
Suplementary figures: 

 

 

Figure S1. Minimum model of the photic zone microbial food-web constructed as the union 
of two pentagon-shaped trophic structures (dotted lines). Adapted from Larsen et al. [1]. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Histogram representation of the four different viral populations and prokaryotes 

detected by flow cytometry (FMC)  showing  event number  vs green fluorescent signal after 

staining with SYBR Green I (reflecting the amount of DNA and hence genome sizes). I, 

Small viruses, II, medium viruses, III, large viruses, IV, huge viruses. The same populations 

are shown as dot-plots in Figure 3A. The gates used to produce the histograms/dot-plots are 

set manually but based on the constant appearance of these four groups throughout the study. 

This is the same procedure used to define autotrophic eukaryotes described for the same 

experiment in [2] and common to many previous studies using flow cytometry for detection 

of virus size groups [1, 3, 4].  
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