Figure S1

>LaSCL6 MNGMLSRTSGNSLPPAQLKHQILQSKTSPVQAQKRHCKSLSRSGGETEPTSVLDIRSPSPTSTLSSSLGGSSESAGAVAAVSGGLLCEAVSDGGGGGSGSGGAETLLLESSGKEAFNNGGGS TNSPARWYPNRGSSGGSGRE
GFGWRLNNGEQQPGGGGMLEGKSEVKKEEPQQQQQQQSRAEEWGPGCGGGPAGVMEDLESMLLESGAGAPDQSLMRVLLGETEDPKDLPPPQIKANTSGGSASAAHFEDPSTEPNFGDPVAFSFSSNNISDV IAPPQPAPPPSSFRAPYPTLSNQ
PQQQFISPPAPPPPPPPPPPFAYNAPIPTPFVPNAYHPEVLFSAPAVYGSNPAQHFGPDFPRFNVMASDPTRNNNNLLFDMPLPPAPKRFGLEHQLWQQTFKQQEYMNMMKPQHQQELLQSLQRRQQFLHQPPPPPPHHQQLRQKATVNTLKVES
SGAAAEEVQVIVEQLLKAAEAVELGNLDHAQATLARLNQHLSPLGKPLHRAAFYFKEALASRILNATASTTGGDNRNATGSGTGTSNISPLDMVHKISAYKSFSEASPLAQFAHFTANQALLEALDGAEATHI IDFETGLGGQWASFLQELAVKL
GGAPPVRLTALGTSASSSLELHLTRDNLCNFAKQLNVPFEFELLHLDRIESLTLREREAVAVNLSLLPSTFTSLDSTSRLLNLIKNLSPRAVVAVDAETTASAAATSPAASFVHHFLEALQFYSFMFDSLDAVNINMDAVHKTEKFLLAPKIDAT
ISSAAKPPWKTLFASAGFSPVAFSNFTETQAEYLIQRLHGRGFEVLKAHTALLLGWQGRPLVSATAWRCGPPP:
>AtU6-26-52 MNGMLSRTSGNSLPPAQLKHQILQSKTSPVQAQKRHCKSLSRSGGETEPTSVLDIRSPSPTSTLSSSLGGSSESAGAVAAVSGGLLCEAVSDGGGGGSGSGGAETLLLESSGKEAFNNGGGS TNSPARWYPNRGSSGGSGRE
GFGWRLNNGEQQPGGGGMLEGKSEVKKEEPQQQQQQQSRAEEWGPGCGGGPAGYMEDLESMLLESGAGAPDQSLMRWLLGETEDPKDLPPPQIKANTSGGSASAAHFEDPS IEPNFGDPVAFSFSSNNISDV IAPPQPAPPPSSFRAPYPTLSNQ
PQQQFISPPAPPPPPPPPPPFAYNAPIPTPFVPNAYHPEVLFSAPAVYGSNPAQHFGPDFPRFNNASDPTRNNNNLLFDVPLPPAPKRFGLEHQLWQQTFKQQEYMNVMKPQHQQEL LQSLQRRQQFLHQPPPPPPHHQQLRQKATVNNTLKVES
SGAAABEVQVIVEQLLKAAEAVELGNLDHAQATLARLNQHLSPLGKPLHRAAFYFKEALASRTLNATASTTGGDNRNATGSGTGTSNI SPLDMVHKISAYKSF SEASPLAQFAHF TANQALLEAL DGAEATHT IDFETGLGGQWASFLQELAVKL
GGAPPVRLTALGTSASSSLELHLTRDNLCNFAKQLNVPFEFELLHLDRIESLTLREREAVAVNLSLLPSTFTSLDSTSRLLNLIKNLSPRAVVAVDAETTASAAATSPAASFVHHFLEALQFYSFMFDSLDAVN INMDAVHKIEKFLLAPKIDAT
ISSAAKPPWKTLFASAGFSPVAFSNFTETQAEYLIQRLHGRGFEVLKAHTALLLGRQGRPLVSATAWRCGPPP
