Supplementary Table S1. Comparison of the VP2 amino acid sequences of the detected A2dB1b strains (marked with solid squares, m) with relevant novel variant IBDVs. All sites featuring at
least one substitution (highlighted in orange) are shown.
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m 1/chicken/EGY/H792/23 Egypt I TSDNKSPIYSASVTZPI KRG
m 1/chicken/EGY/H793/23 Egypt I TSDNKSPIYSASVTZPI KRG
m 1/chicken/EGY/H798/23 Egypt I TSDNNSPTIYSASVTT?PIKRA
m1/chicken/EGY/H801/2 3 Egypt I TNDNNSPTIYSVSVTTPIZKTRSEG
m 1/chicken/EGY/H812/23 Egypt MTNDNNSPTIYSASVTTPI KRG
IBDV-EGY-CV75-2023 Egypt I TSDNNSPIYSASVTZPI KRG
IBDV-CV98-2023 Egypt I TSDNNSPTIYSASVTPIK KRG
IBDV-EGY-F427-2023 Egypt I TSDNNSPTIYSASATPI KRG
IBDV-EGY-F647-2023 Egypt I TSDNNSPTIYSASVTTPIZ KRG
IBDV-EGY-F649-9-2023 Egypt I TS DNNSAIYSASATUPIZ KRG
IBDV-EGY-F658-2023 Egypt I TSDNNSPTIYSASVTTPIZ KRG
IBD/SD/LY/CN/01/2020 China I TSDNNSPTIYSASVTPI KRG
HB202201 China I TSDNNSPTIYSASATPI KRG
SHG352 China I TSDNNSPTIYSASATZPIK KRG
IBDV-LY21 China I TSDNNEPTIYSASAASTZ KRG
FJ2021 China I TSDNNSPTIYSASATTPIZ KRG
ZD-2018-1 China I TSDNNSPTIYSASATTPIZ KRG
LN-2020-2 China I TSNNNSPTIYSASATTPIZKTRSEG
19D69 SouthKorea I T S D/S NS P I Y S A S ATTPTRG
19D51 SouthKorea I T SN S NS P I Y S A S ATTPTRG
IBD16Hen01 China I'T SDSNSPVYSASATTPTRG
SHG19 China I'T SDSNSPVYSASATTPTRSG
FJ2019 China I'T SDSNSPVYSASATZPIZ KRG
SHG358 China I'T SDSNSPVYSASATTPTRSG
GD2021-17 China I'T SDSNSPVYSASATTPTRG
Hb06v China I'T SDSNSPVYSASATTPTRG
GD-1 China I'T SDSNSPVYSAGATZPTRG
LN-2020-1 China I'T SDSNSPVESASATPI KRG
FJ-18 China I'T SDSNSPVYSASATZPIK KRG
Q7191002 China I'T SDSNSPVYNASTTTPTRG
UPM1432/2019 Malaysia I I S D/S NS P VY S A S ATTPTRG
HB-2020-1 China I'T SDSNSPVYSASTTTPTRSG
IBDV-]JS19-14701 China I'T SDSNSPVYSASATPTRG
FJ-1812 China I'T SDSNSPVYSASATPIKGG
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least one substitution (highlighted in orange) are shown.
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KLYEGKQFPIELDASHETNTFKDRTKCSGPEKNVKDTRTIQSTP

KLYEGKQFSIELDASHETNTPFKDRTIKTCS
KLYEGKQFPIELDASHETNTEFKETRTIKTCS
KLYKRNQIPIELDASHETNTPFKDRTIKTCS
KLYEGKQFPIELDASHETNEFKDIRTIKTCS

KLYEGKQFPTIELDASHETNEFKDSTIZ KT CS
KLYEGKQFPIELDAGRETNLKDRTKCSGPEKNVKDTRT

KLYEGKQFPIELDASHETNPFKDRTZKCSGPEKNVKDTR
KLYEGKQFPIELDASHETNPFKDRTZKCSGPEZKNVKDTR
KLYEGKQFPIELDASHDTNEFKDRTZKCESPEZKNVKDTR
KLYEGKQFPIELDASHETNTPFKDRSZKCEFEFGPEIKNVKDTR
KLYEGKQFPIELDTSHETNPFKDRTZKCSGPEZKNVKDTR
KLYEGKQFPIELDASHETNTFRDRTKCSGPEKNVKDTRT
KLYEGKHTFPIELDASHETDTFRDRTKSSGSERNVKDTR
KLYEGKQFPIVLDASHEANTFRDRTKCSGSEKNVKDTIKT
KLYEGKQFPIEIHASHETNTFRDRTKCSGSEKNVRDTRT
RLYEGKQFPIE ELDASHETNTPFRDRTKISSGSEXKNVKDTR
KLYEGKQFPIELDASHETNPFRDRTKCSGSEKNVKDTRT
KLYEGKQFPIELDASHETNTFRDRTKCSGSEKNVKDTRT
KLYEGKQFPIELDASHETNTFRDRTKCSGSEKYVKDTRT
KLYEGKQFPIELDASHETNPFRDRTKCSGSEKNVKDTRT
K'F YEGKQFPIELDASHETNTFRDRTKCSGSE EKNIKDART
KLYEGKQFPIELDASHETNTFRDRTKCSGSEKNVKNTRT
KLYEGKQFPIELDASHETNTFRDRTKCSGSEKNVKDTRT
KLYEGKQFPVELDASHETNTFRDRTRCSGSEKNVKDTRT

KLHEGKQFPIELDASHETNPFRDRTKCSGPEZKNVKDTR
KLYEGKQFPIELDASHETNEFKDRTZKCSGPDIKNVKDTR

Country
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
China
China
China
China
China
China
China
China

Malaysia
China
China
China
China
China
China
China
China

GD-2
HbO6v
GD2021-17

Strain
m 1/chicken/EGY/H792/23

m 1/chicken/EGY/H793/23
m 1/chicken/EGY/H798/23
m 1/chicken/EGY/H801/23
m 1/chicken/EGY/H812/23
IBDV-CV98-2023
IBDV-EGY-CV75-2023
IBDV-EGY-F647-2023
IBDV-EGY-F649-9-2023
IBDV-F658-2023
LN-2020-2
SHG352
FJ2021
HB202201
IBD/SD/LY/CN/01/2020
Q7191002
SHG358
ZD-2018-1
UPM1432/2019
IBD16HenO1
SHG19
HB-2020-1
LN-2020-1
FJ2019




