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Bacillus subtilis lipase A – lipase or esterase? 
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BIO GPS descriptors 

Table S1 Enzymes utilized for the Bio GPS study with the relevant PDB codes.  

 

 

 

Figure S1a 



 

Figure S1b 

 

Figure S1c 

Figure S1. Bio GPS of 43 serine hydrolases, for BSLA the data of pdb 1R50 were utilized: (a) H-bond donor; (b) 

H-bond acceptor; (c) Hydrophobicity. The PDB codes of the processed enzyme structures are indicated in 

different colors according to their class: lipases in blue, amidases in red, proteases in cyan and esterases in 

green; the BSLA structure is in black. 

 


