATTGTATGATAAAAGCAGTCAGAGGTGATCT
CY009611     CACAAGAGGATTGTATAATAAAAGCAGTTAGAGGTGACCT
CY045779     CACAAGAGGATTGTATGATAAAAGCAGTTAGAGGTGACCT
CY010379     CACAAGAAGATTGTATGATAAAAGCAGTTAGAGGTGATCT
CY021044     CACAAGAAGATTGTATGATAAAAGCAGTTAGAGGTGATCT
CY032268     CACAAGAAGATTGCATGATAAAAGCAGTTAGAGGTGATCT
CY080530     CACAAGAAGATTGCATGATAAAAGCAGTTAGAGGTGATCT
CY087807     CACAAGAAGATTGTATGATAAAAGCAGTTAGAGGTGATCT
CY013278     CACAAGAAGATTGTATGATAAAAGCAGTTAGAGGTGATCT
CY009347     CACAAGAAGATTGTATGATAAAAGCAGTTAGAGGTGATCT

          1281
AJ404630     GAATTTCGTAAACAGAGCAAATCAACGACTGAATCCCATG
JX046923     GAACTTTGTCAATAGGGCAAACCAGCGACTGAACCCCATG
CY049984     GAACTTTGTCAATAGGGCAAACCAGCGACTGAACCCCATG
GQ132138.1|  GAACTTTGTCAATAGGGCAAACCAGCGACTGAACCCCATG
CY006674     GAATTTCGTTAATAGAGCGAATCAGCGGTTGAATCCCATG
DQ208309     GAATTTCGTTAATAGGGCGAATCAGCGATTGAATCCTATG
CY118921     GAATTTCGTCAACAGAGCAAATCAGCGGTTGAACCCCATG
CY113372     GAATTTCGTTAACAGGGCAAATCAGCGGTTGAATCCCATG
CY112844     GAATTTCGTTAACAGGGCAAATCAGCGGTTGAACCCCATG
CY020452     GAATTTCGTCAATAGGGCGAATCAGCGATTGAATCCTATG
CY021964     GAATTTCGTCAATAGGGCGAATCAGCGATTGAATCCTATG
CY009611     GAATTTCGTCAATAGGGCGAATCAGCGATTGAATCCCATG
CY045779     GAATTTCGTCAATAGGGCGAATCAGCGATTGAATCCCATG
CY010379     GAATTTCGTTAATAGAGCGAATCAGCGGTTGAATCCCATG
CY021044     GAATTTCGTCAATAGAGCGAATCAGCGGTTGAATCCCATG
CY032268     GAATTTCGTTAATAGGGCAAATCAGCGATTGAATCCCATG
CY080530     GAATTTCGTTAACAGGGCAAATCAGCGATTGAATCCCATG
CY087807     GAATTTCGTTAATAGGGCAAATCAGCGATTGAATCCCATG
CY013278     GAATTTCGTTAATAGGGCAAATCAGCGGCTGAATCCTATG
CY009347     GAATTTCGTTAATAGAGCAAATCAGCGATTGAATCCTATG



          1321
AJ404630     CACCAACTCCTGAGACACTTTCAAAAGGATGCAAAGGTGC
JX046923     CACCAACTCTTGAGGCATTTCCAAAAAGATGCAAAAGTGC
CY049984     CACCAACTCTTGAGGCATTTCCAAAAAGATGCAAAAGTGC
GQ132138.1|  CACCAACTCTTGAGGCATTTCCAAAAAGATGCAAAAGTGC
CY006674     CATCAACTTTTGAGACATTTTCAGAAGGATGCTAAAGTAC
DQ208309     CATCAACTTTTGAGGCATTTTCAAAAGGATGCGAAAGTGC
CY118921     CACCAGCTTTTAAGGCATTTTCAGAAAGATGCGAAAGTGC
CY113372     CATCAGCTTTTAAGGCATTTTCAGAAAGATGCGAAAGTGC
CY112844     CATCAACTTTTAAGGCATTTTCAGAAAGATGCGAAAGTGC
CY020452     CATCAACTTTTAAGACATTTTCAGAAGGATGCGAAAGTGC
CY021964     CATCAACTTTTAAGACATTTTCAGAAGGATGCGAAAGTGC
CY009611     CACCAACTTTTGAGACATTTTCAGAAGGATGCAAAAGTGC
CY045779     CACCAACTTTTGAGACATTTTCAGAAGGATGCGAAAGTGC
CY010379     CATCAACTTTTGAGACATTTTCAGAAGGATGCTAAAGTGC
CY021044     CATCAACTTTTGAGACATTTTCAGAAAGATGCTAAAGTGC
CY032268     CATCAACTTTTAAGACATTTTCAGAAAGATGCGAAAGTGC
CY080530     CATCAACTTTTAAGGCATTTTCAGAAAGATGCGAAAGTGC
CY087807     CATCAACTTTTAAGACATTTTCAGAAGGATGCGAAAGTGC
CY013278     CATCAACTTTTAAGACATTTTCAGAAGGATGCGAAAGTGC
CY009347     CATCAACTTTTAAGACATTTTCAGAAGGATGCGAAAGTGC

          1361
AJ404630     TGTTTCAAAACTGGGGAATTGAACCCATCGACAATGTCAT
JX046923     TTTTCCAGAACTGGGGAATTGAATCCATCGACAGTGTGAT
CY049984     TTTTCCAGAACTGGGGAATTGAATCCATCGACAATGTGAT
GQ132138.1|  TTTTCCAGAACTGGGGAATTGAATCCATCGACAATGTGAT
CY006674     TTTTCTTAAATTGGGGAATTGAACATATTGACAATGTGAT
DQ208309     TTTTTCAAAATTGGGGAATTGAACCCATCGACAATGTGAT
CY118921     TTTTTCAAAATTGGGGAATTGAACACATCGACAGTGTGAT
CY113372     TTTTTCAGAATTGGGGAATTGAACATATCGACAGTGTGAT
CY112844     TTTTTCAGAATTGGGGAATTGAACACATCGACAGTGTGAT
CY020452     TTTTTCAAAATTGGGGAGTTGAACCTATCGACAATGTGAT
CY021964     TTTTTCAAAATTGGGGAGTTGAACCTATCGACAATGTGAT
CY009611     TCTTTCAAAATTGGGGAATTGAATCCATCGACAATGTGAT
CY045779     TCTTTCAAAATTGGGGAATTGAACCCATCGACAATGTGAT
CY010379     TTTTCCAAAATTGGGGAATTGAACCTATCGACAATGTGAT
CY021044     TTTTCCAAAATTGGGGAATTGAACCTATCGACAATGTGAT
CY032268     TTTTTCAAAATTGGGGAATTGAACATATCGACAATGTAAT
CY080530     TTTTTCAAAATTGGGGAATTGAACATATCGACAATGTAAT
CY087807     TTTTTCAAAATTGGGGAATTGAACATATCGACAATGTGAT
CY013278     TTTTTCAAAATTGGGGAATTGAGCATATCGACAGTGTGAT
CY009347     TTTTTCAAAATTGGGGAATTGAACATATCGACAATGTGAT

