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b & CGCGGATCCACAGCCTACTGATGATCAGTCGATGGAAAGAACAGTGGACACACAGT TTAACATGATGGACTATAGGACAGGACTGCTGCT
F & M E R T V D T Q F N MM D Y R T G L L L
91 TTTAACTATCTGCTGGGCAGGTGTTGATGGTCAGACTCTGACAGAATCTGAACCAGTGATTAAAAGGCCTGGAGAATC ACAGATTGAC
31 L T I €C WA 6 V D G Q T L T E sS E P V I KR P G E S|H R L T
H
181 CTGTACAGCCTCTGGATTCACATTCAGTGACTACAGTATGAACTGGAT CAGACAGGCTCCTGGAAAAAGACTGGAGTGGCTTGCTCTGAT
61 c T A S G F T F s D 4 S M N w I R Q A P G K R L E W L A L I
271 CAATAGTGCTAGTATCCACTACTCTCAGTCAGTCAAAGGCCGGTTTACCATCTCCAGAGACAACAGCAGACAGCAGGTGTATCTGCAGAT
91 N S A S h o H ¥ s Q S v K G R F T I s R D N S R Q Q Vv b 4 L Q M
361 GAACAGTCTGAAGACTGAAGATTCTGGTGTTTATTATTGTGCTCGAGATTGGCTGGGGTGCTTTGACTACTGGGGTAAAGGAACTTCAGT
121 N S L K T E D 8 G V Y Y € A R D WL G C F D Y W G K G T s V
451 CACCGTAACTTCAGAACAACCTACATCACCAACTGTGTTCCCTTTGATTAAATGCGAAGCTGGGCATG. ATAAAATCACTGTTGGTTG
151 T v T S E Q P T S P T V F P L I K € E A G H D K I T V G
— Cy1
541 TCTTGCAAGCAACTTCTTCCCAAATAGTCTGACTTTCAAGTGGACCGAGGCCAGTGGAACCATCCTGACCGCTCGTCAATATCCTACATC
181 L A S N F F P N S L T F K W T E A S G T : 2 L T A R Q 4 P T s
631 TATGAAAAACAACATTTATACAGGAGTCAGTTTGCTTGAAGTATCAAAGT CAGACTGGGATTCCAAGAAGTCCTTTCAATGTTCTGTGAC
211 M K N N I Y T G v s L L E V s K s D w D s K K S F Q C S v T
723 TCACGATACAGGCACCAA GTGTGAACGTGAAAAAGACTTCATTTGCTCCAGAGGTATCTTTGCTATCAGGGCCAAGAGGAGA CTCA
241 H D T G T K|S vV N V K K T S F A PE V S L L S G P R G D|T Q
Cy2
811 GACACTGGTGTGTACAATTGAGAATTTTTTGCCAAAAGAGTTCTCAGTCAAATGGAAAAAGAATGGAAATGATGTAACTGGCTCCTTTGA
271 T L v ¢ T I E N F L P K E F 8 V K W K K N G N D V T G S F D
901 TTCTGATCCCAAAACCAATGGAGAGACATATTCAGCTCTCAGTACCCTGAACATCAAGAACACAGACTGGGACAGTAAAGCTGTTTACAC
301 S D P K T N G E - 4 Y S A L S T L N I K N T D w D S K A V b 3 -
991 GTGTGAGGTGACACACAGACAAAAAACATATACGRGGAAGGCATCTAAAGATCTTATCACGTTGACATTGAACCAACCAAGTCCCAAAGA
331 (o E v T H R Q K T 2 T R K A s K D L I T L * L N Q 4 S P K E
1081 AATTTTCAGCAACAACCAGGCAAAGTTGGAATGTGTCATTACTGGACAAGACAAGCCCACTGTAGATGAAAGTACAATCACATGGCAAAT
361 I F S N N Q A K L E € V I T G Q@ D K P T V D E S8 T I T W Q I
1373 TAATGGAAATGATGTGACCAACAACATTAGTGAATCAGCAATCAAGTCCGAGAACAGTCAGCACATCAAAACCAGCACAATGACTCGTAG
391 N G N DV T NNTI S E S A I K S EN S Q H I KT S T M T R S
1261 TCTTACTGAGTGGCAGAGTGTCAACAACGTACGCTGTTCTGCCACTAAAGAGGATATGACTCCAGTTTTTCAAGTTCTGACTGTCCGCAA
421 E 2 E W Q s vV N N V R C S A T K E D M T P Vv F Q vV L - - v R K
1351 AGGAGATGGAAAAAAGCCAAAAGTAACAATCCACGT! TGCCGGAGAATGACATCCAAAAAGAAGAATCAGTCACTCTGGTTTGTCTGGT
451 G D G K K P K V T I HV|M P E N DI Q K E E S V T L V C L V
H
1441 CTCCAGTACTGTGCAGCAGGATTACTACATTGCCTGGTCAGAATATAT TGGACAAAATGACAGCATCTATAAGGATGGCATTAACTACCC
481 S - § i v Q Q D Y x ¥ A W s E 4 I G Q N D S I ¥ K D G I N k5 P
1531 CCCACAGAAGACCCAAAATGGCTACTCAGTAACAAGTGTTTACATCACCACCAACGACAAGTGGGACACGTCTACGTTTGGGTGCAACGT
511 P Q XK T Q N G b 4 S v T S v X I = = N D K w D T S i F G Cc N V
1621 CTGGTTTGCTGGTGGCAATGACTCCGTTCACAAGAA TGTCTAAGGACCATGGTAACGCGTTAGAATGCCGTTAGTAGATTGGCTTTAA
541 W F A G G N DS V H K N|J]V S K D HGNM ATLE C R *
1711 ATGTGGCATTTTGTGCTCATGTGTTGCTCTGTCTCTGCGTGTACTCTCTGTCATGGGAACTCGTGTCCTCTGTCATGTAATTAGTCTTTC
1801 TTATTGTGAAAAAAAAAAAGTGTCAGATTAGTTTTGTTTGTCATCATATTGTGTTTCAATCTGTCTTTGTCACAACAGCTTGAGTGTGCT
1891 GATCGTTTCAAATAAATGTTGCATGGAGAAAAAAAAAAAA

Figure S1. Nucleotide and deduced amino acid sequences of LcIgT gene (GenBank accession
number: MW450786.1)The LcIgT sequence possesses a Vu and three Cu regions indicated with
arrow. The putative typical polyadenylation signal sequence (AATAAA) is marked with underline.
The signal peptide sequence is in red and grey shadow. The conserved cysteines (C) are denoted by
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Table S1. Primers used for gene cloning in this study.

Pri
Primers Sequence (5'-3") rxmer.s
Information

IgT-3RACE Inner-F IgT- GCAAGCAACTTCTTCCCAAAT CAGTCACCGTAACTTCAGAACA

3'RACE Outer-FIgT- GATCAGAATCAAAGGAGCCAGTTA iigg:ggﬁ
5'RACE Inner-RIgT- ACACACCAGTGTCTGAGTGTCTCCTCTTGGATGATGGACT RACE-PCR
5'RACE Outer-RIgT-ORF- ATAGGACAGGACTGCTGC RACE-PCR
F CTAACGGCATTCTAACGCGTTACCATGG . .
cloningcloning
IgT-ORF-R ACGTTGACATTGAACCAACCAAATC

IgT-qFIgT-qR ACGTTGACATTGAACCAACCAAATC qPCR qPCR




