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Table S1. Distribution of endophytic fungi in different tissues of 7. chinensis.

Tissues Number of endophytic fungi strain Percentage (%)
Barks 7 18.42
Leaves 9 23.68
Stems 5 13.16
Roots 17 44.74

Table S2. CDW, crude lipid yield, and TLC results of lipid extracts after fermentation for 7 days
at 28 °C with shaking speed of 120 rpm.

. CDW | Crude lipid yield TLC results of lipids
Tissues Code
(g/L) (g/L) TAG | 1,3-DAG | 1,2-DAG
MLPINI 9.06 1.40 stk *% ok
MLP12 4.82 1.69 sk ok sk .
MLP21 7.39 0.79 Hkodok Hkok ke ok
Barks MLP22 2.75 0.88 *okkk ok * s
MLP31 4.30 1.70 Hokkokok - ok
MLP32 8.09 1.27 EEE T *% .
MLP41 5.09 1.94 Aok kK stk ke ok I
MLY11 10.92 0.88 EET R * .k
MLY?23 9.88 1.45 ETTTTY EETTTY Fokkkk
MLY32 7.23 0.890 ®kk kK skt *
MLY33 5.07 0.28 LER L stk o ]
Leaves MLY41 2.26 0.12 sk ok _ _
MLY42 6.47 0.49 HAAK *okokok -
MLY43 7.11 0.60 T *5k j
MLY12W 15.29 1.53 ek ok ok Rk j
MLY31W 957 1.43 ook ok EETT TS EETT Y
MLIJ11 6.90 0.58 Heskoksk ok *% *
MLJ12 12.33 3.34 Ek kK _ .
Stems MLJ21 11.62 0.98 stk *% *_
MLIJ31 8.67 0.45 koK sk R
MLJ33 6.12 0.40 koK sk R
Roots MLG32W 3.08 0.15 sk * R




MLG32Y 4.14 0.13 ok k) * HrEE
MLG11 0.87 0.07 o . -
MLG12 3.85 021 P . -
MLG21 0.93 0.10 Rk ki * -
MLG23 6.86 0.90 Aok ok ok Rk ok I
MLG31 11.67 0.64 sk okeok - Heokkeok
MLG32 8.44 0.83 - . -
MLG42 6.97 0.17 kst * sk ok
MLGP11 6.56 1.41 KoKk koK KoKk koK okoskok ok
MLGP12 3.65 0.79 H Ak - -
MLGP13 2.30 1.12 oKk - otk
MLGP23 7.07 1.44 ok Ak otk sk
MLGP31 3.62 0.43 Aodkkk Heokeok okokok
MLGP33 3.38 0.64 ks ok %% sk e
MLGP41 0.39 0.12 ook - .
MLGP42 1.79 0.23 *oH Ak * -
Note: “-” meaning that no TAG band or DAG band was observed; “*” meaning that there was

TAG band or DAG band observed, and there was more TAG or DAG was produced with the

increase of number of “*”.

Table S3. The sequencing and splicing results of the five endophytic fungi

Code Sequencing and splicing results

MLP41 1 ctgcggaggg atcattaccg agtttacaac tcccaaacce ctgtgaacat accaattgtt

61 geeteggegg atcageecge teeccggtaaa acgggacgge cecgecagagg accecctaaac
121 tctgtttcta tatgtaactt ctgagtaaaa ccataaataa atcaaaactt tcaacaacgg
181 atctcttggt tetggeateg atgaagaacg cagcaaaatg cgataagtaa tgtgaattge
241 agaattcagt gaatcatcga atctttgaac gcacattgeg cccgecagta ttetggeggg
301 catgccetgtt cgagegteat ttcaacccte aagecctegg gtttggtott ggggatcgge
361 gagcccttge ggcaageegg cecccgaaate tagtggeggt ctegetgeag cttecattge
421 gtagtagtaa aaccctcgcea actggtacge ggegeggeea agecgttaaa cccecaactt
481 ctgaatgttg acctcggate aggtaggaat acccgetgaa cttaageata t