          1401
AJ404630     GGGTATGATTGGAATATTGCCTGACATGACCCCCAGCACG
JX046923     GGGAATGATCGGAATACTGCCCGACATGACCCCAAGCACG
CY049984     GGGAATGATCGGAATACTGCCCGACATGACCCCAAGCACG
GQ132138.1|  GGGAATGATCGGAATAATGCCCGACATGACCCCAAGCACG
CY006674     GGGAATGATTGGGATATTACCTGATATGACTCCAAGTACC
DQ208309     GGGAATGATTGGGATACTGCCCGACATGACTCCAAGTACT
CY118921     GGGAATGGTTGGAGTATTACCAGATATGACTCCAAGCACA
CY113372     GGGAATGGTTGGAGTATTACCAGATATGACTCCAAGCACA
CY112844     GGGAATGGTTGGAGTATTACCAGATATGACTCCAAGCACA
CY020452     GGGAATGATTGGGATATTGCCCGACATGACTCCAAGCATC
CY021964     GGGAATGATTGGGATATTGCCCGACATGACTCCAAGCATC
CY009611     GGGAATGATTGGGATATTGCCCGACATGACTCCAAGCACC
CY045779     GGGGATGATTGGGATATTGCCCGACATGACTCCAAGCACC
CY010379     GGGAATGATTGGGATATTACCCGACATGACTTCAAGCACC
CY021044     GGGAATGATTGGGATATTACCCGACATGACTCCAAGCACC
CY032268     GGGAATGATTGGAGTATTACCAGACATGACTCCAAGCACA
CY080530     GGGGATGATTGGAGTATTACCAGACATGACTCCAAGCACA
CY087807     GGGAATGATTGGGGTATTACCAGACATGACTCCAAGCACA
CY013278     GGGAATGATTGGGATATTACCAGACATGACTCCAAGCACA
CY009347     GGGAATGATTGGGATATTACCAGACATGACTCCAAGCACA



          1441
AJ404630     GAAATGTCACTAAGAGGAGTGAGAGTTAGCAAAATGGGGG
JX046923     GAGATGTCGCTGAGAGGGATAAGAGTCAGCAAGATGGGGG
CY049984     GAGATGTCGCTGAGAGGGATAAGAGTCAGCAAAATGGGAG
GQ132138.1|  GAGATGTCGCTGAGAGGGATAAGAGTCAGCAAAATGGGAG
CY006674     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGTG
DQ208309     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGAG
CY118921     GAGATGTCAATGAGAGGAATAAGAGTCAGCAAAATGGGTG
CY113372     GAAATGTCAATGAGAGGAATAAGAGTCAGCAAAATGGGCG
CY112844     GAGATGTCAATGAGAGGAATAAGAGTCAGCAAAATGGGCG
CY020452     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGTG
CY021964     GAGATGTCAATGAGAGGAGTGAGAATCAGCAAAATGGGTG
CY009611     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGGG
CY045779     GAGATGTCAATGAGAGGAGTAAGAGTCAGCAAAATGGGTG
CY010379     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGTG
CY021044     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGTG
CY032268     GAGATGTCAATGAGAGGGATAAGAGTCAGCAAAATGGGCG
CY080530     GAGATGTCAATGAGAGGGATAAGAGTCAGCAAAATGGGCG
CY087807     GAGATGTCAATGAGAGGGGTAAGAGTCAGCAAAATGGGCG
CY013278     GAGATGTCAATGAGAGGAGTGAGAGTCAGCAAAATGGGCG
CY009347     GAGATGTCAATGAGAGGAATAAGAGTCAGCAAAATGGGCG

          1481
AJ404630     TGGATGAATATTCTAGCACTGAAAGGGTGGTCGTGAGCAT
JX046923     TGGATGAATACTCCAGCACGGAGAGAGTGGTAGTGAGTAT
CY049984     TAGATGAATACTCCAGCACGGAGAGAGTGGTAGTGAGTAT
GQ132138.1|  TAGATGAATACTCCAGCACGGAGAGAGTGGTAGTGAGTAT
CY006674     TAGATGAATACTCCAATGCTGAAAGGGTAGTGGTGAGCAT
DQ208309     TAGATGAGTACTCCAGCACAGAGAGGGTGGTGGTGAGCAT
CY118921     TGGATGAATACTCCAGTACAGAGAGGGTGGTGGTTAGCAT
CY113372     TGGATGAATACTCCAGCACAGAGAGGGTGGTGGTTAGCAT
CY112844     TGGACGAATACTCCAGTACAGAGAGGGTGGTGGTTAGCAT
CY020452     TAGATGAGTACTCCAGCATGGAGAGGGTAGTGGTGAGCAT
CY021964     TAGATGAGTACTCCAGCACGGAGAGGGTAGTGGTGAGCAT
CY009611     TAGATGAGTATTCCAGCGCGGAGAAGGTAGTGGTGAGCAT
CY045779     TAGATGAGTACTCCAGCGCGGAGAGGGTAATGGTGAGCAT
CY010379     TAGATGAATACTCCAACGCGGAGAGGGTAGTGGTGAGCAT
CY021044     TAGATGAATACTCCAATGCGGAAAGAGTAGTGGTGAGCAT
CY032268     TGGATGAATACTCCAGCACAGAGAGGGTAGTGGTGAGCAT
CY080530     TGGATGAATACTCCAGCACAGAGAGGGTTGTGGTGAGCAT
CY087807     TAGATGAATACTCCAGCGCGGAGAGAGTAGTGGTGAGCAT
CY013278     TAGATGAATACTCCAGCGCGGAGAGGGTAGTGGTGAGCAT
CY009347     TAGATGAATACTCCAGCGCGGAGAGGGTAGTGGTGAGCAT

