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Figure S1. Boxplots showing relative abundance for the most abundant bacterial phyla (A)

and for the 20 most abundant bacterial final taxonomies (B). Stars indicate statistically

significative differences according to the Kruskal-Wallis test between sampling dates (* p <

0.05; ** p < 0.01; *** p < 0.001).
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Figure S2. Boxplots showing relative abundance for the most abundant fungal classes (A)

and for the 20 most abundant fungal genera (B). Stars indicate statistically significative

differences according to the Kruskal-Wallis test between sampling dates (* p < 0.05; ** p <

0.01; *** p < 0.001).
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Figure S3. Relative abundance for the most abundant bacterial final taxonomies found at the Hickinbotham Roseworthy Wine Science Laboratory

according to location and sampling date.
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Figure S4. Relative abundance for the most abundant fingal genera found at the Hickinbotham Roseworthy Wine Science Laboratory according

to location and sampling date.
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Figure S5. Mapping of the wine-related bacterial genera Leuconostoc and Oenoccocus, before, during and after vintage.
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Figure S6. Mapping of the wine-related fungal genera Metschnikowia, Aureobasidium, Hanseniaspora and Torulaspora, before, during and after

vintage.



