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Abstract: The preparation of highly porous magnetic crosslinked aggregates (pm-CLEA) of porcine
pancreas lipase (PPL) is reported. Some strategies to improve the volumetric activity of the
immobilized biocatalyst were evaluated, such as treatment of PPL with enzyme surface-modifying
agents (polyethyleneimine or dodecyl aldehyde), co-aggregation with protein co-feeders (bovine
serum albumin and/or soy protein), use of silica magnetic nanoparticles functionalized with amino
groups (SMNPs) as separation aid, and starch as pore-making agent. The combination of enzyme
surface modification with dodecyl aldehyde, co-aggregation with SMNPs and soy protein, in the
presence of 0.8% starch (followed by hydrolysis of the starch with α-amylase), yielded CLEAs
expressing high activity (immobilization yield around 100% and recovered activity around 80%), high
effectiveness factor (approximately 65% of the equivalent free enzyme activity) and high stability at
40 ◦C and pH 8.0, i.e., PPL CLEAs co-aggregated with SMNPs/bovine serum albumin or SMNPs/soy
protein retained 80% and 50% activity after 10 h incubation, respectively, while free PPL was fully
inactivated after 2 h. Besides, highly porous magnetic CLEAs co-aggregated with soy protein and
magnetic nanoparticles (pm-SP-CLEAs) showed good performance and reusability in the hydrolysis
of tributyrin for five 4h-batches.

Keywords: silica magnetic nanoparticles; bovine serum albumin; soy protein; starch; protein
surface modifiers

1. Introduction

Lipases (triacylglycerol acylhydrolase, EC 3.1.1.3) are enzymes whose natural function is
the hydrolysis of triglycerides at the water-lipid interface releasing free fatty acids, diglycerides,
monoglycerides and glycerol [1–4]. However, in vitro, they are also able to catalyze esterification and
transesterification reactions (acidolysis, alcoholysis and interesterification) in organic media (with
restricted water content) [1–5]. This wide lipase specificity, added to their excellent chemo-, regio- and
enantioselectivities and/or specificities, have been exploited for several important biotechnological
applications in the pharmaceutical, food and agrochemical industries [6–12]. Among lipases, porcine
pancreas lipase (PPL) is widely used in biotransformation reactions in organic media for several
industrial applications because of its high selectivity, high solvent tolerance, high catalytic activity, and
thermal stability at high temperatures under low water concentrations [8,13–16].
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However, the use of enzymes in their soluble form for large-scale industrial processes is not very
attractive, because of their high production cost and low operational stability [17]. A strategy that
has been widely exploited to overcome these drawbacks is their immobilization on solid supports,
which, if properly performed, can provide several advantages from an industrial point of view, such as
enabling continuous and batch processing, improved stability compared to the free enzyme, increased
volumetric activity, easy recovery from product stream, and reuse for several cycles [17–22].

There are a great number of techniques and supports suitable for enzyme immobilization.
In general, some criteria are followed in their choice regarding to high activity of the immobilized
enzyme, high stability against temperature and organic solvents, low cost of immobilization, and low
toxicity of the immobilization reagents and supports [17,18,23–25].

In the case of lipases, a popular technique that has been widely reported is their immobilization
by hydrophobic adsorption on highly hydrophobic surfaces [26–32]. This is because the lipases have a
peculiar mechanism, called interfacial activation, a phenomenon that allows the enzyme to exist in two
forms in equilibrium: a closed form, in which a lid (polypeptide chain) covers the enzyme active site,
and an open form, in which the lid is moved away allowing the lipase to adsorb to hydrophobic surfaces
(e.g., drops of oils, air bubbles, etc.) [33–36] and turning the active site accessible to the substrate [36].
The immobilization on these supports involves and stabilizes the open form of the lipase [37]. Despite
the excellent results of this immobilization approach, the use of pre-existing supports increases the
final cost of the biocatalyst. Saving biocatalyst cost can be an interesting approach to turn the applied
utilization of immobilized lipases still more attractive. In this sense, Sheldon has reported a free-carrier
technique for immobilizing enzymes, the crosslinked enzyme aggregates (CLEA) [38]. It allows using
non-purified enzyme or even co-immobilizing different enzymes [38,39]. However, it also presents
some problems, such as low operational mechanical resistance of the biocatalyst, difficulty of particle
recovery, and high intra-particle diffusion limitations [20,40].

The immobilization of enzymes as CLEAs is a simple technique. In a first step, the enzyme is
aggregated and precipitated by a precipitant (salts, water-miscible organic solvents, non-ionic polymers,
etc.), and in a second step the aggregates are crosslinked with bifunctional (e.g., glutaraldehyde) or
multifunctional (e.g., polyaldehyde dextran) agents usually via the amino groups on the enzyme
surface [12,41–44]. When the enzyme surface has a low content of amino groups, co-feeders are
commonly used to aid the crosslinking, such as proteins (bovine serum albumin, soy protein,
etc.) [15,45–49], polyethyleneimine [50,51], and so on. CLEAs of several enzymes have been
reported [12,15,47,52–55], including bovine and porcine pancreas lipases. Cui et al. [56] reported
the co-aggregation of bovine pancreas lipase with bovine serum albumin (BSA, 0.05 g L−1) as
co-feeder, followed by crosslinking with 1% w/w glutaraldehyde, reaching 75% catalytic retention.
Ramos et al. [15] reported the immobilization of porcine pancreas lipase as CLEAs using ethanol
as precipitant (enzyme solution: ethanol volume ratio of 1:3), soy protein as co-feeder (enzyme
protein:co-feeder mass ratio of 1:3), and glutaraldehyde as cross-linker (5 µmol of glutaraldehyde
groups/mg total protein). These conditions allowed reaching an immobilization yield around 60%
and an activity recovery of around 40%.

An important drawback to be considered in the use of CLEAs is the mass transfer limitation within
their highly compact supramolecular structure [56]. Some works have reported some modifications
of the original method aiming to reduce intra-particle mass transfer limitations, such as the use of
starch as pore-making agent. Wang et al. [57] developed a new strategy for the preparation of porous
CLEAs (p-CLEAs), which involves co-precipitation of the enzyme with starch and further crosslinking,
followed by hydrolysis of the polysaccharide from the aggregate structure by α-amylase. The authors
reported that p-CLEAs of papain prepared in this way had larger pore sizes (enabling to reduce mass
transport limitation) and large surface compared to the conventional CLEAs. Besides that, p-CLEAs
of papain prepared with protein feeders (ovalbumin and BSA) and starch (0.3–0.4%, w/v) yielded
100% catalytic potential, demonstrating the feasibility of this CLEA preparation method. Recently,
Cui et al. [58] reported a new procedure to prepare CLEAs of pancreas lipases in hydrophobic ionic
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liquid microemulsion aiming to reduce diffusion problems within the CLEA structures. Under optimized
conditions, the authors reported the preparation of spherical structures with good dispersity and greater
recovery activity (84.6%) compared to the amorphous structure of conventional CLEAs (52.8%).

Other problem of CLEAs is the difficulty of their handling [20], problem that may be solved
co-aggregating enzymes and magnetic nanoparticles to produce a magnetic CLEA [59–62]. This may
have also other positive effects on the CLEA (porosity, stability) but involve the use of a “support”.

In this context, this work evaluated some strategies to prepare porous magnetic CLEAs of PPL,
aiming to produce biocatalysts with decreased mass transfer limitation, ease of recovery without
separation by centrifugation, and increased thermal and mechanical stabilities. A set of experiments
was carried out to choose the protein co-feeders, mass ratio between magnetic nanoparticles and protein
co-feeder, concentration of starch as pore making agent, and modification of the enzyme surface using
polyethyleneimine or hydrophobic polyaldehydes. For the best PPL CLEAs, their activities and thermal
stabilities, performance in the tributyrin hydrolysis, and reusability were characterized.

2. Results and Discussion

2.1. Influence of Co-Feeders in the Preparation of CLEAs

Bovine serum albumin (BSA) and soy protein (SP) were evaluated as co-feeders, and silica
magnetic nanoparticles functionalized with amino groups (SMNPs) were employed to produce
magnetic CLEAs. Table 1 shows that when using protein co-feeders (BSA or SP), the recovered
activities of CLEAs were around 6.5 and 15.7 times higher than when prepared without any co-feeder.
Although the co-feeders allowed the preparation of more active CLEAs, the immobilization yield in the
presence of SP was reduced from around 65% to 51%, while in the presence of BSA the immobilization
yield was increased from around 65% to 94%.

CLEAs prepared with SMMPs also showed an increase in the recovered activity (8.4 times), with
no significant decrease in the immobilization yield (from 65% to 63%). However, a combination of
protein co-feeders and SMNPs (mass ratio of 1:1) showed to be the best strategy, particularly in the case
of BSA/SMMPs, which yielded CLEAs with immobilization yield around 70% and recovered activity
of 25.43% (around 17 times higher than that in the absence of co-feeders (where recovered activity
was only 1.46%)). Besides the improvement in the recovered activity, these CLEAs have magnetic
properties, which allow their easy recovery applying an external magnetic field (Figure 1).

Table 1. Evaluation of the addition of silica magnetic animated nanoparticles (SMNPs) and different
protein co-feeders in the preparation of CLEAs of porcine pancreas lipase (PPL). The values are
expressed as average of triplicates ± standard deviation (σ).

CLEAs of PPL RA a ± σ (%) IY b ± σ (%) GY c ± σ (%)

PPL CLEA d 1.46 ± 0.08 65.25 ± 3.52 0.93 ± 0.003
PPL BSA-CLEA e 9.40 ± 0.11 93.69 ± 1.50 9.45 ± 0.39
PPL SP-CLEA f 22.81 ± 1.16 51.42 ± 0.35 10.72 ± 0.34

PPL SMNPs-CLEA g 12.27 ± 0.77 63.04 ± 2.43 7.72 ± 0.24
PPL BSA-SMNPs-CLEA h 25.43 ± 0.21 69.69 ± 1.2 20.30 ± 0.52

PPL SP-SMNPs-CLEA i 32.84 ± 1.76 45.25 ± 1.07 16.40 ± 1.12
a Recovered activity; b Immobilization yield; c Global yield; CLEA prepared d without co-feeders and with: e Bovine
serum albumin (BSA); f Soy protein (SP); g Silica magnetic nanoparticles (SMNPs); h BSA/SMNPs mass ratio of 1:1;
i SP/SMNPs mass ratio of 1:1. Assay conditions: precipitation with ethanol (enzyme solution/ethanol volume ratio
of 1:3) and co-aggregation without and with co-feeders (enzyme protein/co-feeder mass ratio of 1:3) for 30 min,
followed by crosslinking with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein) for 2.5 h at 4 ◦C under
150 rpm stirring.