          1521
AJ404630     TGACCGTTTCTTAAGGGTCCGAGATCAGCGAGGAAATGTA
JX046923     TGACCGATTTTTAAGGGTTAGAGATCAAAGAGGGAACGTA
CY049984     TGACCGATTTTTAAGGGTTAGAGATCAAAGAGGGAACGTA
GQ132138.1|  TGACCGATTTTTAAGGGTTAGAGATCAAAGAGGGAACGTA
CY006674     TGACCGTTTTTTGAGAGTCCGGGACCAAAGAGGAAATGTA
DQ208309     TGACCGCTTTTTAAGAGTCCGGGACCAACGAGGAAACGTA
CY118921     TGATCGGTTTTTGAGAGTTCGAGACCAACGTGGGAATGTA
CY113372     TGACCGGTTTTTGAGAGTTCGAGACCAACGTGGGAATGTA
CY112844     TGATCGGTTTTTGAGAGTTCGAGACCAACGTGGGAATGTA
CY020452     TGACCGTTTTTTGAGAGTCCGGGACCAACGAGGAAATGTA
CY021964     TGACCGTTTTTTGAGAATCCGGGACCAACGAGGAAATGTA
CY009611     TGACCGTTTTTTGAGAGTCAGGGACCAACGTGGGAATGTA
CY045779     TGACCGTTTTTTGAGAGTTCGGGACCAACGAGGAAATGTA
CY010379     TGACCGTTTTTTGAGAGTCCGGGACCAACGAGGAAATGTA
CY021044     TGACCGTTTTTTGAGAGTCCGGGACCAAAGAGGAAATGTA
CY032268     TGACCGGTATTTGAGAGTTCGAGACCAACGAGGAAATGTA
CY080530     TGACCGGTTTTTGAGAGTTCGAGACCAACGAGGAAATGTA
CY087807     TGACCGGTTTTTGAGAGTTCGAGACCAACGAGGAAATGTA
CY013278     TGACCGTTTTTTGAGAGTTCGGGACCAACGAGGAAATGTA
CY009347     TGACCGTTTTTTGAGAGTTCGGGACCAACGAGGAAATGTA



          1561
AJ404630     CTCCTATCCCCTGAAGAAGTTAGTGAAACACAGGGAATGG
JX046923     CTATTGTCTCCCGAAGAAGTCAGTGAAACGCAAGGAACTG
CY049984     CTATTGTCTCCCGAAGAAGTCAGTGAAACGCAAGGAACTG
GQ132138.1|  CTATTGTCTCCCGAAGAAGTCAGTGAAACGCAAGGAACTG
CY006674     CTACTGTCTCCAGAGGAAGTCAGTGAAACACAAGGAACAG
DQ208309     CTACTGTCTCCTGAGGAGGTCAGCGAAACACAGGGAACAG
CY118921     TTATTATCTCCTGAGGAGGTCAGTGAAACACAGGGAACTG
CY113372     TTACTATCTCCTGAGGAGGTCAGTGAAACACAGGGAACAG
CY112844     TTATTATCTCCTGAGGAGGTCAGTGAAACACAGGGAACAG
CY020452     CTACTGTCTCCCGAGGAGGTCAGTGAAACACAGGGAACAG
CY021964     CTACTGTCTCCCGAGGAGGTCAGTGAGACACAGGGAACAG
CY009611     CTACTGTCTCCCGAGGAGGTCAGTGAAACACAGGGAACAG
CY045779     CTACTGTCTCCCGAGGAGGTCAGTGAAACACAGGGAACAG
CY010379     CTACTGTCTCCAGAGGAGGTCAGTGAAACACAGGGAACAG
CY021044     CTACTGTCTCCAGAGGAGGTCAGTGAAACACAGGGAACAG
CY032268     TTACTATCTCCTGAGGAGGTCAGTGAAACACAGGGGACAG
CY080530     TTACTATCTCCTGAGGAGGTCAGTGAAACACAGGGGACAG
CY087807     CTACTATCTCCTGAGGAGGTCAGTGAAACACAGGGAACAG
CY013278     CTACTGTCTCCCGAGGAGGTCAGTGAAACACAGGGAACGG
CY009347     CTACTATCTCCCGAGGAGGTCAGTGAAACACAGGGAACAG

          1601
AJ404630     AAAAGTTGACGATAACTTATTCATCGTCTATGATGTGGGA
JX046923     AGAAGTTGACAATAACTTATTCGTCATCAATGATGTGGGA
CY049984     AGAAGTTGACAATAACTTATTCGTCATCAATGATGTGGGA
GQ132138.1|  AGAAGTTGACAATAACTTATTCGTCATCAATGATGTGGGA
CY006674     AGAAACTGACAATAACTTACTCTTCATCAATGATGTGGGA
DQ208309     AGAAATTGACGATAACTTATTCATCGTCAATGATGTGGGA
CY118921     AGAGACTGACAATAACTTATTCATCGTCGATGATGTGGGA
CY113372     AGAGACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY112844     AGAGACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY020452     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY021964     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY009611     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY045779     AGAAACTGACAATAACCTACTCATCGTCAATGATGTGGGA
CY010379     AGAAACTGACAATAACTTACTCTTCGTCAATGATGTGGGA
CY021044     AGAAACTTACAATAACTTACTCTTCGTCAATGATGTGGGA
CY032268     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY080530     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY087807     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY013278     AGAAACTGACAATAACTTACTCATCGTCAATGATGTGGGA
CY009347     AGAAACTGACAATAACTTACTCATCTTCAATGATGTGGGA

