
A0A1B7SFI6_9ASCO__Fungi___Ogataea_polymorpha

Bacteria___Actinobacteriota-Actinobacteria___Frankiales___Frankia_A_californiensis___89.39___GCA_900067225.1

PMT2_CANAL__Fungi___Candida_albicans

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Merismopedia_glauca___99.66___GCF_003003775.1

C1E0L5_MICCC___Viridiplantae___Micromonas_commoda

S0EBA7_GIBF5__Fungi___Gibberella_fujikuroi

D8PUC7_SCHCM__Fungi___Schizophyllum_commune

Bacteria___Patescibacteria-Gracilibacteria___Peribacterales___GWB1-54-5_sp002787035___78.62___GCA_002787035.1

PMT3_YEAST__Fungi___Saccharomyces_cerevisiae_S288C

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Phormidium_ambiguum___99.26___GCF_001904725.1

E3KAH6_PUCGT__Fungi___Puccina_graminis

A0A1S4BAD5_TOBAC___Nicotiana_tabacum

F4P8T0_BATDJ__Fungi___Batrachochytrium_dendrobatidis

Q5KIZ1_CRYNJ__Fungi___Cryptococcus_neoformans

A0A0D2X2N7_CAPO3__Holozoa___Capsaspora_owczarzaki

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___QS-8-64-29_sp003022125___94.63___GCA_003022125.1

A0A086TJ69_9FUNG__Fungi___Mortierella_verticillata

PMT6_YEAST__Fungi___Saccharomyces_cerevisiae_S288C

Bacteria___Patescibacteria-Paceibacteria___Spechtbacterales___HO2-43-30_sp001819985___70.39___GCA_001819985.1

M2W581_GALSU___Galdieria_sulphuraria

Bacteria___Actinobacteriota-Actinobacteria___Euzebyales___QS-5-72-10_sp003021615___71.81___GCA_003021615.1

Bacteria___Patescibacteria-Paceibacteria___2-02-FULL-40-12___GWA2-44-9_sp001794215___78.66___GCA_001794215.1

Bacteria___Cyanobacteria-Cyanobacteriia___Thermosynechococcales___Synechococcus_A_lividus___98.86___GCF_002754935.1

Bacteria___Cyanobacteria-Cyanobacteriia___Leptolyngbyales___ULC077BIN1_sp003249025___97.64___GCA_003249025.1

Bacteria___Patescibacteria-Paceibacteria___2-02-FULL-40-12___1-14-0-10-36-16_sp002794035___81.32___GCA_002794035.1

A0A0D1DVD8_USTMA__Fungi___Ustilago_maydis

B6HNL1_PENRW__Fungi___Penicillium_rubens_Wisconsin_54-1255

A2R8V5_ASPNC__Fungi___Aspergillus_niger

Bacteria___Patescibacteria-Paceibacteria___UBA9983_A___HO2-43-120_sp001821295___83.75___GCA_001821295.1

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Chamaesiphon_polymorphus___92.52___GCF_003003845.1

Bacteria___Cyanobacteria-Cyanobacteriia___Thermosynechococcales___Thermosynechococcus_elongatus___99.76___GCF_000011345.1

Bacteria___Actinobacteriota-Actinobacteria___Actinomycetales___Actinomyces_sp002895425___98.22___GCF_002895425.1

E3L255_PUCGT__Fungi___Puccina_graminis

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Trichodesmium_erythraeum___99.71___GCF_000014265.1

D2VLI0_NAEGR___Heterolobosea___Naegleria_gruberi

Bacteria___Cyanobacteria-Cyanobacteriia___Leptolyngbyales___Leptolyngbya_B_frigida___99.06___GCF_003003795.1

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Raphidiopsis_curvata___100___GCF_002368135.1

F4P6Q5_BATDJ__Fungi___Batrachochytrium_dendrobatidis

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___Nodosilinea_sp003017855___97.6___GCF_003017855.1

Q5KAF1_CRYNJ__Fungi___Cryptococcus_neoformans

PMT5_YEAST__Fungi___Saccharomyces_cerevisiae_S288C

Bacteria___Actinobacteriota-Actinobacteria___Frankiales___Frankia_alni___99.65___GCF_000058485.1

Bacteria___Cyanobacteria-Cyanobacteriia___Leptolyngbyales___Phormidesmis_A_priestleyi_A___98.11___GCF_001895925.1