Molecules 2018, 23, 2993 4 of 21Molecules 2018, 23, x FOR PEER REVIEW  4 of 21 
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Figure 1. Images of magnetic CLEA separation by applying an external magnetic field: (a) CLEA
suspension, (b) magnetic field capturing the CLEA, and (c) CLEA separated from the suspension.

Several studies have showed that CLEAs co-aggregated with protein co-feeders (BSA or SP)
exhibit better performance regarding to enzyme leaching during washing steps and reduced mass
transfer limitations during the reaction, mainly using macromolecular substrates [15,45,54,63]. These
better performances are related to the surface amino groups from lysine residues present in the
structure of these protein co-feeders, aiding the establishment of covalent bonds between the enzyme
and the feeder forming the CLEA matrix, thus reducing enzyme leaching [45,53,63,64]. It is noteworthy
that SMNPs also provided to the CLEAs these improvements, since they are functionalized with
primary amino groups derived from the functionalization reagent (3-aminopropyltriethoxysilane).
Besides, the use of co-feeders can reduce or avoid diffusion problems by diluting the active enzyme,
increasing the recovered activity [47].

As the combination of BSA and SMNPs (mass ratio of 1:1 to a total enzyme/BSA + SMMPs mass
ratio of 1:3) did provide better results in terms of recovered activity and immobilization yield, other
BSA/SMNPs mass ratios were also evaluated. Figure 2 shows that combinations of BSA/SMNPs with
mass ratios of 1:3 and 3:1 yielded immobilization yields close to 100%; but decreasing the recovered
activities below 10%. Perhaps the very rigid nanoparticles have a more negative effect on enzyme
conformation when reacting with the enzyme, or their multifunctionality produced a somehow closer
CLEA structure. PPL is a single polypeptide chain (~50 kDa) divided into two domains with specific
functions (Figure 3). The N-terminal domain (residues from 1 to 336) contains the catalytic triad (Ser153,
Asp177, and His264), and the C-terminal domain (residues from 337 to 449) is involved in the colipase
binding, a small protein (~10 kDa) which anchors the lipase to the water-lipid interface [65]. This lipase
presents an intrinsic flexibility in the relative position of their N- and C-terminal domains (a small
rotation around residues 334–335). This property of the N-terminal domain to move independently
from the lid (Cys238–Cys262 segment), colipase, and the C-terminal domain may have functional
implications as the lipase molecule binds the water-lipid interface [65]. Besides, the lid and the
loop comprising residues 77–86 (both critical to the lipase activation—opening the lid) contain a Lys
residue (Lys240 and Lys81, respectively). The involvement of these Lys residues in covalent links with
glutaraldehyde may negatively affect the enzyme activity.

Thus, the mass ratios enzyme/(BSA + SMNPs) of 1:3 and BSA/SMNPs of 1:1 were chosen for
further set of experiments.
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Figure 2. Effect of the BSA/SMNPs mass ratio on the immobilization parameters (RA—recovered 
activity, IY—immobilization yield, and GY—global yield) of porcine pancreas lipase (PPL) as 
CLEAs. Assay conditions: precipitation with ethanol (enzyme solution/ethanol volume ratio of 1:3), 
co-aggregation with additives (enzyme/total additives mass ratio of 1:3), crosslinking with 
glutaraldehyde (5 μmoles of glutaraldehyde/mg total protein), temperature of 4 °C, 30 min 
precipitation/aggregation and 2.5 h crosslinking under 150 rpm stirring. 

 
Figure 3. Three-dimensional structure of porcine pancreas lipase-colipase complex made with the 
program PyMol (The PyMol Molecular Graphics System; Version 2.1.0; Schrödinger, LLC). The 
complex (only chains A and B) is shown as surface mode from PDB structure (access code 1ETH). 
Chains A (N-terminal domain in light gray and C-terminal domain in dark gray) and B (colipase in 
light blue) are shown, and amino acid residues are highlighted in red (Lys), orange (Ser153, Asp177, 
and His264 catalytic triad), magenta (N-terminal), yellow (C-terminal), blue (lid–Cys238–Cys262 
segment), and green (loop—residues 77–88). 

2.2. Treatment of PPL Surface 

The modification of the PPL surface with polyethyleneimine (PEI) and dodecyl aldehyde did 
lead to a loss of around 30% of the activity, where the specific activities (U/mg protein) were 27.54 ± 
0.67, 19.44 ± 0.53 and 19.63 ± 0.18, for the unmodified enzyme, PEI or aldehyde treated enzyme, 
respectively. Table S1 in the Supplementary Materials shows that the modification reduces by 
approximately 30% the color obtained using TNBS titration. This means that around 344 μmol 

Figure 2. Effect of the BSA/SMNPs mass ratio on the immobilization parameters (RA—recovered
activity, IY—immobilization yield, and GY—global yield) of porcine pancreas lipase (PPL) as
CLEAs. Assay conditions: precipitation with ethanol (enzyme solution/ethanol volume ratio
of 1:3), co-aggregation with additives (enzyme/total additives mass ratio of 1:3), crosslinking
with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein), temperature of 4 ◦C, 30 min
precipitation/aggregation and 2.5 h crosslinking under 150 rpm stirring.
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Figure 3. Three-dimensional structure of porcine pancreas lipase-colipase complex made with the
program PyMol (The PyMol Molecular Graphics System; Version 2.1.0; Schrödinger, LLC). The complex
(only chains A and B) is shown as surface mode from PDB structure (access code 1ETH). Chains A
(N-terminal domain in light gray and C-terminal domain in dark gray) and B (colipase in light blue)
are shown, and amino acid residues are highlighted in red (Lys), orange (Ser153, Asp177, and His264

catalytic triad), magenta (N-terminal), yellow (C-terminal), blue (lid–Cys238–Cys262 segment), and
green (loop—residues 77–88).

2.2. Treatment of PPL Surface

The modification of the PPL surface with polyethyleneimine (PEI) and dodecyl aldehyde did lead
to a loss of around 30% of the activity, where the specific activities (U/mg protein) were 27.54 ± 0.67,
19.44 ± 0.53 and 19.63 ± 0.18, for the unmodified enzyme, PEI or aldehyde treated enzyme, respectively.
Table S1 in the Supplementary Materials shows that the modification reduces by approximately 30%
the color obtained using TNBS titration. This means that around 344 µmol amino groups/g protein
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have been modified after this treatment. The surface of PPL is rich in primary amino groups (Figure 3).
The chain A (N- and C-terminal domains) has 22 Lys residues and the amino terminal, while chain B
(colipase) has 4 Lys residues (both number of Lys residues was obtained from the primary sequence
of the lipase-colipase complex—PDB code 1ETH). Thus, particularly the low modification of amino
groups by dodecyl aldehyde does not compromise the crosslinking of the enzyme with glutaraldehyde
in the CLEA preparation because of the free primary amino groups still available in the enzyme surface.
Despite that, the modified lipases were more stable than the non-modified LPP (Figure 4). Particularly,
the PPL treated with dodecyl aldehyde showed much greater stability than the non-modified enzyme
(residual activities after 5 h incubation at 40 ◦C and pH 8 (100 mM phosphate buffer) around 57% and
4%, respectively). This modification is under study in our research group.
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Figure 4. Thermal inactivation of free PPL non-modified and modified with polyethyleneimine (PEI)
and dodecyl aldehyde. Assay conditions: 40 ◦C and pH 8.0 (100 mM phosphate buffer) and enzyme
solutions containing 5 mg protein/mL.

Table 2 shows the effect of the treatment of the PPL surface with polyethyleneimine (PEI) and
dodecyl aldehyde on the immobilization yield and recovered activity. All treatments allowed 100%
immobilization yield, but the recovered activity of the biocatalysts did not show any improvement
related to the CLEAs prepared with PPL without any treatment.

Table 2. Evaluation of the treatment of porcine pancreas lipase (PPL) with polyethyleneimine (PEI)
and dodecyl aldehyde on the immobilization parameters IY (immobilization yield) and RA (recovered
activity). The values are expressed as mean of triplicates ± standard deviation (σ).

PPL Treatment with RA ± σ (%) IY ± σ (%)

PEI 7.17 ± 0.32 99.50 ± 1.00
Dodecyl aldehyde 20.08 ± 0.72 99.00 ± 2.00

PEI followed by Dodecyl aldehyde 25.64 ± 1.37 99.60 ± 2.00

Note: CLEA preparation conditions: treatment of PPL surface with PEI and dodecyl aldehyde, precipitation with
ethanol (enzyme solution/ethanol volume ratio of 1:3), co-aggregation with co-feeder (PPL/BSA/SMNPs mass
ratio of 1:1.5:1.5), crosslinking with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein), temperature of
4 ◦C, 30 min precipitation/aggregation and 2.5 h crosslinking under 150 rpm stirring.
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The CLEAs prepared with PPL treated with PEI yielded the lowest recovered activity (7.17%),
probably due to the formation of more compact structures promoted by the intense crosslinking.
Besides, the cationic character of this polymer could form a hydrophilic layer on the enzyme surface,
impairing substrate partition from the bulk to the active site. On the other hand, the treatment of PPL
surface with dodecyl aldehyde (a hydrophobic aldehyde) allowed a recovered activity of around 20%,
because this compound probably did created a hydrophobic layer on the enzyme surface, aiding in the
aggregation step, even although the amino groups in the enzyme surface will be decreased for the
crosslinking step. As the combination of both treatments did allow a small increase in the recovered
activity, only the surface treatment with dodecyl aldehyde was chosen for further experiments.

