Supplemental Figure S2. Lake Sinai virus 2 additional 5’end sequence obtained by sequencing 5 RACE
(Rapid Amplification of cDNA ends) product aligned with LSV2 (HQ888865) sequences using Geneious R8
nucleotide alignment. The percent nucleotide identity to LSV1 and LSV2 is shown in the matrix below.
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GG Ei€iG BAG G UEAUCICICACACAICG AUG AAG G UUG UEUUCUUG G UUUEG UUUG EUG UG UUCIEUCAT

2. LSV2 5'RACE seq
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GGGAAGTTTATGCCTCCTACTTCCTAGCAACGATTTGTGTGGTTACTGGTAATTGGCCGCAGGTCATCCCACACACCATGAAGGTTCTCTTCTTGGTTTCGTTCGCTGTGTTCCTCAT
LSV2 5'-end new sequence 1
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1. LSV-2 HQ888865
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Orfl CDS
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2. LSV2 5'RACE seq
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CTGTCAGGTCCCACCAGTTTCGTACTGGTTGGAGGACATGTTGGATGAGTACAACACGATGTGCAGTTATGAGTATGCTGCTGCTGAGGCTTACAATAATTTCATTCATAAGCATCGC
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1. LSV-2 HQ888865

GUGG Ei6iG BIEUATG CIE G BI6G G [€c UEIEG UATUUU G [€G BUAGIEG UATAIGIEG UG G UAGUG EUTUG Ec UEATG AXG 6 UGICICIEG UAG UCCAUCICAUTTUICIEUG G EUTAUG G G UCAAUATG ABG

2. LSV2 5'RACE seq

GTGGCCGCCTATGC
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LSV-2 LSVZ2 5'RACE LSV1
LSV-2 94.90 70.29
LSV2 5'RACE  94.90 74.32
LSV 70.29 74.32