A0A0D1DPS4_USTMA__Fungi___Ustilago_maydis

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Planktothrix_paucivesiculata___98.9___GCA_900009265.1

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___Halomicronema_hongdechloris___98.82___GCF_002075285.2

Bacteria___Firmicutes_H-CSP1-3___CSP1-3___CSP1-3_sp001443485___84.41___GCA_001443485.1

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___PCC-6802_sp000332175___99.76___GCF_000332175.1

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___Pseudanabaena_sp002251945___99.53___GCF_002251945.1

A0A0R4IZW9_MOUSE___Mus_musculus

PMT6_CANAL__Fungi___Candida_albicans

A9UV05_MONBE__Choanofalgelata___Monosiga_brevicollis

PMT5_CANAL__Fungi___Candida_albicans

F1Q8R9_DANRE__Metazoa___Danio_rerio

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Chlorogloeopsis_sp000332255___99.28___GCF_000332255.1

A0A058ZEV2_FONAL__Holomycota___Fonticula_alba

Bacteria___Cyanobacteria-Cyanobacteriia___Elainellales___Leptolyngbya_A_ohadii___99.17___GCF_002215035.1

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___Pseudanabaena_cyanobacterium___98.58___GCA_001873375.1

Q9VNA3_DROME___Metazoa___Drosophila_melanogaster

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Aphanothece_hegewaldii___99.49___GCF_003007785.1

A9UU89_MONBE___Monosiga_brevicollis

E3KXE3_PUCGT__Fungi___Puccina_graminis

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___Nodosilinea_sp000763385___99.18___GCF_000763385.1

A0A1B7SM94_9ASCO__Fungi___Ogataea_polymorpha

Bacteria___Cyanobacteria-Cyanobacteriia___Elainellales___CCP2_sp003003615___96.19___GCF_003003615.1

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___Nodosilinea_sp003249105___93.18___GCA_003249105.1

Bacteria___Actinobacteriota-Actinobacteria___Frankiales___Frankia_discariae___100___GCF_000373365.1

Bacteria___Cyanobacteria-Cyanobacteriia___Elainellales___O-77_sp001548395___98.7___GCF_001548395.1

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Calothrix_sp002368395___99.52___GCF_002368395.1

A0A058YZ87_FONAL__Holomycota___Fonticula_alba

F1R0Q8_DANRE___Metazoa___Danio_rerio

A5ABN8_ASPNC__Fungi___Aspergillus_niger

PMT2_SCHPO__Fungi___Schizosaccharomyces_pombe_972h-

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___M5B4_sp002861535___92.22___GCA_002861535.1

A0A0D2X980_FUSO4__Fungi___Fusarium_oxysporum_tomato

M2XXT5_GALSU___Galdieria_sulphuraria

XP_023918861.1___Quercus_suber

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___PCC-7502_sp000317085___99.76___GCF_000317085.1

F1QF89_DANRE__Metazoa___Danio_rerio

A0A0D2UFH0_CAPO3__Holozoa___Capsaspora_owczarzaki

A0A0D1CFI0_USTMA__Fungi___Ustilago_maydis

M2X7H8_GALSU___Galdieria_sulphuraria

PMT4_CANAL__Fungi___Candida_albicans

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___Pseudanabaena_sp003249035___97.09___GCA_003249035.1

Bacteria___Dormibacterota-Dormibacteria___Dormibacterales___QHBS01_sp003243885___92.44___GCA_003243885.1

Bacteria___Proteobacteria-Alphaproteobacteria___Caulobacterales___Hirschia_baltica___99.57___GCF_000023785.1

Bacteria___Cyanobacteria-Cyanobacteriia___Neosynechococcales___GCF-001939115_sp001939115___97.64___GCF_001939115.1

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Moorea_producens_A___99.26___GCF_001767235.1

F4P326_BATDJ__Fungi___Batrachochytrium_dendrobatidis

A9TEC8_PHYPA___Viridiplantae___Physcomitrella_patens

Bacteria___Patescibacteria-Gracilibacteria___Peribacterales___Peribacter_sp001872575___81.1___GCA_001872575.1

