Suppl. Figure 2. Nucleotide sequence alignment of envelope genes of KoRV-F and env-like region of defective KoRV-F (Def-KF). Identical sequences are denoted

in green.
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A=TGCTTCTCATCTCAAACCCGCGCCACCTGGGGCACCCGATGAGTCCTGGGAACTGGAAAAGACTGATCATCCTCTTAAGTTGCGTGTTCGGCGGCGCCGAAATGAATCAACAGCATAAAAGACTGATCATCCTCTTA

ACTGCTTCTCATCTCAAACCCGCGCCACCTGGGGCACCCGATGAGTCCTGGGAACTGGAAAAGACTGATCATCCTCTTAAGTTGCGTGTTCGGCGGCGCCGAAATGAATCAACAGCATAAAAGACTGATCATCCTCTTA
R R R R R R R Y

AGTTGCGTGTTCGGCGGCGCCGAAATGAATCAACAGCATAACAACCCTCACCAACCCATGACTCTCACCTGGCAGGTACTGTCCCAGACGGGAAGTGTCGTTTGGGAAAAGAAAGCAGTCGAGCCACCCTGGACGTGGT

AGTTGCGTGTTCGGCGGCGCCGAAATGAATCAACAGCATAACAACCCTCACCAACCCATGACTCTCACCTGGCAGGTACTGTCCCAGACGGGAAGTGTCGTTTGGGAAAAGAAAGCAGTCGAGCCACCCTGGACGTGGT
R R R A

GGCCCTCTCTTGAGCCTGATGTGTGCGCACTGGTAGCCGGTCTCGAGTCCTGGGACATCCCGGAACTCACTGCATCGGCCTCTCAACAGGCCAGGCCACCTCTGTTTGACCGGCCTTGGGGAATCCCGGGGGCTGGCTT

GGCCCTCTCTTGAGCCTGATGTGTGCGCACTGGTAGCCGGTCTCGAGTCCTGGGACATCCCGGAACTCACTGCATCGGCCTCTCAACAGGCCAGGCCACCTCTGTTTGACCGGCCTTGGGGAATCCCGGGGGCTGGCTT
R R R e R R R L Y

TGCAGCCTCCGGATGGGGGGGAACCCTAGGGTGTAGCTATCCCCGGGCCAGAACAAGAATTGCTATGTCCCCGTTTTACGTGTGCCCCCGGGATGGCCGTTCCTTGTCCGAGGCCCGGAGGTGCGGAGGACTCGAATCT

TGCAGCCTCCGGAtGGGGGGGAACCCTAGGGTGTAGCTATCCCCGGGCCAGAACAAGAATTGCTATGTCCCCGTTTTACGTGTGCCCCCGGGATGGCCGTTCCTTGTCCGAGGCCCGGAGGTGCGGAGGACTCGAATCT
R R R R A A L T T Y

TTATACTGTAGAGGGTGGGGTTGTGAGACCGCGGGAACCACTTACTGGCAACCCCGGTCCTCGTGGGACCTTATAACTGTAGGCCGGGGCCACCCTACGGGGACATGCGAACACACCGGTTGGTGCAACCCACTCAAGA

TTATACTGTAGAGGGTGGGGTTGTGAGACCGCGGGAACCACTTACTGGCAACCCCGGTCCTCGTGGGACCTTATAACTGTAGGCCGGGGCCACCCTACGGGGACATGCGAACACACCGGTTGGTGCAACCCACTCAAGA
R R R E R

TAGAGTTCACCGAGCCTGGCAAACGGTTCCGAAACTGGCTACAGGGGCGAACCTGGGGTCTAAGGTTCTATGTGACTGGACACCCAGGCGTGCAGTTGACCATACGACTAGTGATCACAAGTCCCCCACCGGTAGTAGT

TAGAGTTCACCGAGCCTGGCAAACGGTTCCGAAACTGGCTACAGGGGCGAACCTGGGGTCTAAGGTTCTATGTGACTGGACACCCAGGCGTGCAGTTGACCATACGACTAGTGATCACAAGTCCCCCACCGGTAGTAGT
R R R R R R R T 2

GGGCCCCGATCCTGTCCTCGCAGGACAAGGACCTCCCAGAAAAATTCCCTTCCTCCCCAGAGTGCCGGTTCCTACCCTATCACCCCCAGCGTCCCCTATCCCCACGGTACAGGCTAGCCCCCCGGCCCCTAGTACTCCA

