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Figure S1: Diagram showing the distribution of the 38 chitinase genes identified among the
different 17 of the total 20 chromosomes of the soybean.
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Figure S2: In silico analysis of Chitinase gene promoters of G. max L. Promoter cis-elements of
10 chitinase genes (two genes from each five classes of chitinases identified in soybean) in
response to biotic, abiotic and hormonal stresses are shown in different shapes and colors along
with their respective positions from the start codon ATG.