2.3. Preparation of Magnetic CLEAs Using Starch in the Aggregation and Crosslinking Steps

The influence of the starch concentration on the immobilization yield and recovered activity
of CLEAs of PPL is shown in Figure 5. The addition of starch provided significant increases in the
immobilization yield until a concentration of 0.6% (w/v), but only the concentrations of 0.8 and 1%
(w/v) yielded 100% immobilization. The recovered activity increased for all starch concentrations,
reaching maximum catalytic retention of 67% (more than doubling of the activity recovered without
starch) when 0.8% starch was used during CLEA preparation. Thus, 0.8% (w/v) of starch was selected
for the preparation of CLEAs of PPL.

Talekar et al. [12] reported the evaluation of starch on porous CLEAs (p-CLEAs) of invertase from
Saccharomyces cerevisiae and found that the use of starch led to the formation of a non-uniform porous
surface, resulting in better mass transfer and minimization of diffusion problems. Besides that, they
concluded that 0.4% (w/v) starch concentration yielded 100% catalytic potential, demonstrating the
feasibility of this enzyme aggregate preparation method.
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Figure 5. Effect of starch concentration on immobilization yield and recovered activity of PPL 
CLEAs. Assay conditions: treatment of PPL surface with dodecyl aldehyde (PPL/dodecyl aldehyde 
mass ratio of 1:1), precipitation with ethanol (enzyme solution/ethanol volume ratio of 1:3), 
co-aggregation with co-feeder (PPL/BSA/SMNPs mass ratio of 1:1.5:1.5 and starch concentration 
from 0.2 to 1%, w/v), crosslinking with glutaraldehyde (5 μmoles of glutaraldehyde/mg total protein), 
temperature of 4 °C, 30 min precipitation/aggregation and 2.5 h crosslinking stirred at 150 rpm and 
incubation with α-amylase at 25 °C stirred at 150 rpm for 2 h. 

  

Figure 5. Effect of starch concentration on immobilization yield and recovered activity of PPL CLEAs.
Assay conditions: treatment of PPL surface with dodecyl aldehyde (PPL/dodecyl aldehyde mass
ratio of 1:1), precipitation with ethanol (enzyme solution/ethanol volume ratio of 1:3), co-aggregation
with co-feeder (PPL/BSA/SMNPs mass ratio of 1:1.5:1.5 and starch concentration from 0.2 to 1%,
w/v), crosslinking with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein), temperature of
4 ◦C, 30 min precipitation/aggregation and 2.5 h crosslinking stirred at 150 rpm and incubation with
α-amylase at 25 ◦C stirred at 150 rpm for 2 h.
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2.4. Influence of Time of Glutaraldehyde Treatment in the Preparation of PPL CLEAs

The influence of the glutaraldehyde treatment time of the PPL CLEAs on the recovered activity
was analyzed, and results pointed that this has not influence on the recovered activities, which were
statistically equal by the Tukey test (around 66%). The incubation of the PPL CLEAs in phosphate
buffer at high ionic strength for 12 h showed high stability against leaching (80 to 90% recovered
activity). Despite this, 15 h crosslinking time was chosen for further assays [66].

2.5. Selection of Additives for Preparation of PPL CLEAs Using 0.8% (w/v) Starch as Pore-Making Agent

The influence of the presence of protein feeders (BSA, SP) and silica magnetic nanoparticles
(SMNPs) in the preparation of PPL CLEAs using starch (0.8%, w/v) as pore-making agent is shown in
Table 3. The recovered activities of all CLEAs prepared in the presence of starch increased more than
twice after starch hydrolysis with α-amylase to wash away starch molecules, reaching 81% recovered
activity when the PPL CLEA was prepared in the presence of a mix of SP and SMNPs. CLEAs prepared
only with SMNPs were less stable when incubated at high ionic strength (59.8% recovered activity)
than those prepared with BSA plus SMNPs and SP plus SMNPs (91% recovered activities). In view
of these results, porous magnetic CLEAs (hereinafter abbreviated as pm-CLEA) prepared with SP
plus SMNPs (pm-SP-CLEA) and BSA plus SMNPs (pm-BSA-CLEA) were selected to evaluate the
effect of temperature, pH, agitation rate, and substrate concentration on the relative activity of this
immobilized enzyme.

Table 3. Evaluation of different additives in the preparation of porous magnetic CLEAs (pm-CLEAs) of
porcine pancreas lipase (PPL). The values of the immobilization parameter RA (recovered activity) are
expressed as average of triplicates ± standard deviation (σ).

Additives
Recovered Activities of Magnetic CLEAs

(RA ± σ (%))

Before Starch Hydroysis with
α-Amylase

After Starch Hydrolysis with
α-Amylase

SMNPs a 24.46 ± 0.24 54.01 ± 0.64
BSA + SMNPs b 28.18 ± 0.67 66.55 ± 0.01
SP + SMNPs c 36.77 ± 0.38 81.02 ± 0.16

a Silica magnetic nanoparticles; b Bovine serum albumin/silica magnetic nanoparticles mass ratio of 1:1; c Soy
protein/silica magnetic nanoparticles mass ratio of 1:1. Assay conditions: treatment of PPL surface with
dodecyl aldehyde (PPL/dodecyl aldehyde mass ratio of 1:1), aggregation/precipitation with ethanol (enzyme
solution/ethanol volume ratio of 1:3) in presence of additives (PPL/total additives mass ratio of 1:3) and starch (0.8%,
w/v) as pore-making agent for 0.5 h at 4 ◦C under 150 rpm stirring, followed by treatment with glutaraldehyde
(5 µmoles of glutaraldehyde/mg total protein) for 15 h. At the end, starch was hydrolyzed with α-amylase at 25 ◦C
for 2 h under 150 rpm.

2.6. Characterization of Free and Immobilized PPL

Effect of pH, Temperature and Agitation Rate on Hydrolytic Activity and Thermal Stability

The effect of pH on the kinetic profile of free and immobilized PPL (pm-CLEA) is shown in
Figure 6. The pH values where maximum activities for free PPL (32.2 ± 0.65 U/mg protein) and
pm-SP-CLEA (24.13 ± 0.35 U/mg protein) were found were similar (around pH 8.0), while for
pm-BSA-CLEA (19.14 ± 0.13 U/mg protein) was shifted to 9.0. At higher pH values free enzyme
rapidly decrease the activity, while the immobilized enzymes retained a high percentage of activity
even at pH 10. That way, at alkaline conditions, pm-CLEAs were much more actives than the soluble
counterpart in absolute terms. Cui et al. [45] also reported similar behavior for CLEAs of bovine
pancreas lipase (above 90% activity in the pH range from 8.0 to 10.0).
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conditions: treatment of PPL surface with dodecyl aldehyde (PPL/dodecyl aldehyde mass ratio of 1:1),
aggregation/precipitation with ethanol (enzyme solution/ethanol volume ratio of 1:3) in presence of
PPL/BSA/SMNPs or PPL/SP/SMNPs mass ratio of 1:1.5:1.5 and starch (0.8% w/v) for 0.5 h, followed
by treatment with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein) for 15 h at 4 ◦C under
150 rpm stirring, and treatment with alpha-amylase at 25 ◦C under 150 rpm stirring for 2 h. Activity
assay conditions: hydrolysis of tributyrin (217.9 mM concentration) at 40 ◦C and different pH values
for 5 min under 500 rpm stirring.

Figure 7 shows the effect of temperature on the activities of free and immobilized PPL.
The temperature where the maximum activities of the porous magnetic CLEAs (pm-SP-CLEA and
pm-BSA-CLEA) were detected was shifted from 40 ◦C (free PPL) to around 50 ◦C, suggesting that the
immobilized enzyme is more thermally stable than the free PPL at high temperatures.
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Figure 7. Activity profiles of PPL vs. temperature. pm-(BSA or SP)-CLEA preparation conditions:
treatment of PPL surface with dodecyl aldehyde (PPL/dodecyl aldehyde mass ratio of 1:1),
aggregation/precipitation with ethanol (enzyme solution/ethanol volume ratio of 1:3) in presence of
PPL/BSA/SMNPs or PPL/SP/SMNPs mass ratio of 1:1.5:1.5 and starch (0.8% w/v) for 0.5 h, followed
by treatments with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein) for 15 h at 4 ◦C
under 150 rpm stirring, and with α-amylase at 25 ◦C under 150 rpm stirring for 2 h. Activity assay:
hydrolysis of tributyrin solution pH 8.0 (217.9 mM concentration), temperature ranging from 10 to
70 ◦C for 5 min under 500 rpm stirring.
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At 60 ◦C, pm-BSA-CLEA and pm-SP-CLEA presented specific activities of 28.0 ± 0.6 U/mg
protein and 20.0 ± 0.8 U/mg protein, respectively, while free PPL showed an activity of 2.0 ± 0.1 U/mg
protein. Again, at these conditions the immobilized enzyme becomes much more active than the free
enzyme. Differences increase at higher temperature, e.g., at 70 ◦C the free enzyme is fully inactive while
pm-BSA-CLEA retained more than 20% of the activity. These results show that the pm-BSA-CLEA
presented greater stability in its structure under very drastic conditions than that of the free PPL since
the immobilization produced a strong rigidification of the enzymatic structure.

Thus, the new biocatalyst presented better catalytic performance under drastic conditions than
the free enzyme and is a new example on how the recovered activity may be altered depending on the
activity determination conditions [22].

