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Supplemental Figure S4. Variation of mitochondrial large-subunit rRNA (mtLSU) sequences of
Pneumocystis variants in hares and rabbits aligned with P. oryctolagi reference sequence (P.ory_ref, from
Michigan, USA. GenBank accession no. MT726213). Identical nucleotides among multiple variants are
highlighted in dark shadow. The 3 variants of P. sp. ‘townsendii’ from hares are represented by Hare_Ph_v1
to Hare_Ph_v3. The 2 variants of P. oryctolagi are represented by P.ory_v1 and P.ory_v2. All sequences
determined in this study have been deposited into GenBank with accession nos. available from Table Sé.



