
Table S1. Chemical structure of compounds used in primary screening. 
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In gray are highlighted the best TIM inhibitors. 
 
 
 
 
 
 
 
 
 
 

 

 

 

 

 

 

 

 



                       *        20         *        40         *       
B. taurus   : MAPSRKFFVGGNWKMNGRKNNLGELINTLNAAKVPADTEVVCAPPTAYID :  50 
A.cajennense: --MARRFVVGGNWKMNGNKNSIRDICNALKGANLDPNTEVVIGCPAPYLD :  48 
A. maculatum: --MARRFVVGGNWKMNGNKNSIRDICNTLKGASLDPNTEVVIGCPAPYLD :  48 
A. parvum   : --MARRFVVGGNWKMNGNKNSIRDICNTLKGASLDPNTEVVIGCPAPYLD :  48 
A. triste   : --MARRFVVGGNWKMNGNKNSIRDICNTLKGASLDPNTEVVIGCPAPYLD :  48 
R. microplus: -MAARRFCVGGNWKMHGSKNSIRDICNTLKGASLDPNVEVIVACPAPYLD :  49 
H. excavatum  -MATRRFCVGGNWKMNGSKNSIRDICNTLKGACLDPSTEVIIACPAPYLD :  49 
I. ricinus  : -MSGRKFCVGGNWKMNGNKGSIKEICDMLKTAKLDPNTEVILGCPAPYLD :  49 
I scapularis: -MSGRKFCVGGNWKMNGNKSSIKEICDMLKTAKLDPNTEVVLGCPAPYLD :  49 
R.pulchellus: -MAARRFCVGGNWKMHGSKNSIRDICNNLKSSCLDPNVEVIIACPAPYLD :  49 
                      60         *        80         *       100       
B. taurus   : FARQKLDPKIAVAAQNCYKVANGAFTGEISPGMIKDLGATWVVLGHSERR : 100 
A.cajennense: YCRSLLPPSVALAAQNCYKVEKGAFTGEISPAMIKDCGGQWVILGHSERR :  98 
A. maculatum: YCRSLLPPSVALAAQNCYKVEKGAFTGEISPAMIKDCGGQWVILGHSERR :  98 
A. parvum   : YCRSLLPPSVALAAQNCYKVEKGAFTGEISPAMIKDCGGQWVILGHSERR :  98 
A. triste   : YCRSLLPPSVALAAQNCYKVEKGAFTGEISPAMIKDCGGQWVILGHSERR :  98 
R. microplus: YCRSLLPPSVALAAQNCYKVEQGAFTGEISPGMIKDCGGQWVILGHSERR :  99 
H. excavatum  YCRSLLPPSVALAAQNCYKVEKGAFTGEISPGMIKDCGGQWVILGHSERR :  99 
I. ricinus  : YVRRILPAAIAVSAQNCYKVEKGAFTGEISPAMIKDCGATWVILGHSERR :  99 
I scapularis: YVRRILPAAIAVSAQNCYKVEKGAFTGEISPAMIKDCGATWVILGHSERR :  99 
R.pulchellus: YCRSLLPPSVALSAENCYKVEQGAFTGEISAGMIKDCGGTWVILGHSERR :  99 
                       *       120         *       140         *       
B. taurus   : HVFGESDELIGQKVAHALAEGLGVIACIGEKLDEREAGITEKVVFEQTKV : 150 
A.cajennense: HVFKETDELIGEKVKHALESGLNVIACIGELLEEREANKTEEVCYRQTKA : 148 
A. maculatum: HVFKETDELIGEKVKHALESGLGVIACIGELLEEREANKTEEVCYCQMKA : 148 
A. parvum   : HVFKETDELIGEKVKHALDSGLNVIACIGELLEERESNKTEEVCYRQTKA : 148 