Figure 8 shows the effect of the stirring rate on the kinetic behavior of the free and immobilized
PPL. Free PPL showed maximum catalytic activity at 500 rpm and then, the activity decreased, while
the activities of the porous magnetic CLEAs continuously increased within the interval evaluated. Thus,
while the free enzyme is exposed to gas bubbles and this produces its inactivation, the immobilized
enzyme is protected inside the solid porous particle and retained very high activity [19], and only the
positive effects of the reduction of external mass transfer is observed.
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Figure 9 shows the inactivation profiles of free and immobilized PPL. It can be seen that 
pm-SP-CLEA exhibited high stability at 40 °C and pH 8.0, retaining around 80% of activity after 10 h 
incubation. The pm-BSA-CLEA was slightly less stable, but still retained around 50% of the initial 
activity after 10 h incubation, while free PPL was fully inactivated after 2 h incubation. The highest 
stabilities of the porous magnetic CLEAs are indicatives of efficient covalent cross-links stablished in 
the supramolecular structure of the CLEAs, turning the enzyme molecules more rigid and 
preventing distortional tridimensional changes at high temperatures. The biphasic profiles of the 
inactivation curves suggest that the porous magnetic CLEAs of PPL have a fraction of enzyme 
molecules more cross-linked and thereby more thermally stable. Perhaps this is the fraction of the 

Figure 8. Effect of the agitation on the catalytic performance of free and immobilized PPL. Conditions
of pm-(BSA or SP)-CLEA preparation: treatment of PPL surface with dodecyl aldehyde (PPL/dodecyl
aldehyde mass ratio of 1:1), aggregation/precipitation with ethanol (enzyme solution/ethanol volume
ratio of 1:3) in presence of PPL/BSA/SMNPs or PPL/SP/SMNPs mass ratio of 1:1.5:1.5 and starch
(0.8% w/v) for 0.5 h, followed by treatments with glutaraldehyde (5 µmoles of glutaraldehyde/mg
total protein) for 15 h at 4 ◦C under 150 rpm stirring, and with α-amylase at 25 ◦C under 150 rpm
stirring for 2 h. Activity assay conditions: hydrolysis of tributyrin solution (217.9 mM concentration) at
40 ◦C and pH 8.0 for 5 min under different agitation velocities (250, 500, 750, 1000 and 1250 rpm).

Figure 9 shows the inactivation profiles of free and immobilized PPL. It can be seen that
pm-SP-CLEA exhibited high stability at 40 ◦C and pH 8.0, retaining around 80% of activity after
10 h incubation. The pm-BSA-CLEA was slightly less stable, but still retained around 50% of the initial
activity after 10 h incubation, while free PPL was fully inactivated after 2 h incubation. The highest
stabilities of the porous magnetic CLEAs are indicatives of efficient covalent cross-links stablished in
the supramolecular structure of the CLEAs, turning the enzyme molecules more rigid and preventing
distortional tridimensional changes at high temperatures. The biphasic profiles of the inactivation
curves suggest that the porous magnetic CLEAs of PPL have a fraction of enzyme molecules more
cross-linked and thereby more thermally stable. Perhaps this is the fraction of the PPL molecules
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directly attached to the nanoparticle, where stabilization effects should be higher counting by the
higher rigidity of the nanoparticle compared to a protein [22].
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tributyrin. These factors were much higher after washing away the starch, mainly for CLEAs 
prepared in presence of soy protein and SMNPs. SEM-FEG images of CLEAs before starch 
hydrolysis (Figure 11) show a quite smooth and non-porous surface, which may result in serious 
mass transfer problems. 

On the other hand, images of CLEAs after starch hydrolysis show non-uniform and porous 
surface due to removal of the starch molecules from the structure of the enzyme aggregate, which 
could explain the higher effectiveness factors (around η = 0.65), mainly for CLEAs prepared in 
presence of soy protein and SMNPs. On the other hand, PPL co-aggregated with BSA and SMNPs 
(pm-BSA-CLEAs) did not show significant increase in the observed activity, even using starch as 
pore-making agent. These results showed that the combination of SMNPs and soy protein as aids in 
the aggregation step and starch as pore-making agent was a good strategy to reduce mass transfer 
problems within the supramolecular structure of the CLEA. 

Figure 9. Thermal inactivation profiles of free and immobilized PPL at 40 ◦C and pH 8.0 under
150 rpm stirring. Biocatalyst preparation conditions: treatment of PPL surface with dodecyl
aldehyde (PPL/dodecyl aldehyde mass ratio of 1:1), aggregation/precipitation with ethanol (enzyme
solution/ethanol volume ratio of 1:3) in presence of PPL/BSA/SMNPs or PPL/SP/SMNPs mass ratio
of 1:1.5:1.5 and starch (0.8% w/v) for 0.5 h, followed by treatments with glutaraldehyde (5 µmoles of
glutaraldehyde/mg total protein), for 15 h at 4 ◦C under 150 rpm stirring, and with α-amylase at 25 ◦C
for 2 h. Activity assay conditions: hydrolysis of 217.9 mM tributyrin solution at 40 ◦C and pH 8.0 for
5 min under 500 rpm stirring.

2.7. Determination of Effectiveness Factors

CLEAs prepared in presence of starch as pore-making agent were evaluated as their effectiveness
factors. Figure 10 shows that the evolution of the effectiveness factors (η = observed activity of
CLEA/activity of an equivalent amount of free PPL) at growing concentrations of tributyrin. These
factors were much higher after washing away the starch, mainly for CLEAs prepared in presence of
soy protein and SMNPs. SEM-FEG images of CLEAs before starch hydrolysis (Figure 11) show a quite
smooth and non-porous surface, which may result in serious mass transfer problems.

On the other hand, images of CLEAs after starch hydrolysis show non-uniform and porous surface
due to removal of the starch molecules from the structure of the enzyme aggregate, which could explain
the higher effectiveness factors (around η = 0.65), mainly for CLEAs prepared in presence of soy protein
and SMNPs. On the other hand, PPL co-aggregated with BSA and SMNPs (pm-BSA-CLEAs) did not
show significant increase in the observed activity, even using starch as pore-making agent. These results
showed that the combination of SMNPs and soy protein as aids in the aggregation step and starch as
pore-making agent was a good strategy to reduce mass transfer problems within the supramolecular
structure of the CLEA.
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Figure 10. Effectiveness factors (η) for CLEAs of PPL. Biocatalyst preparation conditions:
treatment of PPL surface with dodecyl aldehyde (PPL/dodecyl aldehyde mass ratio of 1:1),
aggregation/precipitation with ethanol (enzyme solution/ethanol volume ratio of 1:3) in presence of
LPP/BSA/SMNPs or LPP/SP/SMMPs mass ratio of 1:1.5:1.5 and starch (0.8% w/v) for 0.5 h, followed
by treatment with glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein) for 15 h at 4 ◦C under
150 rpm. Starch was washed away by hydrolysis with α-amylase at 25 ◦C for 2 h under 150 rpm
stirring. Activity assay conditions: hydrolysis of tributyrin solutions (19.28, 38.35, 57.2, 112.5, 217.9 and
284.4 mM) at 40 ◦C and pH 8.0 for 5 min under 500 rpm stirring.
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Figure 11. SEM-FEG images of pm-CLEAs of porcine pancreas lipase co-aggregated with (a) SMNPs
and bovine serum albumin (pm-BSA-CLEA), (b) SMNPs and soy protein (pm-SP-CLEA), followed by
treatment with α-amylase (c,d, respectively). All CLEAs were prepared under the same conditions,
the only difference is if the starch (pore-making agent) was not hydrolyzed (a,b) or was hydrolyzed
(c,d) with α-amylase.
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2.8. Evaluation of Tributyrin Hydrolysis and Biocatalyst Reuse

Figure 12 shows the reaction course of the hydrolysis of tributyrin catalyzed by free PPL and
pm-SP-CLEA. Figure 12 shows how the reaction catalyzed by free enzyme rapidly started to lose
linearity, but this is not so obvious using the immobilized enzyme. The yields after 4 h of reaction
were 36% and 52% using free PPL and pm-SP-CLEA, respectively. These results confirmed the lower
stability of free PPL compared to the immobilized counterpart.
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calculated as percentage of butyric acid released (in µmoles) in relation to the total theoretical value.

Figure 13 shows that after five 4 h-batches, the yield of tributyrin hydrolysis decreased only 7%
(from 52% to 45%). Besides the good operational mechanical stability, it is noticed that the recovery of
the pm-SP-CLEA was very ease using a magnetic separation.Molecules 2018, 23, x FOR PEER REVIEW  14 of 21 
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Figure 13. Reuse assay (4 h-batches) of the pm-SP-CLEA in the hydrolysis of tributyrin (74.22 mM)
at 37 ◦C and pH 7.5 stirred at 500 rpm. Reaction medium: 6 mL sodium phosphate buffer (100 mM,
pH 7.5), 16.5 mL distilled water, 0.5 mL tributyrin, and 70 TBU/g tributyrin.
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It should be considered that free enzyme was quite unstable just at 3 ◦C more (Figure 9), while
the immobilized enzyme can be reused for many cycles without significant changes. Moreover, di-
and monobutyrin have some detergent effects that apparently have not very deleterious effects on
enzyme stability even at 37 ◦C [67–69].

3. Materials and Methods

Lipase from porcine pancreas type II (PPL), bovine serum albumin (BSA), tert-butyl alcohol,
tributyrin, polyethyleneimine (PEI, average Mn ~423), dodecyl aldehyde, and Bradford reagent were
purchased from Sigma-Aldrich (St. Louis, MO, USA). Glutaraldehyde solution (25% in H2O) was
purchased from Vetec Química Fina (Duque de Caixas, RJ, Brazil). Soluble starch was purchased
from Panreac Química (Barcelona, Spain). Anhydrous ethanol (99.8% P.A.) was purchased from Synth
(Diadema, SP, Brazil). Soy protein was acquired from local market. Silica magnetic nanoparticles
(SMNPs) functionalized with amine groups derived from 3-aminopropyltriethoxysilane (APTS)
(136 ± 10 µmol amino/g) were purchased from Kopp Technologies (São Carlos, SP, Brazil).

3.1. General Procedure of CLEA Preparation

In the precipitation step, ethanol (3.0 mL) was added to 1.0 mL of a homogeneous mixture
containing PPL (5.0 mg of protein mL−1) and co-feeders (15 mg mL−1) prepared in 5.0 mM sodium
phosphate buffer (pH 7.0). The mixture was maintained at 4 ◦C in an orbital shaker at 150 rpm stirring
for 30 min. After this time, glutaraldehyde (5 µmoles of glutaraldehyde groups/mg total protein) was
added and the crosslinking step proceeded for 2.5 h [12]. CLEAs prepared with protein co-feeders were
separated by centrifugation at 10,400 g for 10 min at 4 ◦C, while CLEAs prepared with silica magnetic
nanoparticles (SMNPs) as additive were separated by an external magnetic field. The precipitate
(CLEAs of PPL) was washed twice with 3.0 mL of 100 mM phosphate buffer (pH 7.0), and finally
resuspended in 1.0 mL of 5.0 mM phosphate buffer (pH 7.0). Measures of hydrolytic activities
(tributyrin as substrate) in the initial enzyme solution, final supernatant, washing supernatants, and
CLEA suspension were used to calculate the following immobilization parameters: immobilization
yield (IY), recovered activity (RA), and global yield (GY) using the following equations:

IY =
Ai − (A super + Awashes

)
Ai

× 100 (1)

RA =
ADerivative

Ai − (A super + Awashes

) × 100 (2)

GY =
Aderivative

Ai
× 100 (3)

where Ai is the initial activity; ADerivative is the activity of the CLEAs, Asuper is the activity of the
supernatant and Awashes is the activity of the washing supernatants.