GGGCCCCGATCCTGTCCTCGCAGGACAAGGACCTCCCAGAAAAATTCCCTTCCTCCCCAGAGTGCCGGTTCCTACCCTATCACCCCCAGCGTCCCCTATCCCCACGGTACAGGCTAGCCCCCCGGCCCCTAGTACTCCA
R R R T 2]

TCTCCCACCACGGGCGACCGGCTCTTTGGCCTCGTACAAGGGGCCTTTCTGGCCTTGAATGCCACCAACCCGGAGGCCACGGAGTCTTGCTGGCTCTGTCTAGCCCTCGGCCCTCCTTATTACGAAGGAATCGCAACTC

TCTCCCACCACGGGCGACCGGCTCTTTGGCCTCGTACAAGGGGCCTTTCTGGCCTTGAATGCCACCAACCCGGAGGCCACGGAGTCTTGCTGGCTCTGTCTAGCCCTCGGCCCTCCTTATTACGAAGGAATCGCAACTC
R R R R R R Y

CAGGGCAAGTCACTTATGCCTCCACAGATTCCCAATGTCACTGGGGAGGAAAAGGGAAGCTCACCCTCACTGAAGTCTCTGGACTCGGGTTATGTATAGGGAAAGTACCTCCTACTCACCAACATCTCTGCAACCTGAC

CAGGGCAAGTCACTTATGCCTCCACAGATTCCCAATGTCGCTGGGGAGGAAAAGGGAAGCTCACCCTCACTGAAGTCTCTGGACTCGGGTTATGTATAGGGAAAGTACCTCCTACTCACCAACATCTCTGCAACCTGAC
R R R R R T2

TATACCCTTAAACGCCTCACATACTCACAAGTACCTCCTCCCCTCCAACCACAGCTGGTGGGCTTGTAATTCTGGCCTCACCCCCTGCCTCTCTACATCAGTCTTCAACCAGTCTAACGATTTCTGTATCCAGATCCAG

TATACCCTTAAACGCCTCACATACTCACAAGTACCTCCTCCCCTCCEBACCACAGCTGGTGGGCTTGTAATTCEGGCCTCACCCCCTGCCTCTCTACATCAGTCTTCAACCAGTCTAACGATTTCTGTATCCAGATCCAG
R R T R R R R R R TR Y

CTTGTCCCTCGCATCTACTATCACCCAGACGGTACCTTGCTACAGGCCTATGAGTCCCCCCACCCTAGAAACAAGAGAGAGCCTGTCTCACTCACCCTGGCTGTCCTTCTCGGATTAGGGGTCGCAGCAGGTATAGGTA

CTTGTCCCTCGCATCTACTATCACCCAGACGGTACCTTGCTACAGGCCTATGAGTCCCCCCACCCTAGAAACAAGAGAGAGCCTGTCTCACTCACCCTGGCTGTCCTTCTCGGATTAGGGGTCGCAGCAGGTATAGGTA
R R R E R R R R R A E R T T

CCGGCTCGACCGCCCTAATAAAAGGGCCCATCAAGACCTCCAACAAGGTTTGACTAGCCTCCAAATTGCCATGGATACAGACCTTAGAGCCCTTCAAGACTCCGTAAGTCAACTAGAGAATTCCTTAACCTCCCTTTCT

CCGGCTCGACCGCCCTAATAAAAGGGCCCATCAAGACCTCCAACAAGGTTTGACTAGCCTCCAAATTGCCATGGATACAGACCTTAGAGCCCTTCAAGACTCCGTAAGTCAACTAGAGAATTCCTTAACCTCCCTTTCT
R R o Y

GAAGTAGTGCTCGAATAGGAGAGGCCTTGATCTGCTATTTTTGAAGGAAGGGGGCCTTTGTGCAGCCCTAAAAGAGGAGTGCTGTTTCTATGTTGACCACTCAGGCCCGGTGCGAGACTCCATGAGGAAACTCAAGGAA

GAAGTAGTGCTCGAATAGGAGAGGCCTTGATCTGCTATTTTTGAAGGAAGGGGGCCTTTGTGCAGCCCTAAAAGAGGAGTGCTGTTTCTATGTTGACCACTCAGGCCCGGTGCGAGACTCCATGAGGAAACTCAAGGAA
R R e R R R A R T s 2 R LT T 2N

AGGCTAGATAAGAGGCAGTTAGAGCACCAAAAGAATTTAAGTTGGTACGAGGGATGGTTCAACCGTTCCCCCTGGCTTACTACTTTACTGTCTGCCCTTGCTGGTCCCTTGCTACTCCTCCTTCTGTTACTCACCCTCG