D8Q1K4_SCHCM__Fungi___Schizophyllum_commune

O61793_CAEEL___Metazoa___Caenorhabditis_elegans

PMT4_YEAST__Fungi___Saccharomyces_cerevisiae_S288C

SDF2L_MOUSE___Mus_musculus

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Roseofilum_reptotaenium___98.89___GCA_001890975.1

D0N6Z0_PHYIT___Stramenopiles___Phytophthora_infestans

A0A086TLD7_9FUNG__Fungi___Mortierella_verticillata

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___Nodosilinea_tenue___99.15___GCF_001904775.1

A0A0D2VQK6_CAPO3__Holozoa___Capsaspora_owczarzaki

A0A058Z7U8_FONAL___Fonticula_alba

A0A1B7SL58_9ASCO__Fungi___Ogataea_polymorpha

Bacteria___Proteobacteria-Gammaproteobacteria___Legionellales___Legionella_wadsworthii___100___GCF_000701265.1

POMT1_MOUSE__Metazoa___Mus_musculus

A2BIR7_DANRE___Metazoa___Danio_rerio

A0A0D2WM45_CAPO3__Holozoa___Capsaspora_owczarzaki

Bacteria___Cyanobacteria-Cyanobacteriia___Neosynechococcales___GCF-001939115_sp001939115___97.64___GCF_001939115.1

Bacteria___Patescibacteria-Paceibacteria___UBA6257___UBA10122_sp001817215___86.34___GCA_001817215.1

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___PCC-7367_sp000317065___98.23___GCF_000317065.1

SDF2_DICDI___Dictyostelium_discoideum

H1VSG4_COLHI__Fungi___Colletotrichum_higginsianum

B6HEJ9_PENRW__Fungi___Penicillium_rubens_Wisconsin_54-1255

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Rivularia_sp000316665___99.78___GCF_000316665.1

Q5KHK5_CRYNJ__Fungi___Cryptococcus_neoformans

POMT2_MOUSE__Metazoa___Mus_musculus

PMT1_YEAST__Fungi___Saccharomyces_cerevisiae_S288C

Bacteria___Patescibacteria-Gracilibacteria___Peribacterales___2-02-FULL-52-16_sp001787535___81.02___GCA_001787535.1

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Synechocystis_sp000478825___99.56___GCF_000478825.2

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Cyanothece_A_sp000021805___99.56___GCF_000021805.1

Bacteria___Cyanobacteria-Cyanobacteriia___Thermosynechococcales___Acaryochloris_marina___99.53___GCF_000018105.1

B6GYU7_PENRW__Fungi___Penicillium_rubens_Wisconsin_54-1255

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___Pseudanabaena_sp001402795___99.06___GCF_001402795.1

G4MTN1_MAGO7__Fungi___Magnaporthe_oryzae

Bacteria___Actinobacteriota-Actinobacteria___Frankiales___Frankia_sp001636565___98.28___GCF_001636565.1

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___PCC-9228_sp001870905___99.37___GCF_001870905.1

Bacteria___Actinobacteriota-Actinobacteria___Nanopelagicales___Nanopelagicus_limnes___80.01___GCF_002287885.2

Bacteria___Patescibacteria-Gracilibacteria___Peribacterales___2-12-FULL-55-11_sp001788925___71.19___GCA_001788925.1

Bacteria___Patescibacteria-Paceibacteria___WO2-41-13___2-01-FULL-46-13_sp001780775___74.43___GCA_001780775.1

A0A420QXH9_FUSOX__Fungi___Fusarium_oxysporum_cubense

Bacteria___Cyanobacteria-Cyanobacteriia___Thermosynechococcales___Cyanothece_sp000022045___99.29___GCF_000022045.1

Bacteria___Patescibacteria-Paceibacteria___2-02-FULL-40-12___GWA2-44-10_sp001794755___76.15___GCA_001794755.1

POMT2_DROME__Metazoa___Drosophila_melanogaster

C4R8W7_KOMPG__Fungi___Komagataella_phaffii

Bacteria___Actinobacteriota-Actinobacteria___Mycobacteriales___Micromonospora_sp000158815___95___GCF_000158815.1

PMT1_CANAL__Fungi___Candida_albicans

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Crinalium_epipsammum___99.48___GCF_000317495.1

A0A1B7SM43_9ASCO__Fungi___Ogataea_polymorpha

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Gloeocapsa_sp000332035___98.84___GCF_000332035.1

