Table S1. Top 25 upregulated and top 25 downregulated genes in COAD.

Entraze ID P-value Log2(fold FDR
Symbol change)
CA1l 759 7.23E-56 -10.51 9.89E-54
OTOP2 92736 6.37E-131 -9.48 6.54E-127
AQP8 343 1.73E-49 -9.28 1.55E-47
ZGl6 653808 1.77E-42 -9.12 8.04E-41
CLCA4 22802 3.94E-42 -9.05 1.73E-40
TMIGD1 388364 9.76E-70 -8.95 3.78E-67
GUCA2B 2981 1.34E-81 -8.8 1.25E-78
CA4 762 3.86E-46 -8.72 2.48E-44
PYY 5697 5.85E-78 -8.68 4.29E-75
MS4A12 54860 7.77E-45 -8.52 4.40E-43
CD177 57126 6.82E-51 -7.86 6.83E-49
CA7 766 1.83E-85 -7.81 1.97E-82
GCG 2641 1.93E-64 -7.57 4.90E-62
CLDNS8 9073 6.80E-58 -7.48 1.07E-55
GUCA2A 2980 5.19E-51 -7.2 5.27E-49
BEST4 266675 5.87E-94 -6.96 1.10E-90
CDKN2BAS 100048912 3.02E-68 -6.67 1.03E-65
SCARA5 286133 8.51E-50 -6.32 7.97E-48
SCGN 10590 4.18E-66 -6.26 1.24E-63
SST 6750 1.47E-64 -6.07 3.77E-62
CA2 760 3.18E-54 -5.92 3.91E-52
ABCG2 9429 8.98E-63 -5.43 2.00E-60
TMEM72 643236 3.43E-63 -5.1 7.73E-61
OSTalpha 200931 2.80E-43 -4.95 1.38E-41
MMP7 4316 2.71E-50 7.11 2.61E-48
CST1 1469 9.23E-49 6.86 7.80E-47
KRT80 144501 3.77E-112 6.71 1.29E-108
CDH3 1001 3.04E-131 6.55 6.24E-127
CLDN2 9075 1.94E-34 5.96 4.42E-33
FOXQ1 94234 5.68E-76 5.86 3.43E-73
ETV4 2118 2.54E-104 5.47 7.46E-101
KRT23 25984 1.59E-23 5.46 1.50E-22
KIAA1199 57214 2.09E-79 5.45 1.65E-76
Cé6orf223 221416 1.14E-74 5.31 5.69E-72
CA9 768 3.88E-28 5.28 5.20E-27
GRIN2D 2906 1.10E-66 4.78 3.48E-64
CLDN1 9076 1.99E-76 4.76 1.24E-73
PRSS22 64063 7.41E-69 4.59 2.62E-66
MMP3 4314 1.39E-22 4.49 1.22E-21
GYLTL1B 120071 8.09E-48 4.23 6.29E-46
TRIM29 23650 1.66E-40 4.15 6.41E-39
LY6G6D 58530 1.99E-10 4 6.69E-10
VWA2 340706 4.33E-45 3.92 2.49E-43
NKD1 85407 1.45E-23 3.91 1.37E-22
KLK10 5655 4.27E-19 3.89 2.84E-18

MMP11 4320 3.25E-37 3.73 9.32E-36




NKD2 85409 1.30E-36 3.71 3.55E-35

TESC 54997 6.37E-29 3.69 9.09E-28

MMP1 4312 7.16E-19 3.64 4.67E-18

Table S2. Top Molecular and Cellular Functions generated using IPA based on the
top 25 upregulated and downregulated genes in COAD.

Name p-value range # Molecules
Cellular Movement 8.02E-03 - 3.35E-06 24
Molecular Transport 8.25E-03 - 5.44E-06 20
Protein Synthesis 6.02E-03 - 2.09E-07 9
Protein Degradation 6.02E-03 - 2.09E-07 8
Post-Translational Modification 2.50E-03 - 2.09E-07 5

Table S3. Main biomarkers application and target drugs, downloaded from IPA.

. Biomarker
Symbol Entrez Gene Name Location Type(s) Application(s) Drug(s)
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