AGGCTAGATAAGAGGCAGTTAGAGCACCAAAAGAATTTAAGTTGGTACGAGGGATGGTTCAACCGTTCCCCCTGGCTTACTACTTTACTGTCTGCCCTTGCTGGTCCCTTGCTACTCCTCCTTCTGTTACTCACCCTCG
R R R R R R R T T R

GGCCTTGTGTCATCAATAAGTTAGTGCAATTCGTCAATGATAGGGTTAGTGCAGTAAGAATCCTGTTCCTCAGACACAAGTACCAGACCCTAGACAACGAGGATAACCTTTAA

GGCCTTGTGTCATCAATAAGTTAGTGCAATTCGTCAATGATAGGGTTAGTGCAGTAAGAATCCTGTTCCTCAGACACAAGTACCAGACCCTAGACAACGAGGATAACCTTTAA
R R e R R T T T

with * below the alignment. Nucleotides that differ are highlighte:
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Suppl. Figure 1. Alignment of KoRV-B with defective KoRV-B (Def-B) sequences. Def-B sequences were obtained from two overlapping PCR amplicons obtained with primer pairs P8/P3 and P2/P7.
The sequences of these primers are underlined in the text. Identical nucleotides are denoted with a short bar between the nucleotide sequences. Dashes indicate gaps between sequences. Square brackets
are used to indicate major sections of the KoRV-B genome including 5° LTR, gag, pro-pol, env [14]. Env sequences are also colored blue for KoRV-B, and nucleotides that differ between the regions of

KoRV-B env and Def-B env-like sequences are highlighted in green.
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5’ LTR
AATGAAGGAGGCAGAAATCATGAGGCAGAAATCATTCCGTGAAGTATGGAAACTACCCGGAGGGCCCCAGGGTTAGGGACAAGCGCAGCCAGGCACAGTAAAAGGTCAGAGCAAGAAAAA

AATGAAGGAGGCAGAAATCATGAGGCAGAAATCATTCCGTGAAGTATGGAAACTACCCGGAGGGCCCCAGGGTTAGGGACAAGCGCAGCCAGGCACAGTAAAAGGTCAGAGCAAGAAAAA
primer:P8

CAAGGAAGGTTTGGAGTGCCAAACGGAATATCTGTGGTCAACGGAATATCTGTGGTCAACGGAATATCTGTGGTCAACGGAATATCTGTGGTCATGCACCTGGGTCCCCACCCCGGACTT

CAAGGAAGGTTTGGAGTGCCAAACGGAATATCTGTGGTCAACGGAATATCTGTGGTCAACGGAATATCTGTGGTCAACGGAATATCAGTGGTCGTGCACCTGAGTCCCCACCCCGGACTT

ATGCAAACAATTCCCAGAAATAGCTGAGCTCATAACAGTTTCTAGGGTGCCCCTCAGCAGTTTCTAGAACCCTCTCGTGACCGGAGTTTTTATTCAAACTAACCAATGATCTTGCTCCTC

ATGCAAACAATTCCCAGAAATAGCTGAGCTCATAACAGTTTCTAGGGTGCCCCTCAGCAGTTTCTAGAACCCTCTCGTGACCGGAGTTTTTATTCAAACTAACCAATGATCTTGCTCCTC

GCTTCTGTA! GCTTTTTTGCTATAAAATGAGACCAAAGAATCCACCCGGCGCGCCAGTCCCTCTAGGTGACTGAGTCGCCCGAGTACTCGTAAGTTCAATAAACCTCTTGCTATTT

TTTTTTGCTATAAAATGAGACCAAAGAATCCACCCGGCGCGCCAGTCCCTCTAGGTGACTGAGTCGCCCGAGTACTCGCAAGTTC~-ATAAACCTCTTGCTATTT

5’ LTR
CCGGAGTTGTGTTCGCGTTGATCCTGGGAGGGTTTCTCAAGGTJGGAGGACTACCCGAAATTCGGGGTCCAACATTTGGGGGCTCGTCCGGGATCTGAGATTCCCACCCAAGGACC