3.2. Preparation of Porous Magnetic CLEAs (pm-CLEAs)

Porous magnetic CLEAs (pm-CLEAs) were prepared by the general procedure described above
but adding to the enzyme solution SMNPs and soluble starch as pore forming agent. In the precipitation
step, 3.0 mL of ethanol were added to 1 mL of a homogeneous mixture containing PPL (5.0 mg of
protein mL−1), protein feeder/additive (7.5 mg of BSA or soy protein and 7.5 mg of SMNPs), and
soluble starch (0.2%, 0.4%, 0.6%, 0.8% and 1.0%, w/v) prepared in 5.0 mM sodium phosphate buffer
(pH 7.0). The mixture was maintained at 4 ◦C in an orbital shaker stirred at 150 rpm for 30 min. After,
glutaraldehyde (5 µmoles of glutaraldehyde/mg total protein) was added and the crosslinking step
proceeded for 2.5 h. The precipitate was recovered by magnetic separation, washed, and resuspended
in 3.0 mL of 5 mM phosphate buffer (pH 7.0). A volume of 100 µL α-amylase was added and the
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suspension was incubated at 25 ◦C for 2 h in order to hydrolyze starch into dextrins, maltose and
glucose, which can be easily washed away [42]. After this time, the CLEAs were recovered by magnetic
separation, resuspended in 1.0 mL of phosphate buffer (5.0 mM, pH 7.0), and stored at 4 ◦C. Hydrolytic
activities were measured to calculate the immobilization parameters, as described above.

3.3. Protein Assay

Protein concentration was determined by Bradford’s method [70], using bovine serum albumin
(BSA) as standard protein.

3.4. Standard Activity Assay

Hydrolytic activity was measured according to Beisson et al. [71] with minor modifications.
Briefly, a volume of 100 µL of enzymatic solution (or resuspended CLEA) was added into a mixture
of 1.5 mL of tributyrin, 6.0 mL of 100 mM sodium phosphate buffer (pH 7.5) and 16.5 mL of distilled
water. The hydrolytic reaction was carried out at 37 ◦C, stirred at 500 rpm for 5 min. The tributyrin
hydrolysis was monitored in a Titrino 907 titrator (Metrohm, Herisau, Switzerland) using a 20 mM
KOH solution to keep the pH of reaction at 7.5. The hydrolytic activity was calculated considering the
consumption of KOH to neutralize the butyric acid released in the reaction medium. One tributyrin
unit (TBU) was defined as the amount of enzyme required to release 1 µmol of butyric acid per minute
under the conditions described.

3.5. Chemical or Physical Modification of the Lipase Surface

In some instances, before the precipitation step, PPL was incubated with polyethyleneimine (PEI,
oligomer mixture with an average Mn of 423) and/or dodecyl aldehyde.

The treatment with PEI was performed according to Wilson et al. [49], adding 50 µL of PEI solution
(100 mg mL−1) in a homogeneous PPL solution (5 mg mL−1) prepared in 5 mM phosphate buffer (final
pH 7.0). The reaction medium was incubated at 25 ◦C and stirred at 150 rpm for 60 min. At the end,
the enzyme solution was dialyzed in a dialysis tubing cellulose membrane (typical molecular weight
cut-off of 14 kDa) at 4 ◦C for 16 h against excess of water to remove excess of surface modifying agent.

For the treatment with dodecyl aldehyde, 181 µL of this aldehyde solution (831 mg mL−1) were
added to 30 mL of a PPL solution (5 mg mL−1) prepared in 100 mM sodium carbonate buffer (pH 10.0)
to give a dodecyl aldehyde:PPL mass ratio of 1:1. The solution was incubated at 25 ◦C under 150 rpm
stirring for 180 min. In this case, both non-modified PPL and PPL treated with PEI were modified with
dodecyl aldehyde. After, sodium borohydride (1 mg mL-1 solution) was added to the solution and the
reaction proceeded for 30 min. At the end, the enzyme solution was dialyzed at 4 ◦C for 16 h against
excess of water to remove excess of surface modifying and reducing agents.

The enzyme surface modification was evaluated by the colorimetric TNBS method [72]. Solutions
of 0.1% (v/v) TNBS containing modified and non-modified PPL (0.01 mg mL−1) were prepared in
100 mM sodium borate pH 9.0 and incubated at 25 ◦C for 30 min. After, the absorbance was measured
at 420 nm and it was related to amino group concentration using a standard curve constructed with
glycine as standard amino acid (Figure S1).

3.6. Characterization of Free and Immobilized PPL

Effect of pH and Temperature on PPL Hydrolytic Activity and Thermal Stability

The enzymatic activity of immobilized or free enzyme was determined at different pH values
and 37 ◦C, using 100 mM of different buffers: sodium acetate at pH 5.0, sodium phosphate at pH
values from 6.0 to 8.0 or sodium carbonate at pH 9.0 and 10.0. A blank solution at same conditions
(but without enzyme) was utilized to discount acid or alkaline chemical hydrolyses.
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To determinate the optimum activity temperature of free or immobilized lipase, the enzymatic
activity was measured using 100 mM sodium phosphate at pH 7.5 in a temperature range from 10 to
70 ◦C.

For stability assays, free and immobilized PPL were incubated at 40 ◦C and 100 mM phosphate
buffer pH 8.0 for 10 h under 500 rpm stirring. At regular time intervals, samples were withdrawn for
measurement of hydrolytic activity.

3.7. Determination of Effectiveness Factor

Initial reaction rates were measured at 40 ◦C and pH 7.5 using different tributyrin concentrations
(19.28, 38.35, 57.2, 112.5, 217.9, and 284.4 mM) for free and immobilized PPL. Effectiveness factor (η)
for each form of PPL and tributyrin concentration was determined using the following equation:

η =
Vimm

Vfree
(4)

where, Vimm and Vfree are the rates of the reaction catalyzed by the same amount of enzyme (free PPL
and CLEAs of PPL, respectively).

3.8. Biocatalyst Reuse in Hydrolysis of Tributyrin

The performance of free PPL and pm-SP-CLEA was evaluated in the hydrolysis of a 74.2 mM
tributyrin solution at 37 ◦C and pH 7.5 for 4 h under stirring at 500 rpm. The reaction medium
was composed by 6 mL sodium phosphate buffer (100 mM, pH 7.5), 16.5 mL distilled water, 0.5 mL
tributyrin, and an enzyme load of 70 TBU/g tributyrin (for free and immobilized PPL).

Reuse assays were carried out at the same conditions above using pm-SP-CLEAs as biocatalyst.
Between each cycle, the CLEAs were recovered by magnetic separation and washed with
distilled water.

3.9. Scanning Electron Microscopy with Field Emission Gun (SEM-FEG) of PPL CLEAs

The surface morphology of the CLEAs and pm-CLEAs was studied by scanning electron
microscopy with field emission gun (SEM-FEG) using a JEOL JSM6701F (Germany) electron microscope
operated at 2 kV. The samples were impregnated with silicon and dried in a desiccator for 24 h before
being scanned under vacuum.

3.10. Statistical Analysis

All experiments were performed in triplicate. The results were expressed as an average ± standard
deviation (σ). Analyses of variance between averages were performed by Tukey test at 5% significance.

4. Conclusions

The co-aggregation of porcine pancreas lipase (PPL) with protein feeder (mainly soy protein) and
silica magnetic nanoparticles activated with amino groups, using starch as pore-making agent, yielded
porous magnetic CLEAs (pm-CLEAs) of PPL with high retained activity (around 80% recovered
activity) and high effectiveness factor (up to 60% of the equivalent free activity) due to their porous
structures. The pm-CLEAs were high stable (around 80% of retained activity after 10 h at 40 ◦C and
pH 8.0) and easily separated by an external magnetic field, thus avoiding the formation of large clusters
conventionally observed by centrifugation separation, which can aggravate mass transfer problems in
the compacted CLEA structures. Besides, porous magnetic CLEAs co-aggregated with soy protein and
magnetic nanoparticles (pm-SP-CLEAs) showed good performance and reusability in the hydrolysis of
tributyrin for five 4h-batches. The use of magnetic nanoparticles can permit to immobilize the enzyme
on its surface providing some extra-rigidification via multipoint covalent attachment [73], also may
produce some order in the immobilized molecules that can provide some advantages [74].



Molecules 2018, 23, 2993 17 of 21

Supplementary Materials: The following are available online at http://www.mdpi.com/1420-3049/23/11/2993/
s1.

Author Contributions: J.R.G. performed all experimental assays; R.d.L.C.G., R.F.-L. and P.W.T. design and
supervise all experiments, as well as write/revise the manuscript with help of J.R.G. as part of his Master in
Chemical Engineering. All authors have given approval to the final version of the manuscript.

Funding: This work was financed by São Paulo Research Foundation (FAPESP, grant #2016/10636-8), National
Council for Scientific and Technology Development (CNPq, grant #405889/2016-0), and in part by the Coordenação
de Aperfeiçoamento de Pessoal de Nível Superior—Brasil (CAPES), Finance Code 001. We also gratefully recognize
all support from the Project CTQ2017-86170-R (MINECO, Spain).