          1641
AJ404630     GATTAACGGGCCAGAATCAGTGCTAGTTAACACATATCAA
JX046923     GATCAATGGCCCTGAGTCAGTGCTAGTCAACACTTATCAA
CY049984     GATCAATGGCCCTGAGTCAGTGCTAGTCAACACTTATCAA
GQ132138.1|  GATCAATGGCCCTGAGTCAGTGCTAGTCAACACTTATCAA
CY006674     GATTAATGGCCCTGAGTCAGTGTTGATCAATACCTATCAG
DQ208309     GGTTAATGGCCCTGAATCAGTGTTGGTCAACACCTATCAG
CY118921     GATTAACGGTCCTGAGTCGGTTTTGGTCAATACCTATCAA
CY113372     GATTAACGGCCCTGAGTCGGTGTTGGTCAATACCTATCAA
CY112844     GATTAACGGTCCTGAGTCGGTTTTGGTCAATACCTATCAA
CY020452     GATTAATGGTCCTGAATCAGTGTTGGTCAATACTTATCAA
CY021964     GATTAATGGTCCTGAATCAGTGTTGGTCAATACCTATCAA
CY009611     GATTAATGGTCCTGAATCAGTGTTGGTCAATACCTATCAG
CY045779     GATTAATGGTCCTGAATCAGTGTTGGTCAATACCTATCAG
CY010379     GATTAATGGCCCTGAGTCAGTGTTGGTCAATACCTATCAG
CY021044     GATTAATGGCCCTGAGTCAGTGTTGGTCAATACCTATCAG
CY032268     GATTAATGGCCCTGAGTCAGTGTTGGTCAATACCTATCAG
CY080530     GATTAATGGCCCTGAGTCAGTGTTGGTCAATACCTATCAG
CY087807     GATTAATGGCCCTGAGTCAGTGTTGGTCAATACCTATCAG
CY013278     GATTAATGGCCCTGAATCAGTGTTGGTCAATACCTATCAG
CY009347     GATTAATGGCCCTGAATCAGTATTGGTCAATACCTATCAG



          1681
AJ404630     TGGATCATTAGGAATTGGGAGACTGTAAAGATCCAATGGT
JX046923     TGGATAATCAGGAACTGGGAAATTGTGAAAATTCAATGGT
CY049984     TGGATAATCAGGAACTGGGAAATTGTGAAAATTCAATGGT
GQ132138.1|  TGGATAATCAGGAACTGGGAAATTGTGAAAATTCAATGGT
CY006674     TGGATCATCAGAAACTGGGAGACTGTTAAAATTCAGTGGT
DQ208309     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT
CY118921     TGGATCATCAGAAATTGGGAAGCTGTCAAAATTCAATGGT
CY113372     TGGATCATCAGAAATTGGGAAACTGTTAAAATTCAATGGT
CY112844     TGGATCATCAGAAATTGGGAAACTGTCAAAATTCAATGGT
CY020452     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT
CY021964     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT
CY009611     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT
CY045779     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT
CY010379     TGGATCATCAGAAACTGGGAGACTGTTAAAATTCAGTGGT
CY021044     TGGATCATCAGAAACTGGGAGACTGTTAAAATTCAGTGGT
CY032268     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAATGGT
CY080530     TGGATCATCAGAAACTGGGAAACTGTCAAAATTCAATGGT
CY087807     TGGATCATCAGAAACTGGGAAACTGTTAAAATCCAGTGGT
CY013278     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT
CY009347     TGGATCATCAGAAACTGGGAAACTGTTAAAATTCAGTGGT

          1721
AJ404630     CCCAAGAACCCACCATGCTATACAATAAGATGGAGTTTGA
JX046923     CACAAGATCCCACAATGTTATACAACAAAATGGAATTTGA
CY049984     CACAAGATCCCACAATGTTATACAACAAAATGGAATTTGA
GQ132138.1|  CACAAGATCCCACAATGTTATACAACAAAATGGAATTTGA
CY006674     CTCAGAACCCCACGATGCTATACAATAAAATGGAATTTGA
DQ208309     CACAGAATCCTACAATGCTATACAATAAAATGGAATTTGA
CY118921     CTCAGAATCCTGCAATGTTGTACAACAAAATGGAATTTGA
CY113372     CTCAGAATCCTGCAATGTTGTACAACAAAATGGAATTTGA
CY112844     CTCAGAATCCTGCAATGTTGTACAACAAAATGGAATTTGA
CY020452     CCCAGAACCCTACAATGCTATACAATAAAATGGAATTTGA
CY021964     CCCAGAACCCTACAATGCTATACAATAAAATGGAATTTGA
CY009611     CCCAGAATCCTGCAATGCTGTACAATAAAATGGAATTTGA
CY045779     CCCAGAATCCTACAATGCTATACAATAAAATGGAATTTGA
CY010379     CTCAGAACCCTACAATGCTATACAATAAAATGGAATTTGA
CY021044     CTCAGAACCCTACAATGCTATACAATAAAATGGAATTTGA
CY032268     CTCAGAACCCTACAATGCTATACAACAAAATGGAATTTGA
CY080530     CTCAGAATCCTACAATGTTATACAACAAAATGGAATTTGA
CY087807     CTCAGAATCCTACAATGCTATACAATAAAATGGAATTTGA
CY013278     CTCAGAATCCTACAATGCTATACAATAAAATGGAATTTGA
CY009347     CTCAGAATCCTACAATGCTATACAATAAACTGGAATTTGA