MLG23 1 gagggatcat taccgagttt acaactccca aacccaatgt gaaccatacc aaactgttge

61 ctcggegggg tcacgeceeg ggtgegtege ageceecggaa ccaggegece gecggaggga
121 ccaaccaaac tctttctgta gteccctege ggacgttatt tettacaget ctgagcaaaa
181 attcaaaatg aatcaaaact ttcaacaacg gatctcttgg ttctggcate gatgaagaac
241 gcagcgaaat gegataagta atgtgaattg cagaattcag tgaatcatcg aatctttgaa
301 cgcacattge gccegecagt attctggegg geatgeetgt ccgagegtea tttcaacect
361 cgaaccccte cggggggteg gegttgggea tcgggaacce ctaagacggg atcecggeec
421 cgaaatacag tggeggtctc gecgeagect ctectgegea gtagtttgea caactcgeac
481 cgggagcgeg gegegtecac gtecgtaaaa cacccaactt tetgaaatgt tgacctegga
541 tcaggtagga atacccgetg aacttaagea ta

MLY23 1 tgcggaggga tcattactga gtttacgctc tataaccctt tgtgaacata cctataactg

61 ttgcttcgge gggtagggtce teccgegacee tececggecte cecgecteegg gegggtegge




121 geecgecgga ggataaccaa actetgattt aacgacgttt cttetgagtg gtacaagcaa
181 ataatcaaaa cttttaacaa cggatctctt ggttctggea tcgatgaaga acgcagegaa
241 atgcgataag taatgtgaat tgcagaattc agtgaatcat cgaatctttg aacgcacatt
301 gegeecgeca geattetgge gggeatgect gttcgagegt catttcaace ctcaagetet
361 gcettggtgtt ggggccctac agetgatgta ggeectcaaa ggtagtggeg gacecteeeg
421 gagcctectt tgcgtagtaa ctttacgtct cgcactggga tccggaggga ctettgeegt
481 aaaacccccc aattttccaa aggttgacct cggatcaggt aggaatacce getga

MLY31W

1 tgcggaggga tcattataga gttttctaaa ctcccaacce atgtgaactt accattgttg

61 cctcggeaga agctacctgg ttaccttace ttggaacggce ctaccetgta gegecttace
121 ctggaacggc ctaccctgta acggetgecg gtggactace aaactcttgt tattatattg
181 taatctgagc gtettatttt aataagtcaa aactttcaac aacggatctc ttggttctgg
241 catcgatgaa gaacgcagcg aaatgcgata agtaatgtga attgcagaat tcagtgaatc
301 atcgaatctt tgaacgcaca ttgegeccat tagtattcta gtgggeatge ctgttcgage
361 gtcatttcaa cccttaagee tagettagtg ttgggagect actgettttg ctagecggtag
421 ctcctgaaat acaacggegg atctgegata tectctgage gtagtaattt ttatcteget
481 tttgactgga gttgcagegt ctttagcege taaaccccce aatttttaat ggttgaccte
541 ggatcaggta ggaatacccg ctgaacttaa gcata

MLGP11

1 ccttecgtag gtgaacctge ggaaggatea ttaccgagtg agggecctet gggtccaace

61 tcccaccegt gtttattcta cettgttget teggegggee cgectcacgg cecgeeggegg
121 gecaccegecc cecgggeeege gecegeegaa gacaccattg aactctgtct gaagattgea
181 gtctgagcag attagctaaa tcagttaaaa ctttcaacaa cggatctctt ggttccggea
241 tcgatgaaga acgcagcgaa atgegataag taatgtgaat tgcagaattc agtgaatcat
301 cgagtctttg aacgcacatt gegeccectg gtattccggg gggeatgect gtecgagegt
361 cattgetgee ctcaageacg gettgtgtgt tgggettcge cecceggcete cecggggggcg
421 ggcccgaaag geageggegg caccgegtee ggtectegag cgtatggggc ttegtcacee
481 getctgtagg ccecggecgge geccgeegge gaceccaate aatcttttca ggttgacete
541 ggatcaggta gggatacccg ¢
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Figure S1. Phylogenetic tree of ITS sequences of endophytic fungi strains coded as MLP41,
MLG23, MLY23, MLY31W, and MLGPI1 (Gen Bank accession numbers of strains are in
brackets).
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Figure S2. '"H NMR spectra of standards (containing TAG, 1,2-DAG, 1,3-DAG, and MAG) and
lipids from MLP41, MLG23, MLY23, MLY31W, and MLGP11. (Solvent CDCl;).