Acknowledgments: The authors thank Cristiane Sanchez Farinas and Viviane Faria Soares from Embrapa
Instrumentação São Carlos (São Carlos, Brazil) for the SEM-FEG analyses and LNF Latino Americana (Bento
Gonçalves, Brazil) for providing the α-amylase BAN 480L from Novozymes A/S.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Castro, H.F.; Mendes, A.A.; Santos, J.C.; Aguiar, C.L. Modificação de óleos e gorduras por biotransformação.
Quim. Nova 2004, 27, 146–156. [CrossRef]

2. Jaeger, K.E.; Eggert, T. Lipases for biotechnology. Curr. Opin. Biotechnol. 2002, 13, 390–397. [CrossRef]
3. Kapoor, M.; Gupta, M.N. Lipase promiscuity and its biochemical applications. Process Biochem. 2012, 47,

555–569. [CrossRef]
4. Sharma, R.; Chisti, Y.; Banerjee, U.C. Production, purification, characterization, and applications of lipases.

Biotechnol. Adv. 2001, 19, 627–662. [CrossRef]
5. He, W.S.; Zhu, H.; Chen, Z.Y. Plant Sterols: Chemical and enzymatic structural modifications and effects on

their cholesterol-lowering activity. J. Agric. Food Chem. 2018, 66, 3047–3062. [CrossRef] [PubMed]
6. Hasan, F.; Shah, A.A.; Hameed, A. Industrial applications of microbial lipases. Enzyme Microb. Technol. 2006,

39, 235–251. [CrossRef]
7. Jamil, F.; Al-Haj, L.; Al-Muhtaseb, A.H.; Al-Hinai, M.A.; Baawain, M.; Rashid, U.; Ahmad, M.N.M. Current

scenario of catalysts for biodiesel production: A critical review. Rev. Chem. Eng. 2018, 34, 267–297. [CrossRef]
8. Mendes, A.A.; Oliveira, P.C.; Castro, H.F. Properties and biotechnological applications of porcine pancreatic

lipase. J. Mol. Catal. B Enzym. 2012, 78, 119–134. [CrossRef]
9. Pandey, A.; Benjamin, S.; Soccol, C.R.; Nigam, P.; Krieger, N.; Soccol, V.T. The realm of microbial lipases in

biotechnology. Biotechnol. Appl. Biochem. 1999, 29, 119–131. [PubMed]
10. SÁ, A.G.A.; Meneses, A.C.; Araújo, P.H.H.; Oliveira, D. A review on enzymatic synthesis of aromatic esters

used as flavor ingredients for food, cosmetics and pharmaceuticals industries. Trends Food Sci. Technol. 2017,
69, 95–105. [CrossRef]

11. Sarmah, N.; Revathi, D.; Sheelu, G.; Yamuna Rani, K.; Sridhar, S.; Mehtab, V.; Sumana, C. Recent advances
on sources and industrial applications of lipases. Biotechnol. Prog. 2018, 34, 5–28. [CrossRef] [PubMed]

12. Talekar, S.; Shah, V.; Patil, S.; Nimbalkar, M. Porous cross-linked enzyme aggregates (p-CLEAs) of
Saccharomyces cerevisiae invertase. Catal. Sci. Technol. 2012, 2, 1575–1579. [CrossRef]

13. Byun, H.G.; Eom, T.K.; Jung, W.K.; Kim, S.K. Lipase catalyzed production of monoacylglycerols by the
esterification of fish oil fatty acids with glycerol. Biotechnol. Bioprocess Eng. 2007, 12, 491–496. [CrossRef]

14. Caballero, V.; Bautista, F.M.; Campelo, J.M.; Luna, D.; Marinas, J.M.; Romero, A.A.; Hidalgo, J.M.; Luque, R.;
Macario, A.; Giordano, G. Sustainable preparation of a novel glycerol-free biofuel by using pig pancreatic
lipase: Partial 1,3-regiospecific alcoholysis of sunflower oil. Process Biochem. 2009, 44, 334–342. [CrossRef]

15. Ramos, M.D.; Miranda, L.P.; Giordano, R.L.C.; Fernandez-Lafuente, R.; Kopp, W.; Tardioli, P.W.
1,3-Regiospecific ethanolysis of soybean oil catalyzed by crosslinked porcine pancreas lipase aggregates.
Biotechnol. Prog. 2018, 34, 910–920. [CrossRef] [PubMed]

16. Vescovi, V.; Santos, J.B.C.; Tardioli, P.W. Porcine pancreatic lipase hydrophobically adsorbed on octyl-silica:
A robust biocatalyst for syntheses of xylose fatty acid esters. Biocatal. Biotransform. 2017, 35, 298–305.
[CrossRef]

http://www.mdpi.com/1420-3049/23/11/2993/s1
http://www.mdpi.com/1420-3049/23/11/2993/s1
http://dx.doi.org/10.1590/S0100-40422004000100025
http://dx.doi.org/10.1016/S0958-1669(02)00341-5
http://dx.doi.org/10.1016/j.procbio.2012.01.011
http://dx.doi.org/10.1016/S0734-9750(01)00086-6
http://dx.doi.org/10.1021/acs.jafc.8b00059
http://www.ncbi.nlm.nih.gov/pubmed/29521096
http://dx.doi.org/10.1016/j.enzmictec.2005.10.016
http://dx.doi.org/10.1515/revce-2016-0026
http://dx.doi.org/10.1016/j.molcatb.2012.03.004
http://www.ncbi.nlm.nih.gov/pubmed/10075908
http://dx.doi.org/10.1016/j.tifs.2017.09.004
http://dx.doi.org/10.1002/btpr.2581
http://www.ncbi.nlm.nih.gov/pubmed/29086509
http://dx.doi.org/10.1039/c2cy20304a
http://dx.doi.org/10.1007/BF02931345
http://dx.doi.org/10.1016/j.procbio.2008.11.015
http://dx.doi.org/10.1002/btpr.2636
http://www.ncbi.nlm.nih.gov/pubmed/29693317
http://dx.doi.org/10.1080/10242422.2017.1335717


Molecules 2018, 23, 2993 18 of 21

17. DiCosimo, R.; McAuliffe, J.; Poulose, A.J.; Bohlmann, G. Industrial use of immobilized enzymes. Chem. Soc.
Rev. 2013, 42, 6437–6474. [CrossRef] [PubMed]

18. Adlercreutz, P. Immobilisation and application of lipases in organic media. Chem. Soc. Rev. 2013, 42,
6406–6436. [CrossRef] [PubMed]

19. Barbosa, O.; Torres, R.; Ortiz, C.; Berenguer-Murcia, Á.; Rodrigues, R.C.; Fernandez-Lafuente, R.
Heterofunctional supports in enzyme immobilization: From traditional immobilization protocols to
opportunities in tuning enzyme properties. Biomacromolecules 2013, 14, 2433–2462. [CrossRef] [PubMed]

20. Garcia-Galan, C.; Berenguer-Murcia, Á.; Fernandez-Lafuente, R.; Rodrigues, R.C. Potential of different
enzyme immobilization strategies to improve enzyme performance. Adv. Synth. Catal. 2011, 353, 2885–2904.
[CrossRef]

21. Mateo, C.; Palomo, J.M.; Fernandez-Lorente, G.; Guisan, J.M.; Fernandez-Lafuente, R. Improvement of
enzyme activity, stability and selectivity via immobilization techniques. Enzyme Microb. Technol. 2007, 40,
1451–1463. [CrossRef]

22. Rodrigues, R.C.; Ortiz, C.; Berenguer-Murcia, Á.; Torres, R.; Fernández-Lafuente, R. Modifying enzyme
activity and selectivity by immobilization. Chem. Soc. Rev. 2013, 42, 6290–6307. [CrossRef] [PubMed]

23. Santos, J.C.S.; Barbosa, O.; Ortiz, C.; Berenguer-Murcia, A.; Rodrigues, R.C.; Fernandez-Lafuente, R.
Importance of the support properties for immobilization or purification of enzymes. ChemCatChem 2015, 7,
2413–2432. [CrossRef]

24. Sheldon, R.A.; van Pelt, S. Enzyme immobilisation in biocatalysis: Why, what and how. Chem. Soc. Rev. 2013,
42, 6223–6235. [CrossRef] [PubMed]

25. Xavier Malcata, F.; Reyes, H.R.; Garcia, H.S.; Hill, C.G.; Amundson, C.H. Immobilized lipase reactors for
modification of fats and oils-A review. J. Am. Oil Chem. Soc. 1990, 67, 890–910. [CrossRef]

26. Bastida, A.; Sabuquillo, P.; Armisen, P.; Fernández-Lafuente, R.; Huguet, J.; Guisán, J.M. A single
step purification, immobilization, and hyperactivation of lipases via interfacial adsorption on strongly
hydrophobic supports. Biotechnol. Bioeng. 1998, 58, 486–493. [CrossRef]

27. Cipolatti, E.P.; Pinto, M.C.C.; Robert, J.M.; Silva, T.P.; Beralto, T.C.; Santos, J.G.F.; Castro, R.P.V.;
Fernandez-Lafluente, R.; Manoel, E.A.; Pinto, J.C.; et al. Pilot-scale development of core-shell polymer
supports for the immobilization of recombinant lipase B from Candida antarctica and their application in the
production of ethyl esters from residual fatty acids. J. Appl. Polym. Sci. 2018, 46727, 1–13. [CrossRef]

28. Mendes, A.A.; Castro, H.F.; Andrade, G.S.S.S.; Tardioli, P.W.; Giordano, R.D.L.C. Preparation and application
of epoxy-chitosan/alginate support in the immobilization of microbial lipases by covalent attachment.
React. Funct. Polym. 2013, 73, 160–167. [CrossRef]

29. Palomo, J.M.; Muñoz, G.; Fernández-Lorente, G.; Mateo, C.; Fernández-Lafuente, R.; Guisán, J.M. Interfacial
adsorption of lipases on very hydrophobic support (octadecyl–Sepabeads): Immobilization, hyperactivation
and stabilization of the open form of lipases. J. Mol. Catal. B Enzym. 2002, 19, 279–286. [CrossRef]

30. Paula, A.V.; Urioste, D.; Santos, J.C.; Castro, H.F. Porcine pancreatic lipase immobilized on
polysiloxane–polyvinyl alcohol hybrid matrix: Catalytic properties and feasibility to mediate synthesis of
surfactants and biodiesel. J. Chem. Technol. Biotechnol. 2007, 82, 281–288. [CrossRef]