          1761
AJ404630     ACCATTTCAATCTTTAGTACCAAAGGCTGCCAGAAGCCAA
JX046923     ACCATTTCAGTCTCTTGTCCCTAAGGCAACCAGAAGCCGG
CY049984     ACCATTTCAGTCTCTTGTCCCTAAGGCAACCAGAAGCCGG
GQ132138.1|  ACCATTTCAGTCTCTTGTCCCTAAGGCAACCAGAAGCCGG
CY006674     ACCATTTCAATCTCTAGTCCCCAAGGCCATTAGAGGCCAA
DQ208309     GCCATTTCAGTCTTTAGTTCCTAAGGCCGCTAGAGGTCAA
CY118921     ACCATTTCAATCTTTAGTCCCCAAGGCCATTAGAAGCCAA
CY113372     ACCATTTCAGTCTTTAGTTCCTAAGGCCATTAGAGGCCAA
CY112844     ACCATTTCAATCTTTAGTTCCTAAGGCCATTAGAGGCCAA
CY020452     ACCATTTCAGTCTTTAGTACCTAAGGCCATTAGAGGCCAA
CY021964     ACCATTTCAGTCTTTAGTACCTAAGGCCATTAGAGGCCAA
CY009611     GCCATTTCAGTCTTTAGTTCCAAAGGCCGTTAGAGGCCAA
CY045779     GCCATTTCAGTCTTTAGTTCCTAAGGCCGTTAGAGGCCAA
CY010379     GCCATTTCAGTCTCTAGTTCCTAAGGCCATTAGAGGCCAA
CY021044     ACCATTTCAGTCTCTAGTTCCCAAGGCCATTAGAGGCCAA
CY032268     GCCATTTCAGTCTTTAATTCCTAAGGCCATTAGAGGCCAA
CY080530     GCCATTTCAGTCTTTAGTTCCTAAGGCCATTAGAGGCCAA
CY087807     GCCATTTCAGTCTTTAGTTCCTAAGGCCATTAGAGGCCAA
CY013278     GCCATTTCAGTCTTTAGTTCCTAAGGCCATTAGAGGCCAA
CY009347     GCCATTTCAGTCATTAGTTCCTAAGGCCATTAGAGGCCAA



          1801
AJ404630     TATAGTGGATTTGTGAGAACGCTATTCCAGCAGATGCGTG
JX046923     TACAGTGGATTCGTAAGGACACTATTCCAGCAAATGCGGG
CY049984     TACAGTGGATTCGTAAGGACACTGTTCCAGCAAATGCGGG
GQ132138.1|  TACAGTGGATTCGTAAGGACACTGTTCCAGCAAATGCGGG
CY006674     TACAGTGGGTTTGTTAGAACTCTATTTCAACAAATGAGGG
DQ208309     TACAGTGGGTTTGTGAGAACTCTGTTCCAGCAAATGAGGG
CY118921     TACAGTGGGTTTGTCAGAACTCTATTCCAACAAATGAGAG
CY113372     TACAGTGGATTTGTCAGAACTCTATTCCAACAAATGAGAG
CY112844     TACAGTGGATTTGTCAGAACTCTATTCCAACAAATGAGAG
CY020452     TACAGTGGGTTTGTGAGAACTCTGTTCCAACAAATGAGGG
CY021964     TACAGTGGGTTTGTAAGAACTCTGTTCCAACAAATGAGGG
CY009611     TACAGTGGGTTTGTGAGAACTCTGTTCCAACAAATGAGGG
CY045779     TACAGTGGGTTTGTGAGAACTCTGTTCCAACAAATGAGGG
CY010379     TACAGTGGGTTTGTTAGAACTCTGTTCCAACAAATGAGGG
CY021044     TACAGTGGGTTTGTTAGAACTCTGTTCCAACAAATGAGGG
CY032268     TACAGTGGATTTGTTAGGACTCTATTCCAACAAATGAGGG
CY080530     TACAGTGGATTTGTTAGGACTCTATTCCAACAAATGAGGG
CY087807     TACAGTGGGTTTGTTAGGACTCTATTCCAACAAATGAGGG
CY013278     TACAGTGGGTTTGTTAGAACTCTGTTCCAACAAATGAGAG
CY009347     TACAGTGGGTTTGTTAGAACTCTGTTCCAACAAATGAGGG

          1841
AJ404630     ATGTTTTGGGAACGTTCGACACTGTTCAAATAATCAAACT
JX046923     ATGTGCTTGGGACATTTGACACTGTCCAAATAATAAAACT
CY049984     ATGTGCTTGGGACATTTGACACTGTCCAAATAATAAAACT
GQ132138.1|  ATGTGCTTGGGACATTTGACACTGTCCAAATAATAAAACT
CY006674     ATGTGCTCGGGACCTTTGACACAACTCAGATAATAAAACT
DQ208309     ATGTGCTTGGGACATTTGACACCGTTCAGATAATAAAACT
CY118921     ATGTACTTGGGACATTTGACACCACCCAGATAATAAAGCT
CY113372     ATGTACTTGGGACATTTGATACCACCCAGATAATAAAGCT
CY112844     ATGTACTTGGGACATTTGATACCATCCAGATAATAAAGCT
CY020452     ATGTGCTTGGGACATTTGACACCGCACAGATAATAAAACT
CY021964     ATGTGCTTGGGACATTTGATACCGCACAGATAATAAAACT
CY009611     ATGTGCTTGGGACATTTGATACCGCTCAGATAATAAAACT
CY045779     ATGTGCTTGGGACATTTGACACCGCTCAGATAATAAAACT
CY010379     ATGTGCTTGGGACTTTTGACACCACCCAGATAATAAAACT
CY021044     ATGTGCTTGGGACTTTTGACACCACCCAGATAATAAAACT
CY032268     ATGTACTTGGGACATTTGATACCACCCAGATAATAAAGCT
CY080530     ATGTACTTGGGACATTTGATACCACCCAGATAATAAAGCT
CY087807     ATGTACTTGGGACATTTGATACCACCCAGATAATAAAACT
CY013278     ATGTGCTTGGGACATTTGACACCACCCAAATAATAAAACT
CY009347     ATGTACTTGGGACATTTGATACCACCCAGATAATAAAACT

