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Supplementary Figure S2

100 100
A Group  TotalN mPFS(95%Cl) B Group  TotalN mOS(95%CI)
- EGFRmut 35  480m(3.72m-5.88m) - EGFR-mut 35 11.80m({3.92-19.68m)
- <~ EGFR-wt 106 2.93m(2.21m-3.65m) o —— EGFR-wt 106 7.30m(5.45m-9.15m)
Overall 141 3.25m(2.50m-4.00m) Overall 141 7.86m(5.45m-10.17Tm)
2 =]
= LogRank P value=0.38 s LogRank P value=0.11
2 Z e
4 [
=5 =
@ ®
g § 40
2 g
] o
-8 o
20
'l J
——— B B B e oo RS
40 0 10 20 30 40 50 60
Number at risk PFS(month) Number at risk 0S(month)
EGFR-mut 35 4 1 0 0 EGFRmut 35 16 7 3 1 0 0
EGFRwt 106 10 1 0 0 EGFRwt 106 k"1 3 6 1 1 0
C Group  TowiN mprsgsucy) D 100 Group  TotalN  mOS(95%Cl)
=~ EGFR-mut 33 3.80m(1.95m-5.65m) =~ EGFR-mut Kk} 11.54m(5.73m-17.35m)
” ~L EGFRwt 138 4.37m(3.66m-5.08m) " - EGFRwt 138 8.93m(6.45m-11.41m)
Overall 171 42Tm(363m4.91m) Overall 171 9.30m(7.16m-11.44m)
g LogRank P value=0.23 g LogRank P value=0.68
3 e 5 e
4 |4
= =3
7} 7]
= c
40 40
: :
o o
20 20
)
+r--r--r-rrr-r-r-rrr—rrT-rrrro0—r 0 TTTTTTTTTTTTTT
0 10 20 30 40 0 10 20 30 40 50 60
Number at risk PFS(month) Number at risk 0S(month)
EGFR-mut 33 3 0 0 0 EGFRmut 33 12 5 1 0 0 0
EGFRwt 138 1 4 2 0 EGFRwt 138 50 14 5 1 1 0
E 100 F 100 o
rou|
Group TotalN  mPFS(95%CI) N P ToiN . moslfs%fn
—— EGFR-mut 68 4.07m(276m5.38m) SNEDEEN B0m(710m-16.50m)
80 80
L EGFRwt 244  3.70m(3.06m<.34m) ~- EGFRwt 244 8.53m(6.86m-10.20m)
g_ Overal 32 385m328md12m) g Overall 32 BETm(7.16m-10.18m)
L;' & LogRank P value=0.77 S w0 LogRank P value=0.19
<
@ @
E -
g 40 g 40
E 4
a Q
20 20
o )
-r-r-r-rrrree e T T T T T 0
0 10 20 30 40 0 10 20 30 40 50 60
Number at risk PFS(month) Number at risk 0S(month)
EGFR-mut 63 8 1 0 % EGFRmut 68 14 14 7 3 1 0
EGFRwt 244

2 5 2 0 EGFRwt 244 83 83 3 1 2 0



Supplementary Figure S3
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Supplementary Figure S4
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Supplementary Figure S5
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Supplementary Figure S6
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Supplementary Figure S7
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Figure Legends

Figure1. Comparison of PFS and OS in patients treated with docetaxel+/-
ramucirumab versus platinum/taxane-based regimens. (A)PFS and (B)OS of
patients treated with docetaxel+ramucirumab(N=381) versus platinum/taxane-based
regimens(N=73); (C)PFS and (D) OS of patients treated with
docetaxel+ramucirumab(N=20) versus platinum/taxane-based regimens(N=8) who
developed disease progression within 2-4 months of initial platinum discontinuation
following platinum doublet and ICI induction in the MDA cohort.

Abbreviations: PFS, progression-free survival; OS, overall survival; HR, hazard ratio; Cl,
confidence interval; Doce, docetaxel; Ram, ramucirumab; ICIl: immune checkpoint

inhibitor.

Supplementary Figure S1. Kaplan-Meier curve for PFS and OS in NSCLC patients
with docetaxel+/-ramucirumab treatments(N=381). (A) PFS (B) OS of patients with

docetaxel monotherapy and docetaxel+ramucirumab.

Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small

cell lung cancer; HR, hazard ratio; CI, confidence interval; N, number; Doce, docetaxel;

Ram, ramucirumab.

Supplementary Figure S2. Kaplan-Meier curve for PFS and OS in patients with
adenocarcinoma with positive and negative EGFR alterations in each treatment

group. (A) PFS and (B) OS of patients with docetaxel monotherapy(N=141); (C)PFS



and (D) OS of patients with docetaxel plus ramucirumab(N=171); (E) PFS and (F) OS of
patients with treatment of docetaxel+/-ramucirumab(N=312).
Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small

cell lung cancer; EGFR, epidermal growth factor receptor.

Supplementary Figure S3. Kaplan-Meier curve for PFS and OS in patients with
adenocarcinoma with different subtype of EGFR alterations in each treatment
group. (A)PFS and (B)OS of patients with docetaxel monotherapy(N=141); (C) PFS
and (D)OS of patients with docetaxel plus ramucirumab(N=171); (E) PFS and (F) OS of
patients with treatment of docetaxel+/-ramucirumab(N=312).

Abbreviations: PFS, progression-free survival; OS, overall survival; EGFR, epidermal

growth factor receptor.

Supplementary Figure S4. Kaplan-Meier curve for PFS and OS in patients with
adenocarcinoma with positive and negative KRAS alterations in each treatment
group. (A) PFS and (B)OS of patients with docetaxel monotherapy(N=163); (C) PFS
and (D)OS of patients with docetaxel plus ramucirumab(N=190); (E) PFS and (F) OS of
patients with treatment of docetaxel+/-ramucirumab(N=353).

Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small
cell lung cancer; HR, hazard ratio; Cl, confidence interval; KRAS, Kirsten rat sarcoma

virus.



Supplementary Figure S5. Percent of patients with different PD-L1 status (TPS<
1%, TPS1-49%, TPS>50%, unknown) with docetaxel+/-ramucirumab

treatment(N=381).
Abbreviations: Doce, docetaxel; Ram, ramucirumab; PD-L1, programmed death-ligand

1; TPS, tumor proportion score.

Supplementary Figure S6. Kaplan-Meier curve for PFS and OS in patients with
different PD-L1 status (TPS score at 1% and 50% cutoff) in each treatment group.
(A) PFS and (B)OS of patients with docetaxel monotherapy(N=143); (C) PFS and
(D)OS of patients with docetaxel plus ramucirumab(N=176); (E) PFS and (F) OS of
patients with treatment of docetaxel+/-ramucirumab(N=319).

Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small

cell lung cancer; PD-L1, programmed death-ligand 1; TPS, tumor proportion score.

Supplementary Figure S7. Kaplan-Meier curve for PFS and OS in patients with
different PD-L1 status (TPS at 1% cutoff) in each treatment group. (A) PFS and
(B)OS of patients with docetaxel monotherapy(N=143); (C) PFS and (D)OS of patients
with docetaxel plus ramucirumab(N=176); (E) PFS and (F) OS of patients with treatment
of docetaxel+/-ramucirumab(N=319).

Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small

cell lung cancer; PD-L1, programmed death-ligand 1; TPS, tumor proportion score.



Supplementary Figure S8. Kaplan-Meier curve for PFS and OS in patients with
different PD-L1 status (TPS at 50% cutoff) in each treatment group. (A) PFS and
(B)OS of patients with docetaxel monotherapy(N=143); (C) PFS and (D)OS of patients
with docetaxel plus ramucirumab(N=176); (E) PFS and (F) OS of patients with treatment
of docetaxel+/-ramucirumab(N=319).

Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small

cell lung cancer; PD-L1, programmed death-ligand 1; TPS, tumor proportion score.

Supplementary Figure S9. Kaplan-Meier curve for PFS and OS in patients with
different PD-L1 status (TPS known vs. unknown) in each treatment group. (A) PFS
and (B)OS of patients with docetaxel monotherapy(N=178); (C) PFS and (D)OS of
patients with docetaxel plus ramucirumab(N=203); (E) PFS and (F) OS of patients with
treatment of docetaxel+/-ramucirumab(N=381).

Abbreviations: PFS, progression-free survival; OS, overall survival; NSCLC, non-small

cell lung cancer; PD-L1, programmed death-ligand 1; TPS, tumor proportion score.