31. Rios, N.S.; Pinheiro, M.P.; Lima, M.L.B.; Freire, D.M.G.; Silva, I.J.; Rodríguez-Castellón, E.; Sant’Ana, H.B.;
Macedo, A.C.; Gonçalves, L.R.B. Pore-expanded SBA-15 for the immobilization of a recombinant Candida
antarctica lipase B: Application in esterification and hydrolysis as model reactions. Chem. Eng. Res. Des. 2018,
129, 12–24. [CrossRef]

32. Vescovi, V.; Giordano, R.L.C.; Mendes, A.A.; Tardioli, P.W. Immobilized lipases on functionalized silica
particles as potential biocatalysts for the synthesis of fructose oleate in an organic solvent/water system.
Molecules 2017, 22, 212. [CrossRef] [PubMed]

33. Brady, L.; Brzozowski, A.M.; Derewenda, Z.S.; Dodson, E.; Dodson, G.; Tolley, S.; Turkenburg, J.P.;
Christiansen, L.; Huge-Jensen, B.; Norskov, L.; et al. A serine protease triad forms the catalytic centre
of a triacylglycerol lipase. Nature 1990, 343, 767. [CrossRef] [PubMed]

34. Miled, N.; Beisson, F.; Caro, J.; Caro, A.; Arondel, V.; Verger, R. Interfacial catalysis by lipases. J. Mol. Catal.
B Enzym. 2001, 11, 165–171. [CrossRef]

http://dx.doi.org/10.1039/c3cs35506c
http://www.ncbi.nlm.nih.gov/pubmed/23436023
http://dx.doi.org/10.1039/c3cs35446f
http://www.ncbi.nlm.nih.gov/pubmed/23403895
http://dx.doi.org/10.1021/bm400762h
http://www.ncbi.nlm.nih.gov/pubmed/23822160
http://dx.doi.org/10.1002/adsc.201100534
http://dx.doi.org/10.1016/j.enzmictec.2007.01.018
http://dx.doi.org/10.1039/C2CS35231A
http://www.ncbi.nlm.nih.gov/pubmed/23059445
http://dx.doi.org/10.1002/cctc.201500310
http://dx.doi.org/10.1039/C3CS60075K
http://www.ncbi.nlm.nih.gov/pubmed/23532151
http://dx.doi.org/10.1007/BF02541845
http://dx.doi.org/10.1002/(SICI)1097-0290(19980605)58:5&lt;486::AID-BIT4&gt;3.0.CO;2-9
http://dx.doi.org/10.1002/app.46727
http://dx.doi.org/10.1016/j.reactfunctpolym.2012.08.023
http://dx.doi.org/10.1016/S1381-1177(02)00178-9
http://dx.doi.org/10.1002/jctb.1669
http://dx.doi.org/10.1016/j.cherd.2017.10.032
http://dx.doi.org/10.3390/molecules22020212
http://www.ncbi.nlm.nih.gov/pubmed/28146090
http://dx.doi.org/10.1038/343767a0
http://www.ncbi.nlm.nih.gov/pubmed/2304552
http://dx.doi.org/10.1016/S1381-1177(00)00041-2


Molecules 2018, 23, 2993 19 of 21

35. Schmid, R.D.; Verger, R. Lipases: Interfacial enzymes with attractive applications. Angew. Chem. Inst. Ed.
1998, 37, 1608–1633. [CrossRef]

36. Verger, R. Interfacial activation’ of lipases: Facts and artifacts. Trends Biotechnol. 1997, 15, 32–38. [CrossRef]
37. Manoel, E.A.; Santos, J.C.S.; Freire, D.M.G.; Rueda, N.; Fernandez-Lafuente, R. Immobilization of lipases on

hydrophobic supports involves the open form of the enzyme. Enzyme Microb. Technol. 2015, 71. [CrossRef]
[PubMed]

38. Cao, L.; Rantwijk, F.; Sheldon, R.A. Cross-Linked enzyme aggregates: A simple and effective method for the
immobilization of Penicillin Acylase. Org. Lett. 2000, 2, 1361–1364. [CrossRef] [PubMed]

39. Mateo, C.; Palomo, J.M.; Langen, L.M.; Rantwijk, F.; Sheldon, R.A. A new, mild cross-linking methodology to
prepare cross-linked enzyme aggregates. Biotechnol. Bioeng. 2004, 86, 273–276. [CrossRef] [PubMed]

40. Wilson, L.; Illanes, A.; Pessela, B.C.C.; Abian, O.; Fernández-Lafuente, R.; Guisán, J.M. Encapsulation of
crosslinked penicillin G acylase aggregates in lentikats: Evaluation of a novel biocatalyst in organic media.
Biotechnol. Bioeng. 2004, 86, 558–562. [CrossRef] [PubMed]

41. Magro, L.; Hertz, P.F.; Fernandez-Lafuente, R.; Klein, M.P.; Rodrigues, R.C. Preparation and characterization
of a Combi-CLEAs from pectinases and cellulases: A potential biocatalyst for grape juice clarification.
RSC Adv. 2016, 6, 27242–27251. [CrossRef]

42. Kim, M.H.; Park, S.; Kim, Y.H.; Won, K.; Lee, S.H. Immobilization of formate dehydrogenase from Candida
boidinii through cross-linked enzyme aggregates. J. Mol. Catal. B Enzym. 2013, 97, 209–214. [CrossRef]

43. López-Gallego, F.; Betancor, L.; Hidalgo, A.; Alonso, N.; Fernández-Lafuente, R.; Guisán, J.M. Co-aggregation
of Enzymes and Polyethyleneimine: A simple method to prepare stable and immobilized derivatives of
glutaryl acylase. Biomacromolecules 2005, 6, 1839–1842. [CrossRef] [PubMed]

44. Samoylova, Y.V.; Sorokina, K.N.; Piligaev, A.V.; Parmon, V.N. Preparation of stable cross-linked enzyme
aggregates (CLEAs) of a Ureibacillus thermosphaericus esterase for application in malathion removal from
wastewater. Catalysts 2018, 8, 154. [CrossRef]

45. Cui, J.D.; Liu, R.L.; Li, L.B. A facile technique to prepare cross-linked enzyme aggregates of bovine pancreatic
lipase using bovine serum albumin as an additive. Korean J. Chem. Eng. 2016, 33, 610–615. [CrossRef]

46. Guauque Torres, M.P.; Foresti, M.L.; Ferreira, M.L. Effect of different parameters on the hydrolytic activity of
cross-linked enzyme aggregates (CLEAs) of lipase from Thermomyces lanuginosa. Biochem. Eng. J. 2013, 72,
18–23. [CrossRef]

47. Mafra, A.C.O.; Beltrame, M.B.; Ulrich, L.G.; Giordano, R.L.C.; Ribeiro, M.P.A.; Tardioli, P.W. Combined
CLEAs of invertase and soy protein for economically feasible conversion of sucrose in a fed-batch reactor.
Food Bioprod. Process. 2018, 110, 145–157. [CrossRef]

48. Mahmod, S.S.; Yusof, F.; Jami, M.S.; Khanahmadi, S. Optimizing the preparation conditions
and characterization of a stable and recyclable cross-linked enzyme aggregate (CLEA)-protease.
Bioresour. Bioprocess. 2016. [CrossRef]

49. Tirunagari, H.; Basetty, S.; Rode, H.B.; Fadnavis, N.W. Crosslinked enzyme aggregates (CLEA) of phytase
with soymilk proteins. J. Biotechnol. 2018, 282, 67–69. [CrossRef] [PubMed]

50. Gupta, K.; Jana, A.K.; Kumar, S.; Jana, M.M. Solid state fermentation with recovery of Amyloglucosidase
from extract by direct immobilization in cross linked enzyme aggregate for starch hydrolysis. Biocatal. Agric.
Biotechnol. 2015, 4, 486–492. [CrossRef]

51. Wilson, L.; Fernández-Lorente, G.; Fernández-Lafuente, R.; Illanes, A.; Guisán, J.M.; Palomo, J.M. CLEAs of
lipases and poly-ionic polymers: A simple way of preparing stable biocatalysts with improved properties.
Enzyme Microb. Technol. 2006, 39, 750–755. [CrossRef]

52. Araujo-Silva, R.; Mafra, A.; Rojas, M.; Kopp, W.; Giordano, R.; Fernandez-Lafuente, R.; Tardioli, P. Maltose
production using starch from cassava bagasse catalyzed by cross-linked β-amylase aggregates. Catalysts
2018, 8, 170. [CrossRef]

53. Cruz, J.; Barbosa, O.; Rodrigues, R.C.; Fernandez-Lafuente, R.; Torres, R.; Ortiz, C. Optimized preparation
of CALB-CLEAs by response surface methodology: The necessity to employ a feeder to have an effective
crosslinking. J. Mol. Catal. B Enzym. 2012, 80, 7–14. [CrossRef]

http://dx.doi.org/10.1002/(SICI)1521-3773(19980703)37:12&lt;1608::AID-ANIE1608&gt;3.0.CO;2-V
http://dx.doi.org/10.1016/S0167-7799(96)10064-0
http://dx.doi.org/10.1016/j.enzmictec.2015.02.001
http://www.ncbi.nlm.nih.gov/pubmed/25765310
http://dx.doi.org/10.1021/ol005593x
http://www.ncbi.nlm.nih.gov/pubmed/10814447
http://dx.doi.org/10.1002/bit.20033
http://www.ncbi.nlm.nih.gov/pubmed/15083507
http://dx.doi.org/10.1002/bit.20107
http://www.ncbi.nlm.nih.gov/pubmed/15129439
http://dx.doi.org/10.1039/C6RA03940E
http://dx.doi.org/10.1016/j.molcatb.2013.08.020
http://dx.doi.org/10.1021/bm050088e
http://www.ncbi.nlm.nih.gov/pubmed/16004417
http://dx.doi.org/10.3390/catal8040154
http://dx.doi.org/10.1007/s11814-015-0190-z
http://dx.doi.org/10.1016/j.bej.2012.12.010
http://dx.doi.org/10.1016/j.fbp.2018.05.006
http://dx.doi.org/10.1186/s40643-015-0081-5
http://dx.doi.org/10.1016/j.jbiotec.2018.07.003
http://www.ncbi.nlm.nih.gov/pubmed/29981446
http://dx.doi.org/10.1016/j.bcab.2015.07.007
http://dx.doi.org/10.1016/j.enzmictec.2005.12.011
http://dx.doi.org/10.3390/catal8040170
http://dx.doi.org/10.1016/j.molcatb.2012.04.013


