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Figure S4 Mapping of dsRNA-Seq and RNA-Seq reads from boa constrictor kidney sample to host and viral
sequences.

The percentage of total RNA-Seq and dsRNA-Seq reads from the boa constrictor kidney sample that aligned to

boa constrictor genome scaffolds (host), dsRNA contigs with similarity to the unclassified reptarenavirus, dsRNA
contigs with similarity to University of Helsinki virus and dsRNA contigs with similarity to Anaconda paramyxovirus.
Reads that did not align to the genome scaffolds or the viral dsRNA contigs were assigned as unknown.



