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Figure S1. Phylogenetic construction of the examined fungal species based on protein-family size distribution. The protein content of each selected protein families was based on Pfam analysis. The abbreviation of each fungal species is listed in Table S1. The species showing similar grouping patterns with the molecular speciation tree are labeled in the same color or shadowed.
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[bookmark: _GoBack]Figure S2. Phylogenetic construction of the examined fungal species based on subcellular protein content. The abbreviation of each fungal species is listed in Table S1. The species showing similar grouping patterns with the molecular speciation tree are labeled in the same color or shadowed.
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