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Fig. S3: Sequence comparison of the succinate dehydrogenase. UmSdh2 (UMAG_00844) exists

in two isoforms that differ in only one amino acid (marked in grey). The carboxin-resistant version

carries a leucine instead of a histidine in position 253 (Keon et al., 1991 [41]). T. thlaspeos has a

homolog that has 82 % amino acid similarity, but has an arginine in the resistance-mediating position.

This difference might explain the lower sensitivity against carboxin compared to U. maydis.



