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Figure S2. Pairwise sequence alignment of the partial 16S rRNA gene for the human
granulocytic anaplasmosis agent (GenBank U025211) and the 487-bp sequence obtained
in this study (OR623250). Identical nucleotides are marked with an asterisk and single-
nucleotide positions are indicated in grey. Bold-letter indicates nucleotide difference
compared to the reference genome.

U02521.1 TCCTGGCTCAGAACGAACGCTGGCGGCAAGCTTAACACATGCAAGTCGAACGGATTATTC 60
OR623250  mmmmmmm e e e emoo - 0
U02521.1 TTTATAGCTTGCTATAAAGAATAGT TAGTGGCAGACGGGTGAGTAATGCATAGGAATCTA 120
OR623250 -TTATAGCTTGCTATGAAGAATAATTAGTGGCAGACGGGTGAGTAATGCATAGGAATCTA 59
AR R R R R R RS R EEEEEEEEEEEEEEEEEE SRS RS EEEEEEREEREEREREREESESESS]
U02521.1 CCTAGTAGTATGGGATAGCCACTAGAAATGGTGGGTAATACTGTATAATCCCTGCGGGGG 180
OR623250 CCTAGTAGTATGGGATAGCCACTAGAAATGGTGGGTAATACTGTATAATCCCTGAGGGGG 119
Je kg %k gk K gk K gk vk e gk ke vk e vk ke vk ek ek de ok ek ek ek ek ek ek ek ko ke ke ke ok kk ok k ok ok ok ok ok ok
U02521.1 AAAGATTTATCGCTATTAGATGAGCCTATGTTAGATTAGCTAGTTGGTAGGGTAAAGGCC 240
OR623250 AAAGATTTATCGCTATTAGATGAGCCTATGTTAGATTAGCTAGTTGGTAGGGTAAAGGCC 179
Jeodk g ko vk ok ok k k ok sk ok sk ok sk sk ok ke ke ke e ke ke ok sk ok sk ok sk sk sk ok ok ok sk ok ke ok ke ok ok ok ke ke ke ke ok ke ko ko ko ok ke ok
U02521.1 TACCAAGGCGATGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGAT 300
OR623250 TACCAAGGCGATGATCTATAGCTGGCCTGAGAGGATGATCAGCCACACTGGAACTGAGAT 239
LB AR SR RS R RS REEREEREEEEEEEEIEEEEEEEEEEEREEREEREEREEEEEEEEEEESESESEESSE]
U02521.1 ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 360
OR623250 ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATCGGACAATGGGCGCAAGCCTG 299
LB RS R RS R R REEREE R R R RS RS RS EE R R R REEEEEEEEEEEEEEEEREESRESS]
U02521.1 ATCCAGCTATGCCGCGTGAGTGAGGAAGGCCTTAGGGTTGTAAAACTCTTTCAGTAGGGA 420
OR623250 ATCCAGCTATGCCGCGTGAGTGAGGAAGGCCTTAGGGTTGTAAAACTCTTTCAGTAGGGA 359
LB RS R R R EEEEERREERERER RS RS RS EEEEREREREREEEREEEEEEEEEEEEESRSESSE]
U02521.1 AGATAATGACGGTACCTACAGAAGAAGTCCCGGCAAACTCCGTGCCAGCAGCCGCGGTAA 480
OR623250 AGATAATGACGGTACCTACAGAAGAAGTCCCGGCAAACTCCGTGCCAGCAGCCGCGGTAA 419
IEE RS RS RS EEEEREEREREER RS RS RS RS R R R R REEE R R RS SRR REEREESEESS]
U02521.1 TACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTCGG 540
OR623250 TACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTCGG 479
LEE R E R EE RS EE RS EE RS R E RS RS RS RS R SRS R SRR REEEEEEEEREREREEREREEREESRESS]
U02521.1 TAAGTTAAAGGTGAAATGCCAGGGCTTAACCCTGGAGCTGCTTTTAATACTGCCAGACTA 600

OR623250 TAA G TA ssseiesses om0 S T 487
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