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Figure S1. The bacterial strain S. xinghaiensis YSL1 cultivated on YPM agar plate after 14 days. 
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Figure S2. GNPS molecular networking of an ethyl acetate crude extract of liquid culture, an ethyl acetate crude extract of solid culture, and 

a methanol crude extract of solid culture after 14 days of cultivation of S. xinghaiensis YSL1. 
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Figure S3. 1H NMR spectrum (850 MHz) of xinghamide A (1) in DMSO-d6. 

 
 

 

 

 

 

 

 

Figure S4. 13C NMR spectrum (212.5 MHz) of xinghamide A (1) in DMSO-d6. 
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Figure S5. HSQC NMR spectrum of xinghamide A (1) in DMSO-d6. 

  
 

 

 

 

 

 

 

Figure S6. COSY NMR spectrum of xinghamide A (1) in DMSO-d6. 
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Figure S7. HMBC NMR spectrum of xinghamide A (1) in DMSO-d6. 

 
 

 

 

 

 

 

 

Figure S8. Magnified HMBC NMR spectrum (δC: 160-180 ppm; δH: 7.5-8.3 ppm) of xinghamide A 

(1) in DMSO-d6. 
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Figure S9. TOCSY NMR spectrum of xinghamide A (1) in DMSO-d6. 

 
 

 

 

 

 

Figure S10. ROESY NMR spectrum of xinghamide A (1) in DMSO-d6. 



S9 

 

Figure S11. TIC of S. xinghaiensis YSL1 culture methanol crude extract and EIC of xinghamide A 

(1). 
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Figure S12. Advanced Marfey’s analysis of xinghamide A (1). 

 

(A) Comparison between L-FDLA and D-FDLA derivatives of threonine in 1. 

 

 

 

 

 

(B) Comparison between L-FDLA and D-FDLA derivatives of glutamic acid in 1. 
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(C) Comparison between L-FDLA and D-FDLA derivatives of proline in 1. 

 

 

 

 

 

 

(D) Comparison between L-FDLA and D-FDLA derivatives of valine in 1. 
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(E) Comparison between L-FDLA and D-FDLA derivatives of phenylalanine in 1. 
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Figure S13. GITC analysis of hydrolysate of 1 to confirm configuration of β carbon of threonine in 

1. 
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Figure S14. HRESIMS/MS analysis of xinghamide A (1). 
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Table S1. LC/MS analysis of L, D-FDLA derivatives of the amino acids in xinghamide A (1). 

Amino acid tRL (min) tRD (min) Elution order Δt (min) 

Threonine 19.2 28.7 LD 9.5 

Glutamic acid 23.5 25.4 LD 1.9 

Proline 27.5 33.9 LD 6.4 

Valine 36.1 52.1 LD 16 

Phenylalanine 45.2 55.7 LD 10.5 

 

 

 