GTTGTGTTCGTGTTGATCCTGGGAGGGTTTCTCAAGGTCGGAGGACTACCCGAAATTCGGGGTCCAACATTTGGGGGCTCGTCCGGGATCTGAGATTCCCACCCAAGGACC

GCCGAACCACCGACGGGAGGTAAGCTGGCCAGCGATCGCTCTATGTTCTCTCTGTGTCTGACTCCGAAAACTCTGACTGTCTATTCGGTGTGCGCGCATTTTTGGTTTCAGTTTATTCCG

ACCGAGCCACCGACGGGAGGTAAGCTGGCCAGCGATCGCTCTATGTTCTCTCTGTGTCTGACTC--~-~-AACTCTGACTGTCTATTCGGTGTGCGCGCAATTTTGGTATCAGTTTATTCCG

GGTTAATCGATCTAAGATCGAGGCGTGAGTAGCGGACAGACGTGTTCGGGGGCTCACCGCCCGGCAATCCTGGGAGACGTCCCAGGATCAGGGGAGGACCAGGGACGCCTGGTGGA-—~-~

GGTTAATCGATCTGAGATCGAGGTGTGAGTAGCGGACAGACGTGTTCGGGGGCTCACTGCCCGGCAATCCTGGGAGACGTCCCAGGATC-GGGG-GGACCAGGGACGCCTGGTGGACCCT

TGAACTCTGTGCCTAAGGTTTTGAATTACTTTTATTCTTCACTGTAATTGTCGACATGGACTGGGGCGGGGGGGGAGTCATGAAAAGTGAATATTGACGCAACAGAAATGCATGAATTTC
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————————————————————————————————————————————————————— TCCC--ACGGCAAGGGATAATTCTCTTCTGATCTCACAGTTGCACTGTCTTGAGAGACATACCCTAC 901

AATATACTTTTATCTTTAGATGACACCATTTGAAGAAACTGGTATTATGAAGAACATAAAT-GCACT--GTTTTTATTTTATTTTCCCACTGTCTTAAAGTGGAAGGTGTTAGGTTAAAT 1190

gag
CTTCTGACTL1111LCCTGTLLL111AATATACGTCTACGCCGCCATATAATTTTTTTCCTTTTTATTTCAATAATAATCATTATCTGGGTCGTAATTCCACTCTTCGGGACCCCCAGAE. 1021

ACAAAATACAAATTGATAGGTTGGCCACATAACAAGGAAAATGTGAATGTTTAAAATTGGCTTAAAGATTTCCATGTGCAGTGTACATTTGTGACAAGCTTCTAATTCCACAGAACCCTC 1310

TGGGACAGGGTGAGTCGACCCCTCTCTCTCTTACACTAGACCACTGGAAAGACGTGAAGACAAGGGCTCACAATCTTTCCGTGGAGATAAGAAAGGGAAAGTGGCAAACCTTCTGTTCCT 1141

AGGTTTAATCGATCTCTCTCTCTCTTTATCCACACTGGTTTCACTGAAACGTCGTGAGGTCAAGGGCTCACAATCTTTCAGTGGAGACGCAAAGGGAAAAATGGCAAACCCTCTGTTCCT 1430

CCGAGTGGCCCACGTTCGAAGTGGGATGGCCACCGGAGGGGAC-TTTTAATCCTTCTATTATTTCTGCA-GT-CAAAAGGATTGTCTTCCAGGAGACTGGAGGACACCCGGACCAGGTTC 1258

CCGAGTGGCCCACGTTTGAGGTGGGATGTCCACAGGAGGGGAATTTTTAATCCTTCTATTATTTCTACAGTCAAAGCGGTTGTCTTCCGGAGACTGGAAGACACCCGGACTAGATTTCCT 1550

CCTACATCATAGTTTGGCAGGACCTCTCCAACAGCCCCCCCCCATGGGTGCCACCCTTAGCCAAGATCGCCGTTGCCTCTGGTCAAGATAACGGGCGAAAGTCGGCGGGGGGGAGGCCGT 1378

ACACCGTGATGTGACAGGACCCCCCCTTAATCAACCTCAGTGGGATCACAACTTGGCTGAAGGTAAGGAACGTCGCCTAGTCT--ACCA-—— === — e e 1637

CCGCTCCTTCCCGGCTCCCCATCTACCCGGAGACGGACAGCCTGTTCCTCCTCTCAGAACCCCCGCCCTATCCAACATCCCCTCCACCTCCCCCAGCCCCTCACGCGGCCAGACCAGCGC 1498

------------------------------------------------------------------------------------------------------------------------ 1637

