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Figure S2. Overrepresented nucleotides and k-mers in the 3'UTRs of mRNAs
enriched in EVs. (a) Single nucleotide frequency differences between enriched (red)
and depleted (blue) sequences. Asterisks indicate significance (* p = 0.0096, ** p =1.1
x 10-7, *** p = 1.3 x 10-19). (b) p-value (-log10) as a function of 4-mer frequency
differences between enriched and depleted sequences. Positive values indicate
increased frequency of a 4-mer in enriched UTRs than in depleted UTRs. 4-mers
whose frequency differs significantly between enriched and depleted 3'UTRs are
above the red dotted line (p <0.05 and Bonferroni correction).