          1881
AJ404630     ACTACCATTTGCAGCAGCCCCACCGGAACAGAGTAGGATG
JX046923     TCTCCCCTTTGCTGCTGCTCCACCAGAACAGAGTAGGATG
CY049984     TCTCCCCTTTGCTGCTGCTCCACCAGAACAGAGTAGGATG
GQ132138.1|  TCTCCCCTTTGCTGCTGCTCCACCAGAACAGAGTAGGATG
CY006674     TCTTCCCTTTGCAGCCGCTCCACCAAAGCAAAGTAGAATG
DQ208309     TCTTCCCTTTGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY118921     TCTCCCTTTTGCAGCCGCTCCACCAAAGCAAAGCAGAATG
CY113372     TCTCCCTTTTGCAGCCGCTCCACCAAAGCAAAGCAGGATG
CY112844     TCTCCCTTTTGCAGCCGCTCCACCAAAGCAAAGCAGAATG
CY020452     TCTTCCCTTCGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY021964     TCTTCCCTTCGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY009611     TCTTCCCTTCGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY045779     TCTTCCCTTCGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY010379     TCTTCCCTTTGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY021044     TCTTCCCTTTGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY032268     TCTTCCCTTTGCAGCCGCCCCACCAAAGCAAAGTAGAATG
CY080530     TCTCCCCTTTGCAGCCGCCCCACCAAAGCAAAGCAGGATG
CY087807     TCTTCCCTTTGCAGCCGCCCCACCAAAGCAAAGTAGAATG
CY013278     TCTTCCCTTTGCAGCCGCTCCACCAAAGCAAAGTAGAATG
CY009347     TCTTCCCTTTGCAGCCGCTCCACCAAAGCAAAGTAGAATG



          1921
AJ404630     CAATTTTCTTCTCTGACTGTGAATGTGAGGGGATCAGGAA
JX046923     CAATTTTCCTCATTGACTGTGAATGTGAGAGGATCAGGGT
CY049984     CAATTTTCCTCATTGACTGTGAATGTGAGAGGATCAGGGT
GQ132138.1|  CAATTTTCCTCATTGACTGTGAATGTGAGAGGATCAGGGT
CY006674     CAATTCTCGTCATTAACTGTGAATGTGAGGGGATCAGGAA
DQ208309     CAGTTCTCCTCTCTGACTGTGAATGTGAGAGGATCAGGAA
CY118921     CAGTTCTCTTCACTGACTGTAAATGTGAGGGGATCAGGGA
CY113372     CAGTTCTCTTCATTGACTGTGAATGTGAGGGGATCAGGGA
CY112844     CAGTTCTCTTCATTGACTGTAAATGTGAGGGGATCAGGGA
CY020452     CAGTTCTCCTCATTTACTGTGAATGTGAGGGGATCAGGAA
CY021964     CAGTTCTCCTCATTTACTGTGAATGTGAGGGGATCAGGAA
CY009611     CAGTTCTCCTCATTGACTGTGAATGTGAGGGGATCAGGAA
CY045779     CAGTTCTCCTCATTGACTGTGAATGTGAGGGGATCAGGAA
CY010379     CAATTCTCCTCATTGACTGTGAATGTGAGGGGATCAGGAA
CY021044     CAATTCTCCTCATTGACTGTGAATGTGAGGGGATCAGGAA
CY032268     CAGTTCTCTTCATTGACTGTGAATGTGAGGGGATCAGGGA
CY080530     CAGTTCTCTTCATTGACTGTAAATGTGAGGGGATCAGGGA
CY087807     CAGTTCTCTTCATTGACTGTGAATGTGAGGGGATCAGGAA
CY013278     CAGTTCTCCTCATTGACTGTGAATGTGAGGGGATCAGGAA
CY009347     CAGTTCTCCTCATTGACTGTAAATGTGAGGGGATCAGGAA

          1961
AJ404630     TGAGAATACTTGTGAGAGGTAACTCCCCTGCATTTAACTA
JX046923     TGAGGATACTGGTAAGAGGCAATTCTCCAGTATTCAATTA
CY049984     TGAGGATACTGGTAAGAGGCAATTCTCCAGTATTCAATTA
GQ132138.1|  TGAGGATACTGGTAAGAGGCAATTCTCCAGTATTCAATTA
CY006674     TGAGAATACTTGTAAGGGGTAATTCTCCAGTATTCAACTA
DQ208309     TGAGAATACTTGTAAGGGGCAATTCTCCCGTATTCAACTA
CY118921     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY113372     TGAGAATACTTGTGAGGGGCAATTCTCCTGTATTCAACTA
CY112844     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY020452     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY021964     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY009611     TGAGAATACTTGTAAGGGGCAATTCTCCAGTATTCAACTA
CY045779     TGAGAATACTTGTAAGGGGCAATTCTCCAGTATTCAACTA
CY010379     TGAGAATACTTGTAAGGGGTAATTCTCCAGTATTCAATTA
CY021044     TGAGAATACTTGTGAGGGGTAATTCTCCAGTATTCAATTA
CY032268     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY080530     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY087807     TGAGAATACTTGTAAGGGGCAATTCTCCTGTATTCAACTA
CY013278     TGAGAATACTTGTAAGGGGCAATTCTCCAGTATTCAACTA
CY009347     TGAGAATACTTGTAAGGGGCAATTCTCCAGTATTCAACTA

          2001
AJ404630     CAACAAGACAACTAAGAGGCTTACAATACTTGGGAAGGAC
JX046923     CAACAAGGCAACCAAACGACTTACAGTTCTTGGAAAGGAT
CY049984     CAACAAGGCAACCAAACGACTTACAGTTCTTGGAAAGGAT
GQ132138.1|  CAACAAGGCAACCAAACGACTTACAGTTCTTGGAAAGGAT
CY006674     CAACAAGACCACTAAGAGACTCACAATCCTCGGAAAGGAT
DQ208309     CAACAAGGCCACTAAGAGACTCACAGTTCTCGGAAAGGAT
CY118921     CAACAAGACCACTAAAAGACTAACAATTCTCGGAAAAGAT
CY113372     CAACAAGACCACTAAAAGACTAACAATTCTCGGAAAAGAT
CY112844     CAACAAGACCACTAAAAGACTAACAATTCTCGGAAAAGAT
CY020452     CAACAAGGCCACTAAGAGACTCACAGTTCTTGGAAAGGAT
CY021964     TAACAAGGCCACGAAGAGACTCACAGTTCTCGGAAAGGAT
CY009611     CAACAAGACCACTAAAAGACTCACAGTTCTCGGAAAGGAT
CY045779     CAACAAGACCACTAAAAGACTCACAGTTCTCGGAAAGGAT
CY010379     CAACAAGACCACTAAGAGACTCACAGTTCTCGGAAAGGAT
CY021044     CAACAAGACCACTAAGAGACTCACAGTTCTCGGAAAGGAT
CY032268     CAACAAGACCACTAAAAGACTAACAATTATCGGAAAAGAT
CY080530     CAACAAGACAACGAAAAGACTAACAATTCTCGGAAAAGAT
CY087807     CAACAAGACCACTAAGAGACTAACAATTCTCGGAAAGGAT
CY013278     CAACAAGACCACTAAGAGACTCACAATTCTCGGAAAGGAT
CY009347     CAACAAGACCACTAAGAGACTCACAGTTCTCGGAAAGGAT