CAGGCCTAATGGCTGAGGGACTCGGCTCTGAGGGACCGGCCGCTGGAACTAGGAGTCGCCGTCCCCGCAGTCCTACGGGTGACACTGGTCCTGACTCCACTGTGGCCCTGCCCCTCCGGG 1618

------------------------------------------------------------------------------------------------------------------------ 1637

CCGTGGGACCCCCGGCCGAACCAAACGGCTTAGTCCCCTTGCAATATTGGCCTTTCTCCTCAGCAGATCTCTATAATTGGAAATCTAATCATCCTTCTTTTTCCGAGAATCCTACAGGAC 1738

------------------------------------------------------------------------------------------------------------------------ 1637
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AGAACGTCCTTGGAGTTAACGGGGCCCCTACACAACTCGAGAACCTCATTAATGAGGCCTTCCCCCTTAATCGACCTCAATGGGATCACAACACGGCTGAAGGTAGGGAGCGTCTCCTGG

TCTACCGCCGGACTCTAGTGGCGGGTCTCAAAGGGGCAGCAAGGCGCCCCACCAATTTGGCCAAGGTAAGAGAAGTCTTGCAGGGACCAACAGAACCCCCGTCCGTTTTTCTAGAACGTC

------- CCGGACTCTAGTGGCGGGTCTCAAAGGGGCAAAAAGGCGCCCCACCAATTTGGCCAAGGTAGGAGAGATCTTGTAGAGACCAACGGGATCCCCGTCCGTTTTTCTTGAACGTC

TAATGGAGGCTTATAGGAGATATACCCCATTTGATCCCTCTTCTGAGGGACAAAAGGCGGCGGTGGCCATGTCCTTTATCGGACAGTCTGCCCCGGATATTAAAAAGAAATTACAAAGAC

AGAGACGGCGTGACAGGCGCCAGGAGAAAAACTTGACCAAAAT--CTTGGCCGCGGTAGTAAGTGAGAAAGGGTCCAGAGGGAGACAGGCAGGGAATCTGAGCAACAGGGCAATGAGGGC

————————————————————————————————————————— CGCCCCTGATATTACT-AAGAAATCACAGAGACTGGGGGGACTCCAGGACCAGGGAGGCAGGTAGGGACCTGAGCAACA

ACCTAGGGAAGGAAGACCGCCTCTGGACAAAGATCAGTGCGCATACTGTAAAGAAAGGGGCCATTGGGCAAGGGAGTGCCCCCGGAAGAAGAACGCCAGGGAAACCAATGTCCTGACCCT

AGGCAATGAGCACCTAAGGAAGAAAGGTCGCCTCTGCACGAAGACCAGTGTGCATATGGAAAGCTGAGCAAGAGAGTGTCCCTGGAAGAAGTACGGCAGGAAAGCCAGAGTCCTGACCTT
Primer P2

gag
GGGTGACTAGEGGAGTCGGGGTTCGGACCCCCTCCCCGAGCCCAGGGTAACGTTAACTGTGGAGGGGATCCCCACTGAGTTTTTGGTTGATACCGGGGCCGAACATTCAGTATTGACCAA

GGGCGACTAAGGAAAGTTGCCTAGTAACCAGGACACTGACGGGCATATTTTGGGTGAATTGAAGTTTACCCTACAGAAATAAAGACAGCCTGACCGTCAGCAAGAAGATGTTTGAGGGAA

Pro-
GCCTATGGGAAAGATGGGACCCAAACGGACAGTCGTGGCTGGGGCGACGGGCAGCAAAGTTTACCCTTGGACCACCAAGAGACTTTTGGAAATTGGACAAAAGCAAGTGACCCACTCATT

PCTTACCTCGC T T T = = = — e o e e e e e e e e e e e e e e e e o e

CTTGGTCATACCCGAATGCCCTGCTCCCCTGTTAGGCAGGGACCTCCTCACCAAGCTAAAAGCTCAAATCCAGTTTTCCACAGAGGGCCCACGGGTAACATGGGAAGACCGCCCCGCCAT
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ACTGGCCAATCAAGTCCCACCAGTGGTAGTGGAACTGAAGTCAGATGCCTCACCAGTGGCTGTTCGACAGTACCCAATGAGCAAGGAAGCCCGGGAGGGTATCAGGCCCCACATCCAAAG