Molecules 2018, 23, 2993 20 of 21

54. Mafra, A.C.O.; Kopp, W.; Beltrame, M.B.; Giordano, R.L.C.; Ribeiro, M.P.A.; Tardioli, P.W.; Lima Camargo
Giordano, R.; Arruda Ribeiro, M.P.; Tardioli, P.W. Diffusion effects of bovine serum albumin on cross-linked
aggregates of catalase. J. Mol. Catal. B Enzym. 2016, 133, 107–116. [CrossRef]

55. Shah, S.; Sharma, A.; Gupta, M.N. Preparation of cross-linked enzyme aggregates by using bovine serum
albumin as a proteic feeder. Anal. Biochem. 2006, 351, 207–213. [CrossRef] [PubMed]

56. Cui, J.D.; Jia, S.R. Optimization protocols and improved strategies of cross-linked enzyme aggregates
technology: Current development and future challenges. Crit. Rev. Biotechnol. 2015, 35, 15–28. [CrossRef]
[PubMed]

57. Wang, M.; Jia, C.; Qi, W.; Yu, Q.; Peng, X.; Su, R.; He, Z. Porous-CLEAs of papain: Application to enzymatic
hydrolysis of macromolecules. Bioresour. Technol. 2011, 102, 3541–3545. [CrossRef] [PubMed]

58. Cui, J.; Lin, T.; Feng, Y.; Tan, Z.; Jia, S. Preparation of spherical cross-linked lipase aggregates with improved
activity, stability and reusability characteristic in water-in-ionic liquid microemulsion. J. Chem. Technol.
Biotechnol. 2017, 92, 1785–1793. [CrossRef]

59. Jafari Khorshidi, K.; Lenjannezhadian, H.; Jamalan, M.; Zeinali, M. Preparation and characterization of
nanomagnetic cross-linked cellulase aggregates for cellulose bioconversion. J. Chem. Technol. Biotechnol. 2016,
91, 539–546. [CrossRef]

60. Kopp, W.; Costa, T.P.; Pereira, S.C.; Jafelicci, M.; Giordano, R.C.; Marques, R.F.C.; Araújo-Moreira, F.M.;
Giordano, R.L.C. Easily handling penicillin G acylase magnetic cross-linked enzymes aggregates: Catalytic
and morphological studies. Process Biochem. 2014, 49, 38–46. [CrossRef]

61. Kumar, V.V.; Sivanesan, S.; Cabana, H. Magnetic cross-linked laccase aggregates—Bioremediation tool for
decolorization of distinct classes of recalcitrant dyes. Sci. Total Environ. 2014, 487, 830–839. [CrossRef]
[PubMed]

62. Peirce, S.; Russo, M.E.; Isticato, R.; Fernández-Lafuente, R.; Salatino, P.; Marzocchella, A. Structure and
activity of magnetic cross-linked enzyme aggregates of bovine carbonic anhydrase as promoters of enzymatic
CO2 capture. Biochem. Eng. J. 2017, 127, 188–195. [CrossRef]

63. Guauque Torres, M.P.; Foresti, M.L.; Ferreira, M.L. CLEAs of Candida antarctica lipase B (CALB) with a
bovine serum albumin (BSA) cofeeder core: Study of their catalytic activity. Biochem. Eng. J. 2014, 90, 36–43.
[CrossRef]

64. Rhim, J.W.; Gennadiosb, A.; Wellerc, C.L.; Cezeiratd, C.; Hanna, M.A. Soy protein isolate–dialdehyde starch
films. Ind. Crops Prod. 1998, 8, 195–203. [CrossRef]

65. Hermoso, J.; Pignol, D.; Kerfelec, B.; Crenon, I.; Chapus, C.; Fontecilla-camps, J.C. Lipase activation by
nonionic detergents. J. Biol. Chem. 1996, 271, 18007–18016. [CrossRef] [PubMed]

66. Dalal, S.; Kapoor, M.; Gupta, M.N. Preparation and characterization of combi-CLEAs catalyzing multiple
non-cascade reactions. J. Mol. Catal. B Enzym. 2007, 44, 128–132. [CrossRef]

67. Hirata, D.B.; Albuquerque, T.L.; Rueda, N.; Virgen-Ortíz, J.J.; Tacias-Pascacio, V.G.; Fernandez-Lafuente, R.
Evaluation of different immobilized lipases in transesterification reactions using tributyrin: Advantages of
the heterofunctional octyl agarose beads. J. Mol. Catal. B Enzym. 2016, 133, 117–123. [CrossRef]

68. Hirata, D.B.; Albuquerque, T.L.; Rueda, N.; Sánchez-Montero, J.M.; Garcia-Verdugo, E.; Porcar, R.;
Fernandez-Lafuente, R. Advantages of heterofunctional octyl supports: Production of 1,2-dibutyrin by
specific and selective hydrolysis of tributyrin catalyzed by immobilized lipases. Chem. Select 2016, 1,
3259–3270. [CrossRef]

69. Virgen-Ortíz, J.J.; Tacias-Pascacio, V.G.; Hirata, D.B.; Torrestiana-Sanchez, B.; Rosales-Quintero, A.;
Fernandez-Lafuente, R. Relevance of substrates and products on the desorption of lipases physically
adsorbed on hydrophobic supports. Enzyme Microb. Technol. 2017, 96, 30–35. [CrossRef] [PubMed]

70. Bradford, M.M. A rapid and sensitive method for the quantitation of microgram quantities of protein
utilizing the principle of protein-dye binding. Anal. Biochem. 1976, 72, 248–254. [CrossRef]

71. Beisson, F.; Tiss, A.; Rivière, C.; Verger, R. Methods for lipase detection and assay: A critical review. Eur. J.
Lipid Sci. Technol. 2000, 102, 133–153. [CrossRef]

72. Snyder, S.L.; Sobocinski, P.Z. An improved 2,4,6-trinitrobenzenesulfonic acid method for the determination
of amines. Anal. Biochem. 1975, 64, 284–288. [CrossRef]

http://dx.doi.org/10.1016/j.molcatb.2016.08.002
http://dx.doi.org/10.1016/j.ab.2006.01.028
http://www.ncbi.nlm.nih.gov/pubmed/16500610
http://dx.doi.org/10.3109/07388551.2013.795516
http://www.ncbi.nlm.nih.gov/pubmed/23886350
http://dx.doi.org/10.1016/j.biortech.2010.08.120
http://www.ncbi.nlm.nih.gov/pubmed/20863695
http://dx.doi.org/10.1002/jctb.5179
http://dx.doi.org/10.1002/jctb.4615
http://dx.doi.org/10.1016/j.procbio.2013.09.024
http://dx.doi.org/10.1016/j.scitotenv.2014.04.009
http://www.ncbi.nlm.nih.gov/pubmed/24785303
http://dx.doi.org/10.1016/j.bej.2017.08.014
http://dx.doi.org/10.1016/j.bej.2014.05.004
http://dx.doi.org/10.1016/S0926-6690(98)00003-X
http://dx.doi.org/10.1074/jbc.271.30.18007
http://www.ncbi.nlm.nih.gov/pubmed/8663362
http://dx.doi.org/10.1016/j.molcatb.2006.10.003
http://dx.doi.org/10.1016/j.molcatb.2016.08.008
http://dx.doi.org/10.1002/slct.201600274
http://dx.doi.org/10.1016/j.enzmictec.2016.09.010
http://www.ncbi.nlm.nih.gov/pubmed/27871382
http://dx.doi.org/10.1016/0003-2697(76)90527-3
http://dx.doi.org/10.1002/(SICI)1438-9312(200002)102:2&lt;133::AID-EJLT133&gt;3.0.CO;2-X
http://dx.doi.org/10.1016/0003-2697(75)90431-5


Molecules 2018, 23, 2993 21 of 21

73. Cipolatti, E.P.; Valério, A.; Henriques, R.O.; Moritz, D.E.; Ninow, J.L.; Freire, D.M.G.; Manoel, E.A.;
Fernandez-Lafuente, R.; De Oliveira, D. Nanomaterials for biocatalyst immobilization-state of the art
and future trends. RSC Adv. 2016, 6, 104675–104692. [CrossRef]

74. Baniukevic, J.; Hakki Boyaci, I.; Goktug Bozkurt, A.; Tamer, U.; Ramanavicius, A.; Ramanaviciene, A.
Magnetic gold nanoparticles in SERS-based sandwich immunoassay for antigen detection by well oriented
antibodies. Biosens. Bioelectron. 2013, 43, 281–288. [CrossRef] [PubMed]

Sample Availability: Samples of the compounds are not available from the authors.

© 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1039/C6RA22047A
http://dx.doi.org/10.1016/j.bios.2012.12.014
http://www.ncbi.nlm.nih.gov/pubmed/23334004
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results and Discussion 
	Influence of Co-Feeders in the Preparation of CLEAs 
	Treatment of PPL Surface 
	Preparation of Magnetic CLEAs Using Starch in the Aggregation and Crosslinking Steps 
	Influence of Time of Glutaraldehyde Treatment in the Preparation of PPL CLEAs 
	Selection of Additives for Preparation of PPL CLEAs Using 0.8% (w/v) Starch as Pore-Making Agent 
	Characterization of Free and Immobilized PPL 
	Determination of Effectiveness Factors 
	Evaluation of Tributyrin Hydrolysis and Biocatalyst Reuse 

	Materials and Methods 
	General Procedure of CLEA Preparation 
	Preparation of Porous Magnetic CLEAs (pm-CLEAs) 
	Protein Assay 
	Standard Activity Assay 
	Chemical or Physical Modification of the Lipase Surface 
	Characterization of Free and Immobilized PPL 
	Determination of Effectiveness Factor 
	Biocatalyst Reuse in Hydrolysis of Tributyrin 
	Scanning Electron Microscopy with Field Emission Gun (SEM-FEG) of PPL CLEAs 
	Statistical Analysis 

	Conclusions 
	References