          2041
AJ404630     GCAGGTGCGCTTACAGAGGACCCAGATGAAGGAACAGCAG
JX046923     GCAGGTGCATTGACTGAAGATCCAGATGAAGGCACATCTG
CY049984     GCAGGTGCATTGACTGAAGATCCAGATGAAGGCACATCTG
GQ132138.1|  GCAGGTGCATTGACTGAAGATCCAGATGAAGGCACATCTG
CY006674     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG
DQ208309     GCAGGTGCTTTAACTGAAGACCCAGATGAAGGCACAGCTG
CY118921     GCCGGCACTTTAATTGAAGACCCAGATGAAAGCACATCAG
CY113372     GCTGGCACTTTAATTGAAGACCCAGATGAAAGCACATCCG
CY112844     GCCGGCACTTTAATTGAAGACCCAGATGAAAGCACATCCG
CY020452     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG
CY021964     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG
CY009611     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG
CY045779     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGATG
CY010379     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG
CY021044     GCTGGCACTTTAACTGAAGACCCGGATGAAGGCACAGCTG
CY032268     GCTGGCACTTTAATTGAAGACCCAGATGAAGGCACATCCG
CY080530     GCTGGCACTTTAATTGAAGACCCAGATGAAGGTACATCCG
CY087807     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACATCTG
CY013278     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG
CY009347     GCTGGCACTTTAACTGAAGACCCAGATGAAGGCACAGCTG

          2081
AJ404630     GAGTAGAGTCTGCAGTATTGAGAGGATTTCTAATCCTCGG
JX046923     GGGTGGAGTCTGCTGTCCTGAGAGGATTTCTCATTTTAGG
CY049984     GGGTGGAGTCTGCTGTCCTGAGAGGATTTCTCATTTTGGG
GQ132138.1|  GGGTGGAGTCTGCTGTCCTGAGAGGATTTCTCATTTTGGG
CY006674     GAGTGGAATCTGCTGTTTTAAGGGGATTCCTCATTCTAGG
DQ208309     GAGTGGAGTCTGCTGTTCTGAGAGGATTCCTCATTCTGGG
CY118921     GAGTGGAGTCCGCCGTCCTGAGAGGGTTTCTCATTATAGG
CY113372     GAGTGGAGTCCGCTGTCTTGAGAGGATTTCTCATTCTAGG
CY112844     GAGTGGAGTCCGCTGTCTTGAGAGGATTTCTCATTATAGG
CY020452     GAGTGGAGTCCGCTGTTCTGAGGGGATTCCTCATTCTGGG
CY021964     GAGTGGAGTCCGCTGTTCTGAGGGGATTCCTCATTCTGGG
CY009611     GAGTGGAGTCCGCAGTTCTGAGAGGATTCCTCATTCTGGG
CY045779     GAGTGGAGTCCGCAGTTCTGAGAGGATTCCTCATTCTGGG
CY010379     GAGTGGAGTCCGCTGTTCTAAGGGGATTCCTCATTCTGGG
CY021044     GAGTGGAATCCGCTGTTCTAAGGGGATTCCTCATTCTGGG
CY032268     GAATGGAGTCCGCTGTTCTGAGAGGATTCCTCATTCTGGG
CY080530     GAGTGGAGTCAGCTGTTCTGAGAGGGTTCCTCATTCTGGG
CY087807     GAGTGGAGTCCGCTGTTCTGAGAGGATTCCTCATTCTGGG
CY013278     GAGTGGAGTCCGCTGTTCTGAGGGGATTCCTCATTCTGGG
CY009347     GAGTGGAGTCCGCTGTTCTGAGAGGATTCCTCATTCTGGG

          2121
AJ404630     CAAAGAAGACAAAAGATATGGACCAGCATTAAGCATCAAT
JX046923     CAAAGAAGACAAGAGATATGGCCCAGCATTAAGCATCAAT
CY049984     CAAAGAAGACAAGAGATATGGCCCAGCATTAAGCATCAAT
GQ132138.1|  CAAAGAAGACAAGAGATATGGCCCAGCATTAAGCATCAAT
CY006674     CAAAGAAGATAGAAGATATGGGCCAGCATTAAGCATCAAT
DQ208309     CAAAGAAGACAGGAGATATGGGCCAGCATTAAGCATCAAT
CY118921     TAAGGAAGACAGAAGATACGGACCAGCATTAAGCATCAAT
CY113372     TAAGGAAGACAGAAGATACGGACCAGCATTAAGCATCAAT
CY112844     TAAGGAAGACAGAAGATACGGACCAGCATTAAGCATCAAT
CY020452     CAAAGAAGACAGGAGATATGGGCCAGCATTAAGCATCAAT
CY021964     CAAAGAAGACAAGAGATATGGGCCAGCACTAAGCATCAAT
CY009611     CAAAGAAGACAGGAGATATGGACCAGCATTAAGCATAAAT
CY045779     CAAAGAAGACAGGAGATATGGGCCAGCATTAAACATCAAT
CY010379     CAAAGAAGATAGGAGATATGGGCCAGCATTAAGCATCAAT
CY021044     CAAAGAAGATAGGAGATATGGGCCAGCATTAAGCATCAAT
CY032268     TAAGGAAGATAGAAGATATGGGCCAGCATTAAGCATCAAT
CY080530     TAAGGAAGATAGAAGATATGGACCAGCATTAAGCATCAAT
CY087807     CAAAGAAGATAGGAGATATGGACCAGCATTAAGCATCAAT
CY013278     CAAAGAAGATAGGAGATATGGACCAGCATTAAGCATCAAT
CY009347     CAAAGAAGATAGGAGATATGGGCCAGCATTAAGCATCAAT