POMT1_DROME__Metazoa___Drosophila_melanogaster

Bacteria___Dormibacterota-Dormibacteria___Dormibacterales___Dormibacter_sp003244185___96.3___GCA_003244185.1

Bacteria___Dormibacterota-Dormibacteria___Dormibacterales___UBA10449_sp003446775___82.69___GCA_003446775.1

C4QZZ6_KOMPG__Fungi___Komagataella_phaffii

PMT2_YEAST__Fungi___Saccharomyces_cerevisiae_S288C

Bacteria___Cyanobacteria-Cyanobacteriia___Leptolyngbyales___JSC-12_sp000309945___99.53___GCF_000309945.1

A9SZT4_PHYPA___Viridiplantae___Physcomitrella_patens

C4M0T6_ENTHI___Amoebozoa___Entamoeba_histolytica

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___Pseudanabaena_cyanobacterium___98.58___GCA_001873375.1

C4R044_KOMPG__Fungi___Komagataella_phaffii

Bacteria___Cyanobacteria-Cyanobacteriia___Pseudanabaenales___Pseudanabaena_sp001402795___99.06___GCF_001402795.1

V5IRE4_NEUCR__Fungi___Neurospora_crassa

Bacteria___Patescibacteria-Gracilibacteria___Peribacterales___1-14-0-10-55-24_sp002772745___79.17___GCA_002772745.1

G5EHM5_MAGO7__Fungi___Magnaporthe_oryzae

PMT1_SCHPO__Fungi___Schizosaccharomyces_pombe_972h-

POMT1_HUMAN__Metazoa___Homo_sapiens

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___CCP5_sp003017785___89.75___GCF_003017785.1

Bacteria___Patescibacteria-Paceibacteria___UBA6257___GCA-002785045_sp002781185___72.28___GCA_002781185.1

Bacteria___Cyanobacteria-Cyanobacteriia___PCC-7407___PCC-7407_sp000317045___99.87___GCF_000317045.1

Bacteria___Patescibacteria-Gracilibacteria___Peribacterales___GWB1-54-5_sp001787755___80.09___GCA_001787755.1

A0A1B7SAN7_9ASCO__Fungi___Ogataea_polymorpha

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Chroogloeocystis_sp002964865___100___GCF_002964865.1

Bacteria___Actinobacteriota-Actinobacteria___Sporichthyales___Sporichthya_polymorpha___100___GCF_000384115.1

Q1K4Z4_NEUCR__Fungi___Neurospora_crassa

Q015L8_OSTTA___Viridiplantae___Ostreococcus_tauri

SDF2_ARATH___Viridiplantae___Arabidopsis_thaliana

C4QWN8_KOMPG__Fungi___Komagataella_phaffii

D8QLN6_SCHCM__Fungi___Schizophyllum_commune

G4MZF8_MAGO7__Fungi___Magnaporthe_oryzae

F4P9I5_BATDJ___Batrachochytrium_dendrobatidis_(strain_JAM81_/_FGSC_10211)

Bacteria___Cyanobacteria-Cyanobacteriia___Phormidesmiales___Nodosilinea_nodulosa___99.18___GCF_000309385.1

A9VB02_MONBE__Choanofalgelata___Monosiga_brevicollis

Bacteria___Patescibacteria-Paceibacteria___WO2-41-13___2-01-FULL-46-13_sp001778905___76.15___GCA_001778905.1

Bacteria___Cyanobacteria-Cyanobacteriia___CACIAM-69d___CACIAM-69d_sp001913845___99.64___GCA_001913845.1

Bacteria___Proteobacteria-Gammaproteobacteria___Burkholderiales___UBA11063_sp002892535___98.78___GCF_002892535.1

PMT4_SCHPO__Fungi___Schizosaccharomyces_pombe_972h-

Bacteria___Cyanobacteria-Cyanobacteriia___Cyanobacteriales___Desertifilum_sp001746915___99.29___GCF_001746915.1

Bacteria___Acidobacteriota-Vicinamibacteria___Fen-336___AA32_sp003223555___91.36___GCA_003223555.1

A0A0D2WV25_CAPO3___Capsaspora_owczarzaki_(strain_ATCC_30864)

Bacteria___Cyanobacteria-Cyanobacteriia___Gloeomargaritales___Gloeomargarita_lithophora___98.29___GCF_001870225.1
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