3176

2149

3296

2149

3416

2149

3536

2149

3656

2149

3776

2149

3896

2149

4016

2149

4136

2149



KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

GGAAAGTATTGTGAGACAGCCCCCCGACCGATGGATGACAAATGCCAGGATGACCCATTACCAAAGTCTGCTGCTGAATGAGAGGGTGTCTTTTGCGCCCCCGGCCATTCTGAATCCTGC

AACCCTGACCGTCTGCAAGAAGATACTTGAGGAAATCCTACCTCGTTTCGGGATCCCTAAGGTACTCGGGTCCGACAATGGCCCTGCCTTCGTTGCTCAGGTAAGCCAGGGGCTGGCCAC

————————————————————————————————————————————————— GGGATCCCTAAGGTACTCGGGTCCGACCATGACCCTACCTTCGTTGCTCAGGTAAGCCAGGGGTTGGCCAC
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TCAACTGGGGATTAATTGGAAATTACATTGTGCATATAGACCCCAGAGCTCAGGTCAGGTAGAAAGGATGAATAGGACAACTAAAGAGACCTTGACAAAATTGGCCTTAGAGACCGGTGG

TCAACTGGGGATTGATTGGAAATTACATTGTGCATATAGACCCCAGAGCTCAGGTCAGGTAGAAAGGAAGAATAGGACAATTAAAGAGGCCCTGACAAAATTGGCCTTAGAGACAGGCGG

AAAAGACTGGGTGACCCTCCTCCCCTTGGCGCTACTTAGGGCCCGGAGTACCCCTGGCCAGTTTGGCCTGACTCCTTATGAGATTCTTCATGGGGGGCCGCCCCCTGTACTTGCGTCTGG

AAAAGACTGGGTGACCCTCCTCCC-TTT-GGCG-CTGCTTAGGGCCTGGAATACCCTGACTCTTCATGAGATTCTTCAAGAAGG-—===—— GGGGGGCCGCCCCCTGTACTTGTGTCTGG

AGAAGTCGTGGGTTCTAATGGTGATTTTTTTCCCGTTCTATTTACCCACTTGAAGGCTTTAGAGGTTGTGAGGACTCAGATCTGGGACCAGATAAAAGAAGCCTACAGGCCTGGTACTGT

GGAAGTCGTGGGTTCTAATGATGATTTTTTTTCCGTTCTATTCACCCACATGAAAGCTTTAGAGGTTGTGAGGACTC—————=—~ GACCAGATAAAAGAAGCCTCCAGGCTTGGTACTGT

GGCCATTCCCCACCCGTTCCAGGTCGGTGACCGAGTGCTGGTTAGACGTCATCGGTCCGGCAGCCTTGAGCCTCGGTGGAAAGGCCCATACCTGGTGCTACTGACCACCCCGACCGCGGT

GACCATTCCCCACCCGTTCCAGGTCGGTGACCAAGTGCTGGTTAGACGCCATCGGTCCGGCAGCCTTGAGCCTCGGTGGAAAGGCTCATACCTGGTGCAA-—— === —————mm e e m

env
GAAGGTTGACGGTATTGCTGCCTGGGTC1%TGCTTCTCATCTCAAACCCGCGCCACCTGGGGC—ACCCGATGAGTCCTGGGAACTGGAAAAGACTGATCATCCTCTTAAGTTGCGTGTTCG

———————————————————————————— C=TGCTTCTCATCTCAAACCCGCGCCACCTGGGGITACCCGATGAGTCCTGGGAACTGGAAAGGACTGATCATCCTCTTAAGTTGEGTGTTCG

Pro-pol
GCGGCGCCGAAATGAATCAACAGCAT, AACCCTCACCAACCCATGACTCTCACCTGGCAGGTACTGTCCCAGACGGGAAGTGTCGTTTGGGAAAAGAAAGCAGTCGAGCCACCCTGGA

GCGGCGCCGAAATGEIATCAACAGCAT===AACCCTCACCAACCCATGACTCTCACCTGGCAGGTACTGTCCCAGACGGGAAGLECGTCGTTTGGGAAAAGAAAGCAGTCGAGCCACCCTGGA

CGTGGTGGCCCTCECTTGAGCCTGATGTGTGTGCGCTGGCGGCGGGTCTTGAGACCTGGGGCATCCCGCACCTCACCGCGCCAGAATCTCAACAGTCTGCGCCCCCCGATGGCTGTGGGG

CGTGGTGGCCCTCACTTGAGCCTGATGTGTGTGCGCTGGCGGCGGGTCTTGAGACCTGGGGCATCCCGCACCTCACCGCGCCAGAATCTCAACAGTCTGCGCCCCCCGATGGCTGTGGGG

TGCTTTATAGTCAGGTCGGCAGAGGGTTGGTCAGGCAATCGAGCTATGGAACCTTGGGGTGTCGCTGTCCCCGAGACCGGAACAGACTGGCTCAATCTCAGTTCTATGTGTGTCCCCGAG

AGTCAGGTCGGCAGEGGGTTGGTCAGGCAATCGAGCTATGGAACCTTGGGGTGTCGCTGTCCCCGAGACCGGAACAGACTGGCTCAATCTCAGTTCTATGTGTGTCCCCGGG
Primer P3 complementary

