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Table S1. Distribution of yeast species

No. of C.

C.

C.

C.

C.

Participant spp. albicans glabrata  parapsilosis  tropicalis  pararugosa Others
TCH-029-27 5 1 0 0 0 1 C. krusei, C. orthopfilosis, Lodderomyces
elongisporus

GLS-011-144 5 1 0 1 0 0 C. intermedia, C. lusitaniae, Pichia aff. fermentans
GLS-019-167 4 0 0 1 0 1 Exophiala dermatitidis, Trichosporon mucoides
TCH-011-118 4 1 0 0 1 1 Saccharomyces cerevisiae

FSC-021-90 4 1 0 1 0 0 C. guilliermondii, C. orthopsilosis
HWA-012-21 4 1 0 1 0 1 C. intermedia
HWA-017-63 4 1 1 0 0 0 C. metapsilosis, Magnusiomyces capitatus

FSC-049-93 4 1 1 0 1 0 Saccharomyces cerevisiae
GFC-014-154 4 1 1 0 1 0 C. orthopsilosis

FSC-001-33 4 1 1 1 0 0 Candida guilliermondii
HWA-015-127 3 0 0 0 0 0 C. intermedia,

GLS-017-136 3 0 0 1 0 1 Trichosporon asahii
YEOo0-002-89 3 1 0 0 0 0 C. guilliermondii,Magnusiomyces capitatus
FAM-007-168 3 1 0 1 0 0 C. norvegensis

FSC-041-126 3 1 0 1 0 0 Saccharomyces cerevisiae

FSC-008-46 3 1 0 1 0 0 C. fermentati

FSC-004-42 3 1 0 1 0 0 C. guilliermondii
TCH-013-104 3 1 0 1 0 0 Trichosporon asahii
FAM-001-73 3 1 0 1 0 1
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FSC5-039-114
FSC-029-68
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HWA-002-13
TCH-010-78
WES-013-96
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Trichosporon asahii
Rhodotorula minuta

Candida ethanolica

Candida dubliniensis
Candida metapsilosis
Saccharomyces cerevisiae
Trichosporon asahii
Exophiala dermatitidis
Candida guilliermondii

Candida metapsilosis
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C. utilis
Candida dubliniensis
Candida dubliniensis

Candida dubliniensis
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Table S2. Distribution of species causing multiple species colonization

No. . g o
Total spp No residents C. albicans C. glabrata C. parapsilosis C. tropicalis C. pararugosa Others

5 1 1 0 1 0 0 C. zn%‘erf.nedza, C. lusitaniae,
Pichia aff. fermentans

5 1 1 0 0 0 1 C. krusei, C. orthop?zloszs,

Lodderomyces elongisporus
1 1 1 1 0 0 C. guilliermondii
4 1 1 1 0 1 0 Saccharomyces cerevisiae
1 1 1 0 1 0 C. orthopsilosis
4 1 1 1 0 0 0 C. metupszloszs,‘ Magnusiomyces
capitatus

4 1 1 0 1 0 1 C. intermedia

4 1 1 0 1 0 0 C. guilliermondii, C. orthopsilosis

4 1 1 0 0 1 1 Saccharomyces cerevisiae

4 1 0 0 1 0 1 Ex?phzala dermatltl.dls,
Trichosporon mucoides

3 11 1 1 0 1 0

3 1 1 1 1 0 0

3 1 1 1 0 0 0 Trichosporon asahii

3 1 1 1 0 0 0 Rhodotorula minuta

3 1 1 1 0 0 0 C. ethanolica

3 1 1 0 1 1 0

3 1 1 0 1 0 1
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C. norvegensis
Saccharomyces cerevisiae
C. fermentati
C. guilliermondii

Trichosporon asahii

C. guilliermondii,
Magnusiomyces capitatus

Trichosporon asahii

C. intermedia,

Saccharomyces cerevisiae
Trichosporon asahii
Exophiala dermatitidis
C. guilliermondii
C. metapsilosis
C. dubliniensis

C. metapsilosis