AtUB-26-59  MNGMLSRTSGNSLPPAQLKHQILQSKTSPVQAQKRHCKSLSRSGGETEPTSVLDIRSPSPTSTLSSSLGGSSESAGAVAAVSGGLLCEAVSDGGGGGSGSGGAETLLLESSGKEAFNNGGGSTNSPARWYPNRGSSGGSGRE
GFGWRLNNGEQQPGGGGMLECKSEVKKEEPQQAQQQQSRAEEWGPGCCGGPAGYMEDL ESMLLESGAGAPDQSLMRWLLGETEDPKDLPPPQIKANTSGGSASAAHFEDPSTEPNFGDPVAFSFSSNNISDV IAPPQPAPPPSSFRAPYPTLSNQ
PQQQFTSPPAPPPPPPPPPPFAYNAPIPTPFVPNAYHPEVLFSAPAVYGSNPAQHFGPDFPRFNMASDPTRNNNNLLFDVPLPPAPKRFGLEHQLWQQTFKQQE YMN\MKPQHQQEL LQSLQRRQQFLHQPPPPPPHHQQLRQKATVNNTLKVES
GAAAEEVQVIVEQLLKAAEAVELGNLDHAQATLARLNQHL SPLGKPLHRAAFYFKEALASRILNATASTTGGDNRNATGSGTGTSNISPLDMVHKISAYKSFSEASPLAQFAHF TANQALLEALDGAEATHI IDFEIGLGGQWASFLQELAVKL
GGAPPVRLTALGTSASSSLELHLTRDNLCNFAKQLNVPFEFELLHLDRIESLTLREREAVAVNLSLLPSTFTSLDSISRLLNLIKNLSPRAVVAVDAETTASAAATSPAASFVHHFLEALQFYSFMFDSLDAVNINVDAVHKTEKFLLAPKIDAT
TSSAAKPPWKTLFASAGFSPVAFSNFTETQAEYLIQRLHGRGFEVLKAHTALLLGWQGRPLVSATAWRCGPPP+
>AtU6-26-60 MNGMLSRTSGNSLPPAQLKHQILQSKTSPVQAQKRHCKSLSRSGGETEPTSVLDIRSPSPTSTLSSSLGGSSESAGAVAAVSGGLLCEAVSDGGGGGSGSGCAETLLLESSGKEAFNNGGGSTNSPARWYPNRGSSGGSGRE
GFGWRLNNGEQQPGGGGMLEGKSEVKKEEPQQQQQQQSRAEEWGPGCGGGPAGYMEDLESMLLESGAGAPDQSLMRVLLGETEDPKDLPPPQIKANTSGGSASAAHFEDPSTEPNFGDPVAFSFSSNNISDVIAPPQPAPPPSSFRAPYPTLSNQ
PQQQFISPPAPPPPPPPPPPFAYNAPIPTPFVPNAYHPEVLFSAPAVYGSNPAQHFGPDFPRFNNASDPTRNNNNLLFDVPLPPAPKRFGLEHQLWQQTFKQQE YMNVMKPQHQQEL LQSLQRRQQFLHQPPPPPPHHQQLRQKATVNNTLKVES
SGAAAEEVQVIVEQLLKAAEAVELGNLDHAQATLARLNQHLSPLGKPLHRAAFYFKEALASRILNATASTTGGDNRNATGSGTGTSNISPLDMVHKISAYKSFSEASPLAQFAHFTANQALLEALDGAEATHI IDFETGLGGQWASFLQELAVKL
GGAPPVRLTALGTSASSSLELHLTRDNLCNFAKQLNVPFEFELLHLDRIESLTLREREAVAVNLSLLPSTFTSLDSTSRLLNLIKNLSPRAVVAVDAETTASAAATSPAASFVHHFLEALQFYSFMFDSLDAVNINMDAVHKTEKFLLAPKIDAT
ISSAAKPPWKTLFASAGFSPVAFSNFTETQAEYLIQRLHGRGFEVLKAHTALLLGWQGRPLVSATAWRCGPPP