GTTTGAGTCTTTGTATTGTAAAGAGTGGGGTTGTGAGACCACGGGAACCGCCTACTGGCAACCCCGGTCCTCGTGGGACCTTA

AGGGTTTGAGTCTTTGTACTGTAAAGAGTGGGGTTGTGAGACCACGGGAACCGCCTACTGGCAACCCCGGTCCTCGTGGGACCTTA

TAACTGTAGGCCEGGGCCACCCTACGGGGACATGCGAACACACCGGTTGGTGCAACCCACTCAAGATAGAGTTCACCGAGCCTGGCAAACGGTTCCGAAACTGGCTACAGGGGCGAACCT

TAACTGTAGGCCEGGGGCCACCCTACGGGGACATGCGAACACACCGGTTGGTGCAACCCACTCAAGATAGAGTTCACCGAGCCTGGCAAACGGTTCCGAAACTGGCTACAGGGGCGAACCT
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GGGGTCTAAGGTTCTATGTGACTGGACACCCAGGCGTGCAGTTGACCATACGACTAGTGATCACAAGTCCCCCACCGGTAGTAGTGGGCCCCGATCCTGTCCTCGCAG.ACAAGGACCTC

GGGGTCTAAGGTTCTATGTGACTGGACACCCAGGCGTGCAGTTGACCATACGACTAGTGATCACAAGTCCCCCACCGGTAGTAGTGGGCCCCGATCCTGTCCTCGCAGIACAAGGACCTC

CCAGAAAAATTCCCTTCCTCCCCAGAGTGCCGGTTCCTACCCTATCACCCCCAGCGTCCCCTATCCCCACGGTACAGGCTAGCCCCCCGGCCCCTAGTACTCCATCTCCCACCACGGGCG

CCAGAAAAATTCCCTTCCTCCCCAGAGTGCCGGTTCCTACCCTATCACCCCCAGCGTCCCCTATCCCCACGGTACAGGCTAGCCCCCCGGCCCCTAGTACTCCATCTCCCACCACGGGCG
ACCGGCTCTTTGGCCTCGTACAAGGGGCCTTTCTGGCCTTGAATGCCACCAACCCGGAGGCCACGGAGTCTTGCTGGCTCTGTCTAGCCCTCGGCCCTCCTTATTACGAAGGAATCGCAR
FOTECECEELEETEE e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
ACCGGCTCTTTGGCCTCGTACAAGGGGCCTTTCTGGCCTTGAATGCCACCAACCCGGAGGCCACGGAGTCTTGCTGGCTCTGTCTAGCCCTCGGCCCTCCTTATTACGAAGGAATCGCAR

