Figure S1. Relationship between growth rate on PDA to root lesion size
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Figure S2. Relatedness of the aa sequences of predicted secreted
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Figure S3. Relatedness of the aa sequences of secreted

IMP.ND3A16-2 } 1
IMP.K112 } 2
IMP.DACM226729
IMP.ND3P14 1
IMP.ND3A16-1 1
L IMP.ND3P14-1A

1 IMP_RD3U14-8

#]; MP.RD3U14 5
|{IMP ND3P14-3 2

s
=]

2 o

=8

100]L IMP.ND4Z15
L imp.oAOM226727 1
L IMP.RR3A14-1 2

97— IRNR1BC16-1
67 [ IR.NR2BC164
IR.ND1BC16-2

100 IR.DAOM 139398

|.europaea



Figure S4. Relatedness of the aa sequences of the cone-rod homeobox effector,
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Figure S5. Relatedness of the aa sequences of the secreted in xylem 6
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Figure S6. Relatedness of the aa sequences of the triacetylfusarinine C siderophore biosynthesis
enzyme, L-ornithine N°-oxygenase
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Figure S7. Relatedness of the aa sequences of the HC-toxin branched-chain
amino acid aminotransferase, TOXF, protein
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Figure S8. Relatedness of the aa sequences of the avenacinase, Sap1,
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Figure S9. Relatedness of the aa sequences of the mating typel-2-1 (MAT1-2-1)
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Figure S10. Relatedness of the aa sequences of the mating type 1-1-3 (MAT1-1-3)
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