          2161
AJ404630     GAACTGAGCAATCTTACGAAAGGGGAGAAAGCTAATGTAT
JX046923     GAACTGAGCAATCTTGCAAAAGGAGAGAAAGCTAATGTGC
CY049984     GAACTGAGCAATCTTGCAAAAGGAGAGAAGGCTAATGTGC
GQ132138.1|  GAACTGAGCAATCTTGCAAAAGGAGAGAAGGCTAATGTGC
CY006674     GAATTGAGCAACCTTGCGAAAGGGGAAAAAGCTAATGTGC
DQ208309     GAACTGAGCAATCTTGCGAAAGGGGAGAAGGCTAATGTGC
CY118921     GAACTGAGTAACCTTGCAAAAGGGGAAAAGGCTAATGTGC
CY113372     GAACTGAGTAACCTTGCAAAAGGGGAAAAGGCTAATGTGC
CY112844     GAACTGAGTAACCTTGCAAAAGGGGAAAAAGCTAATGTGC
CY020452     GAACTGAGCAACCTTGCGAAAGGAGAGAAGGCTAATGTGC
CY021964     GAACTGAGCAACCTTGCGAAAGGAGAGAAGGCTAATGTGC
CY009611     GAACTGAGCAACCTTGCGAAAGGAGAGAAGGCTAATGTGC
CY045779     GAACTGCGCAACCTTGCGAAAGGAGAGAAGGCTAATGTGC
CY010379     GAACTGAGCAACCTTGCGAAAGGGGAAAAAGCTAATGTGC
CY021044     GAACTGAGCAACCTTGCGAAAGGGGAAAAAGCTAATGTGC
CY032268     GAACTGAGTAACCTTGCAAAAGGAGAAAAGGCTAATGTAC
CY080530     GAACTGAGTAACCTTGCAAAAGGAGAAAAGGCTAATGTAC
CY087807     GAACTGAGTAACCTTGCGAAAGGAGAAAAGGCTAATGTAC
CY013278     GAACTGAGCAACCTTGCGAAAGGAGAAAAGGCTAATGTGC
CY009347     GAACTGAGCAACCTTGCGAAAGGAGAAAAAGCTAATGTGC

          2201
AJ404630     TGATAGGGCAAGGAGACGTAGTGTTGGTAATGAAACGGAA
JX046923     TAATTGGGCAAGGGGACGTAGTGTTGGTAATGAAACGAAA
CY049984     TAATTGGACAAGGGGACGTAGTGTTGGTAATGAAACGAAA
GQ132138.1|  TAATTGGGCAAGGGGACGTAGTGTTGGTAATGAAACGAAA
CY006674     TAATTGGGCAAGGGGATGTAGTGTTGGTAATGAAACGAAA
DQ208309     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAA
CY118921     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA
CY113372     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA
CY112844     TAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGAAA
CY020452     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA
CY021964     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAA
CY009611     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAA
CY045779     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAA
CY010379     TAATTGGACAAGGGGACGTAGTGTTGGTAATGAAACGAAA
CY021044     TAATTGGACAAGGGGACGTAGTGTTGGTAATGAAACGAAA
CY032268     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA
CY080530     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA
CY087807     TAATCGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA
CY013278     TAATTGGGCAAGGGGACGTGGTGTTGGTAATGAAACGAAA
CY009347     TAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGAAA

          2241
AJ404630     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
JX046923     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY049984     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
GQ132138.1|  ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY006674     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
DQ208309     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY118921     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY113372     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY112844     ACGGGACTCTAGCATACTTACTGACAGTCAGACAGCGACC
CY020452     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY021964     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY009611     ACGGAACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY045779     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY010379     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY021044     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY032268     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY080530     ACGGAACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY087807     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY013278     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC
CY009347     ACGGGACTCTAGCATACTTACTGACAGCCAGACAGCGACC



          2281
AJ404630     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATTGTTT
JX046923     AAAAGAATTCGGATGGCCATCAATTAG-------------
CY049984     AAAAGAATTCGGATGGCCATCAATTAG-------------
GQ132138.1|  AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATTGTTT
CY006674     AAAAGAATTCGGATGGCCATCAATTAATTTCGAATAATTT
DQ208309     AAAAGAATTCGGATGGCCATCAATTAG-------------
CY118921     AAAAGAATTCGGATGGCCATCAATTAATGTTGAATAGTTT
CY113372     AAAAGAATTCGGATGGCCATCAATTAATGTTGAATAGTTT
CY112844     AAAAGAATTCGGATGGCCATTAATTAATGTTGAATAGTTT
CY020452     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATAG---
CY021964     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATAG---
CY009611     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATAGTTT
CY045779     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATAGTTT
CY010379     AAAAGAATTCGGATGGCCATCAATTAA-------------
CY021044     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATAATTT
CY032268     AAAAGAATTCGGATGGCCATCAATTAATGTTGAATAGTTT
CY080530     AAAAGAATTCGGATGGCCATCAATTAATGTTGAATAGTTT
CY087807     AAAAGAATTCGGATGGCCATCAATTAATGTTGAATAGTTT
CY013278     AAAAGAATTCGGATGGCCATCAATTAGTGTCGAATAGTTT
CY009347     AAAAGAATTCGGATGGCCATCAATTAATGTTGAATAGTTT

          2321
AJ404630     AAAAACGACCTTGTTTCTACT
JX046923     ---------------------
CY049984     ---------------------
GQ132138.1|  AA-------------------
CY006674     AAAAA----------------
DQ208309     ---------------------
CY118921     AAAAACGAC------------
CY113372     AAAAACG--------------
CY112844     AAAAACGAC------------
CY020452     ---------------------
CY021964     ---------------------
CY009611     AAAAA----------------
CY045779     AAAAACA--------------
CY010379     ---------------------
CY021044     A--------------------
CY032268     AAAAA----------------
CY080530     AAAAACGA-------------
CY087807     AAAAAC---------------
CY013278     AA-------------------
CY009347     AAAAA----------------


