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TBTA 1105 ---tattcc------mm—- caaactccCc—=—=—=—=————= aaattat 1126
LINC01663 2600 TTGéA%*ééAGCCTGTGCAACAGAALAL&%C&CTGTCTCAAAAAALL%A% 2649
TBTA 1127 atatatat-atatatataaaatata-------- - - - ——————-———- tata 1154
LINCO1663 2650 L$L$L$L$A¥$A$A$ATéAéA$L$LTTTTATATAACATATATTTTT%L%L 2699
TBTA 1155 taatatataatatataatatatataatatatataatata-------—-—--- 1193
LINCO1663 2700 TIATATATAATATATATTATATATTATATATATIATATATTATATATIAY 2745
TBTA 1194 ———— - 1193
LINCO01663 2750 ATAAAATGTATTATATATTATATATTATATCTATTATATACATTATATAT 2799
TBTA 1194 - taatatat 1201
LINCO1663 2800 AGTATATATTATATACCATATATAATATATGTAGTATACATG%AA*Léié 2849
TBTA 1202 aatatatattatat----------- - - - -t : e i 1215
LINCO01663 2850 i£$£$g$£$$A$A$GTCATATCATATATAATGTCATATTATATATCATAT 2899
TBTA 1216 —————————————- atataatatataatatata-----————-——————- 1234
LINCO01663 2900 ATAATATATATTACA%A%AA%A%ALAA$A$A$£TTACATATAATATATAA 2949
TBTA 1235 -atatatt-----—-- atatgtaatatatatta----- aatatataat--- 1268
LINCO1663 2950 TAVATATTACATATAATATATARTATATATTACATATAATATATAATACA 2995
TBTA 1269 —————- gtataatatatgatatataatatat-------————-——————- 1293
LINCO01663 3000 TATTACA$i4*£L£L£TAA$A$A$A£$£$£$ATTACATATAATATATAAT 3049
TBTA 1294 - tatatattatatattat----—————--- 1310
LINCO01663 3050 ATATAATATATATTACATATTA$£$i$£$$i$i$i$%ALACATTATATAT 3099
TBTA 1311 - ——— atatataat--------—-——— -~ 1319
LINCO1663 3100 ATTACATCATATATC£$£$£$£A$ATCTTATATCATATATTATATTATAT 3149
TBTA 1320 —=--—m——— - atatattatatatta-------- tatattatatatat 1348
LINCO163 3150 ATAATGTATCATAATATATTATATATIATCATATATIATATTATAIATAL 3195
TBTA 1349 tatat------ atattatatattatattatatatat----- tatataata 1387
LINCOL663 3200 TATATCATAAGATATAATATATTATATTATAIATATCATAATATATIATA 3249
TBTA 1388 ---tatattatgtatatattatataatat------ ttata-tatatta-- 1425
LINCOI663 3250 TATTATATIAT-TACATATTATATARTATTACATATIAIATIATATIATT 3296
TBTA 1426 --tatataatatataa----ttat------————--- atattatatatatt 1457
LINCOI63 3209 ATIATATATIATGTAATATTITATATTATATATGTAMIATTATATATAIY 3346
TBTA 1458 ata---taatatataattat----ttacataatatatacaaaattgtgtg 1500
LINCOI663 3349 ATATTGIAATATAT-ATTATAGTATGACATATTATATATAMTATTATAL- 3396

Figure S1. Nucleotide sequence alignment of the TBTA AT-rich region #2 with the
AT-rich region of LINC01663 that is highlighted in red letters. TBTA position
1120 is the start of the AT-rich region #2 and position 1492 is the end. The
position 1493 is the start of the PATRR sequence in the TBTA. The EMBL-EBI
program Clustal Omega was used (https://www.ebi.ac.uk/Tools/msa/clustalo/)



