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Supplemental Figure S1: Example transcripts displaying copper-induced oxidative stress-specific m6A
increases that correspond with increases in overall mMRNA abundance of those transcripts. The transcripts
shown here are CRK11, ELI3, GSTUZ2, and GSTU9 as indicated.



Repl | SN I N S — — - Repl p— —_—
control Control o 2
MRNA P - e —— MRNA P L - —_—
Rep3 ‘ I I NP - Rep3 - e = —
Repl . Repl
Copper Copper
mrNa REPZ | mRNa  REP2
Rep3 | Rep3
CRK11 GSTU2
Repl L e [N Repl . —cmttal Nl
Control Control
mrna  ReP2 il e, mrna REPZ | ]
Rep3 _aisnin, ki Rep3 ey,
Repl L Repl
Copper Copper
mRna REPZ | mana ReP2
Rep3 Rep3
GSTU4 GSTU9
Repl e S—— _— REPL | e e e e i, —]
Control Control r
mRna Rep2 p— = il T T - [ — A il . —
Rep3 — W R eiimli— Rep3 —— il B - e sutlh. — St
Repl | Repl | .
Copper Copper
mRNa RePZ | . mrNa RePZ |
Rep3 Rep3
GSTU19 GSTU24

Supplemental Figure S2: Example transcripts displaying copper-induced oxidative stress-specific
increases in overall mMRNA abundance of those transcripts. The transcripts shown here are CRK11, GSTUZ,
GSTU4, GSTU9, GSTU19, and GSTUZ24 as indicated.



