
Peduovirus

Eganvirus

Entnonagintavirus

Eganvirus

Eganvirus

Felsduovirus

Felsduovirus

Bielevirus
Irtavirus
Hpunavirus
Longwoodvirus

P2 Escherichia coli

K139 Vibrio cholerae O139

SI22 Salmonella sp.
SW9 Salmonella sp.

vB_EcoM-613R3 Escherichia coli

φO18p  Aeromonas media 

PsP3 Salmonella enterica subsp. enterica
SEN1 Salmonella enterica subsp. salamae 10/99 II

F108 Pasteurella multocida

φKPN  Klebsiella pneumoniae subsp. pneumoniae MGH 78578 

φECO3  Escherichia coli CFT073

HP1 Haemophilus influenzae
HP2 Haemophilus influenzae

BIS20 Salmonella enterica subsp. enterica serovar Typhimurium SE-BS17
vB_Sal_PHB48 Salmonella enterica subsp. enterica serovar Enteritidis CICC 21482

ENT90 Erwinia amylovora

186 Escherichia coli

φECO1  Escherichia coli HS 

Fels 2  Salmonella typhimurium LT2
φSEN2 Salmonella enterica subsp. enterica serovar Typhi CT18  

SopEφ  Salmonella typhimurium DT204 

φESP   Enterobacter sp. 638

MDG940-186

φECO2  Escherichia coli CATCC 8739
φSEN1  Salmonella enterica subsp. enterica serovar Typhi CT18 

3625_26581 Bacteriophage sp. isolate 3625_26581
MLG42

EtG Erwinia tracheiphila Et-B, Cucumis sativus (naturally infected plant)
GCS667

MHG55
MHG48
MHG39
MHG38
MHG51
MHG96
MHG7
MHG75
MHG54
MDG45
MHG101
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Genus

Peduovirus

Bielevirus

Entnonagintavirus
Eganvirus

Eganvirus

Eganvirus

Eganvirus

Eganvirus

Felsduovirus

Irtavirus
Hpunavirus

Longwoodvirus

P2 Escherichia coli

K139 Vibrio cholerae O139
Kappa Vibrio cholerae O1 biovar eltor

φO18p  Aeromonas media 

F108 Pasteurella multocida

φECO1  Escherichia coli HS 

ENT90 Erwinia amylovora

φSEN2 Salmonella enterica subsp. enterica serovar Typhi CT18 

HP1 Haemophilus influenzae
HP2 Haemophilus influenzae

φECO3  Escherichia coli CFT073 

EtG Erwinia tracheiphila Et-B, Cucumis sativus (naturally infected plant)

PsP3 Salmonella enterica subsp. enterica
SEN1 Salmonella enterica subsp. salamae 10/99 II
vB_EcoM-613R3 Escherichia coli

Fels 2  Salmonella typhimurium LT2

φECO2  Escherichia coli CATCC 8739 
φSEN1  Salmonella enterica subsp. enterica serovar Typhi CT18 

SI22 Salmonella sp.
SW9 Salmonella sp.

SopEφ Salmonel la typhi murium DT204

φKPN  Klebsiella pneumoniae subsp. pneumoniae MGH 78578

3625_26581 Bacteriophage sp. isolate 3625_26581
MLG42

186 Escherichia coli
φESP  Enterobacter sp. 638 
BIS20 Salmonella enterica subsp. enterica serovar Typhimurium SE-BS17
vB_Sal_PHB48 Salmonella enterica subsp. enterica serovar Enteritidis CICC 21482
MDG45
MHG51
MHG7
MDG940-186
MHG75
MHG96
MHG39
MHG48
MHG55
MHG54
MHG101
GCS667
MHG38

0.1Tree scale

Genus

Peduovirus

Hpunavirus
Longwoodvirus
Bielevirus

Felsduovirus

Felsduovirus

Entnonagintavirus

Eganvirus

Eganvirus

Eganvirus

P2 Escherichia coli

3625_26581 Bacteriophage sp. isolate 3625_26581

SEN1 Salmonella enterica subsp. salamae 10/99 II
vB_EcoM-613R3 Escherichia coli
SI22 Salmonella sp.

HP1 Haemophilus influenzae

PsP3 Salmonella enterica subsp. enterica
SW9 Salmonella sp.

BIS20 Salmonella enterica subsp. enterica serovar Typhimurium SE-BS17
vB_Sal_PHB48 Salmonella enterica subsp. enterica serovar Enteritidis CICC 21482

MDG94

K139 Vibrio cholerae O139
φO18p  Aeromonas media 

φSEN1  Salmonella enterica subsp. enterica serovar Typhi CT18 

Fels 2  Salmonella typhimurium LT2
φSEN2 Salmonella enterica subsp. enterica serovar Typhi CT18 

MLG42
SopEφ  Salmonella typhimurium DT204 

ENT90 Erwinia amylovora

MHG38

φECO3  Escherichia coli CFT073 

GCS667
φESP  Enterobacter sp. 638 

186 Escherichia coli

MHG75

φECO1  Escherichia coli HS
φECO2  Escherichia coli CATCC 8739

EtG Erwinia tracheiphila Et-B, Cucumis sativus (naturally infected plant)
φKPN  Klebsiella pneumoniae subsp. pneumoniae MGH 78578 

MHG101
MHG48
MHG51
MHG55
MHG54
MHG96
MHG39
MDG45
MHG7

0.3Tree scale

Genus

Bootstrap values
>90%
70-90%

Entnonagintavirus
Bielevirus

Longwoodvirus

Felsduovirus

φKPN  Klebsiella pneumoniae subsp. pneumoniae MGH 78578 

φESP  Enterobacter sp. 638 

ENT90 Erwinia amylovora

φO18p  Aeromonas media 

SopEφ  Salmonella typhimurium DT204 

K139 Vibrio cholerae O139

Kappa Vibrio cholerae O1 biovar eltor

Fels 2  Salmonella typhimurium LT2

φSEN2  Salmonella enterica subsp. enterica serovar Typhi CT18

3625_26581 Bacteriophage sp. isolate 3625_26581

MLG42

φECO1  Escherichia coli HS

φECO3  Escherichia coli CFT073

φECO2  Escherichia coli CATCC 8739

φSEN1  Salmonella enterica subsp. enterica serovar Typhi CT18 0.1Tree scale

Eganvirus

Eganvirus

186 Escherichia coli
vB_EcoM-613R3 Escherichia coli

EtG Erwinia tracheiphila Et-B, Cucumis sativus (naturally infected plant)

BIS20 Salmonella enterica subsp. enterica serovar Typhimurium SE-BS17

vB_Sal_PHB48 Salmonella enterica subsp. enterica serovar Enteritidis CICC 21482

PsP3 Salmonella enterica subsp. enterica

MDG45

SI22 Salmonella sp.

SW9 Salmonella sp.

MHG38

MHG39

MHG55

MHG54

MHG7

MHG48

MDG940-186

MHG51

MHG75

MHG96

MHG101

GCS667

SEN1 Salmonella enterica subsp. salamae 10/99 II

int cI

aplcII