A. triste   : HVFKETDELIGEKVKHALESGLGVIACIGELLEEREANKTEEVCYCQMKA : 148 
R. microplus: HVFKEDDVLIGEKIKHALESGLNVIACIGELLEDREAGRTEEVCFRQIKH : 149 
H. excavatum  HIFKETDELIGEKVKHALESGLGVIACIGELLEERESNKTEEVCFRQTKA : 149 
I. ricinus  : NVFKESDELIGDKVHHALESGLNVIACIGELLEEREAGKTEEVVYRQTAA : 149 
I scapularis: NVFKESDELIGDKVHHALESGLNVIACIGELLEEREAGKTEEVVYRQTAA : 149 
R.pulchellus: HIFKEDDVLIGEKIKHALGTGLNVIACIGELLEDREAGRTEDVLFGQMKY : 149 
                     160         *       180         *       200       
B. taurus   : IADNVKDWSKVVLAYEPVWAIGTGKTATPQQAQEVHEKLRGWLKSNVSDA : 200 
A.cajennense: IAANVKDWGKVVIAYEPVWAIGTGKTATPDQAQEIHAKVRNWISTNVSPD : 198 
A. maculatum: IAANVKDWSKVVIAYEPVWAIGTGKTATPDQAQEIHAKVRSWLSTNVSPD : 198 
A. parvum   : IAGNVKDWGKVVIAYEPVWAIGTGKTATPDQAQEIHAKVRNWISTNVSPD : 198 
A. triste   : IAANVKDWSKVVIAYEPVWAIGTGKTATPDQAQEIHAKVRSWLSTNVSPD : 198 
R. microplus: IASNVKDWSKVVIAYEPVWAIGTGKTATPDQAQEVHSKVRNWLSTNVSAD : 199 
H. excavatum  IASNVKDWSKVVIAYEPVWAIGTGKTATPDQAQEIHSKVRQWLSSNVSAD : 199 
I. ricinus  : IAAKVKDWDRVVLAYEPVWAIGTGKTASPEQAQEVHAQLRQWLSKNVSPD : 199 
I scapularis: IAAKVTDWNRVVLAYEPVWAIGTGKTASPEQA-EVHAQLRQWLSKNVSPD : 198 
R.pulchellus: IAPNVSDWNKMIIAYEPVWAIGTGKTATPDQAQEVHSKVRNWLATNVSPD : 199 
                       *       220         *       240         *       
B. taurus   : VAQSARIIYGGSVTGATCKELASQPDVDGFLVGGASLKPEFVDIINAKQ- : 249 
A.cajennense: VAAKVRIQYGGSVTAANCKELSRKSDIDGFLVGGASLKPEFVDIINARQ- : 247 
A. maculatum: VAAKVRIQYGGSVTAANCKELARKPDIDGFLVGGASLKPEFVQIINARQ- : 247 
A. parvum   : VAAKVRIQYGGSVTAANCKELARKPDIDGFLVGGASLKPEFVEIINARQ- : 247 
A. triste   : VAAKVRIQYGGSVTAANCKELARKPDIDGFLVGGASLKPEFVQIINARQ- : 247 
R. microplus: VASKVRIQYGGSVNAGNCKELGRKPDIDGFLVGGASLKPEFVQIINAMQG : 249 
H. excavatum  VASKVRIQYGGSVNAGNCKELARKPDIDGFLVGGASLKPEFVQIINARQG : 249 
I. ricinus  : VAKKVRIQYGGSVTAANCRELAKKPDVDGFLVGGASLKPEFVEIINARQ- : 248 
I scapularis: VAKKVRIQYGGSVTAANCQELAKKPDVDGFLVGGASLKPEFVEIINARQ- : 247 
R.pulchellus: VAAKIRMQYGGSVNAGNCRELARKPDIDGFLVGGASLKPEFVQIINCHQG : 249 
 
Figure S1: Multiple alignment of the amino acid sequence among TIM from different ticks and B. 
Taurus. 



 
 

 
 
Figure S2: In vitro activity in BME26 embryonic cell from R. microplus. 


