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Supplementary Figure S1. Pathway analysis of function prediction for the gut 
microbiota after administrating MPGI with PICRUSt2 software.   

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure S2. Original western blot analysis of Figure 7. Original 

western blot of TLR4, pIKK β, IKK β, pIκB α, IκB α and β actin in liver of mice in 

Figure 7. 
 

 

 

 

 



 

Supplementary Figure S3. Original western blot analysis of Figure 8. Original 

western blot of phosphate-AMPK, AMPK, phosphate-ACC, ACC, CPT1A and β-actin 

in Figure 8(A), and phosphate-ULK1, ULK1, LC3B and β-actin of in mice liver in 

Figure 8(B). 
 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure S4. Advanced analysis for biomarkers. The changes on bio-
indicators of each group after administrating MPGI at genus (A) and family (B) levels.   

 

 

 

 



 

Supplementary Figure S5. Comparison of 1H NMR spectra of PSE oligosaccharide 
acetylated derivative with acetylated derivative of authentic sucrose.  

 

Supplementary Figure S6. Comparison of 1H NMR spectra of Compound 1 with 
authentic sucrose. 



 

 

Supplementary Figure S7. The 1H NMR spectrum of compound 2. 

 

Supplementary Figure S8. The 1H NMR spectrum of compound 3 