>Lal6-1-16  MNGMLSRTSGNSLPPAQLKHQILQSKTSPVQAQKRHCKSLSRSGGETEPTSVLDIRSPSPTSTLSSSLGGSSESAGAVAAVSGGLLCEAVSDGGGGGSGSGGAETLLLESSGKEAFNNGGGSTNSPARWYPNRGSSGGSGRE
GFGWRLNNGEQQPGGGGMLEGKSEVKKEEPQQQQQQQSRAEEWGPGCGGGPAGYMEDLESMLLESGAGAPDQSLMRWLLGETEDPKDLPPPQIKANTSGGSASAAHFEDPS IEPNFGDPVAFSFSSNNISDV IAPPQPAPPPSSFRAPYPTLSNQ
PQaar HQPPPPPPHHQQLRQKATVNNTLKVES
SGAAAEEVQVIVEQLLKAAEAVELGNLDHAQATLARLNQHLSPLGKPLHRAAFYFKEALASRTLNATASTTGGDNRNATGSGTGTSNI SPLDMVHKISAYKSFSEASPLAQFAHF TANQALLEAL DGAEATHT IDFETGLGGQWASFLQELAVKL
GGAPPVRLTALGTSASSSLELHLTRDNLCNFAKQLNVPFEFELLHLDRIESLTLREREAVAVNLSLLPSTFTSLDSTSRLLNLIKNLSPRAVVAVDAETTASAAATSPAASFVHHFLEALQFYSFMFDSLDAVNINMDAVHKTEKFLLAPKIDAT
ISSAAKPPWKTLFASAGFSPVAFSNFTETQAEYLIQRLHGRGFEVLKAHTALLLGRQGRPLVSATAWRCGPPP
Lal6-7-6  MNGMLSRTSGNSLPPAQLKHQILQSKTSPVQAQKRHCKSLSRSGGEIEPTSVLDIRSPSPTSTLSSSLGGSSESAGAVAAVSGGLLCEAVSDGGGGGSGSGGAETLLLESSGKEAFNNGGGSTNSPARWYPNRGSSGGSGRE
GFGWRLNNGEQQPGGGCMLECKSEVKKEEPQQAQQQQSRAEEWGPGCCGGPAGYMEDL ESMLLESGAGAPDQSLMRWLLGETEDPKDLPPPQIKANTSGGSASAAHFEDPSIEPNFGDPVAFSFSSNNISDV IAPPQPAPPPSSFRAPYPTLSNQ
PQaerl HQPPPPPPHHQQLRQKAIVNNTLKVES
SGAAABEVQVIVEQLLKAAEAVELGNLDHAQATLARLNQHLSPLGKPLHRAAFYFKEALASRILNATASTTGGDNRNATGSGTGTSNI SPLDMVHKISAYKSFSEASPLAQFAHF TANQALLEALDGAEA THI IDFETGLGGQWASFLQELAVKL
GGAPPVRLTALGTSASSSLELHLTRDNLCNFAKQLNVPFEFELLHLDRIESLTLREREAVAVNLSLLPSTFTSLDSISRLLNLIKNLSPRAVVAVDAETTASAAATSPAASFVHHFLEALQFYSFMFDSLDAVNINVDAVHKTEKFLLAPKIDAT
TSSAAKPPWKTLFASAGFSPVAFSNFTETQAEYLIQRLHGRGFEVLKAHTALLLGWQGRPLVSATAWRCGPPP+

Figure S1. Protein sequence after gene editing in LaSCL6. The red background in the
figure indicates an amino acid substitution, and the red dashed lines indicate deletion
segments of amino acid.