CTCCAGGGCAAGTCACTTATGCCTCCACAGATTCCCAATGTCGCTGGGGAGGAAAAGGGAAGCTCACCCTCACTGAAGTCTCTGGACTCGGGTTATGTATAGGGAAAGTACCTCCTACTC

CTCCAGGGCAAGTCACTTATGCCTCCACAGATTCCCAATGTCGCTGGGGAGGAAAAGGGAAGCTCACCCTCACTGAAGTCTCTGGACTCGGGTTATGTATAGGGAAAGTACCTCCTACTC

ACCAACATCTCTGCAACCTGACTATACCCTTAAACGCCTCACATACTCACAAGTACCTCCTCCCCTCCAACCACAGCTGGTGGGCTTGTAATICTGGCCTCACCCCITGCCTCTCTACAT

ACCAACATCTCTGCAACCTGACTATACCCTTAAACGCCTCACATACTCACAAGTACCTCCTCCCCTCCAACCACAGCTGGTGGGCTTGTAATICTGGCCTCACCCClTGCCTCTCTACAT

CAGTCTTCAACCAGTCTAACGATTTCTGTATCCAGATCCAGCTTGTCCCTCGCATCTACTATCACCCAGACGGTACCTTGCTACAGGCCTATGAGTCCCCCCACCCTAGAAACAAGAGAG

CAGTCTTCAACCAGTCTAACGATTTCTGTATCCAGATCCAGCTTGTCCCTCGCATCTACTATCACCCAGACGGTACCTTGCTACAGGCCTATGAGTCCCCCCACCCTAGAAACAAGAGAG

AGCCTGTCTCACTCACICTGGCTGTCCTTCTCGGATTAGGGGTCGCAGCAGGTATAGGTACCGGCTCGACCGCCCTAATAAAAGGGCCCAT.GACCTICAACAAGGTTTGACTAGCCTCC

AGCCTGTCTCACTCACICTGGCTGTCCTTCTCGGATTAGGGGTCGCAGCAGGTATAGGTACCGGCTCGACCGCCCTAATAAAAGGGCCCATIGACCTICAACAAGGTTTGACTAGCCTCC

AAATTGCCATGGATACAGAICTTAGAGCCCTTCAAGACTCCGTAAGTAAACTAGAGAATTCCTTAACCTCCCTTTCTGAAGTAGTGCTCCAGAATAGGAGAGGCCTTGATCTGCTATTTT

AAATTGCCATGGATACAGAICTTAGAGCCCTTCAAGACTCCGTAAGTAAACTAGAGAATTCCTTAACCTCCCTTTCTGAAGTAGTGCTCCAGAATAGGAGAGGCCTTGATCTGCTATTTT

TGAAGGAAGGGGGCCTTTGTGCAGCCCTAAA.GAGGAGTGCTGTTTCTATGTTGACCACTCAGGCICGGTGCGAGACTCCATGAGGAIACTCAAGGAAAGGTTAGATAAGAGGCAGTTAG

TGAAGGAAGGGGGCCTTTGTGCAGCCCTAAAIGAGGAGTGCTGTTTCTATGTTGACCACTCAGGCICGGTGCGAGACTCCATGAGGAIACTCAAGGAAAGGTTAGATAAGAGGCAGTTAG

AGCACCAAAAGAATTTAAGTTGGTACGAGGGATGGTTCAACCGTTCCCCCTGGCTTACTACTTTACTGTCTGCCCTTGCTGGTCCCCTGCTACTCCTCCTTCTG—TT.CTCACCCTCGGG

AGCACCAAAAGAATTTAAGTTGGTACGAGGGATGGTTCAACCGTTCCCCCTGGCTTACTACTTTACTGTCTGCCCTTGCTGGTCCCCTGCTACTCCTCCTTCTG.TT—CTCACCCTCGGG
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KoRV-B

Def-B

KoRV-B

Def-B

KoRV-B

Def-B

env
AATAAGTTAGTGCAATTC.TCAATGATAGGGTTAGTGCAGTAAG.ATTCTGlTICTCAG.CACAAGTACCAGACCCTAGACAACGAGGATAACCTTT TCTGCTCT

AATAAGTTAGTGCAATTCITCAATGATAGGGTTAGTGCAGTAAG.ATCCTGlTICTCAG.CACAAGTACCAGACCCTAGACAACGAGGATAACCTTTAATTCTGCTCT

AGCTACCCTCAAAGAAAATGGGGGAATGAAGGAGGCAGAAATCATGAGGCAGAAATCATTCCGTGAAGTATGGAAACTACCCGGAGGGCCCCAGGGTTAGGGACAAGCGCAG

TACCCTCAAAGAAAATGGGGGAATGAAGGAGGCAGAAATCATGAGGCAGAAATCATTCCGTGAAGTATGGAAACTACCCGGAGGGCCCCAGGGTTAGGGACAAGCGCAG

CCAGGCACAGTAAAAGGTCAGAGCAAGAAAAACAAGGAAGGTTTGGAGTGCCAAACGGAATATCTGTGGTCAACGGAATATCTGTGG... 8215
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CCAGGCACAGTAAAAGGTCAGAGCAAGAAAAACAAGGAAGGTTTGGAGTGCCAAACGGAATATCTGTGGTCAACGGAATATCTGTGG 4876
Primer P7 complementary
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Supplemental table 1. Host range of KoRV variants.

| KoRv-A

MDTF-THTR1 ~ -*
MDTF-PiT1 + i ; ;

XC + - - -
BAT + + + -
HOS + + + -
HT1080 + + + -
HT1080-KAZAP - + + -
HT1080-KBZAP + - + -

- Denotes a normalized value of < 0.01
-  + denotes a normalized value of 1
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