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Supplementary Table 

Table A 

Heat map of identified adsorbed proteins on coated membranes in group A. A time resolved 

map of all identified proteins that adsorbs to the surface providing deeper information about 

the adsorption behavior of the individual proteins compared to the more schematic Fig. 2. 

The three colors in the heat map indicate zero (white), one (light green) or two or more (dark 

green) unique peptides identified for a particular protein. A protein must be identified by 

two peptides at least one time point to be considered identified. 
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Protein 15 30 60 120 240 480
Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2 - [CO3_HUMAN ] 2 2 2 2 2 2

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN ] 2 2 2 2 2 2

Coagulation factor V OS=Homo sapiens GN=F5 PE=1 SV=4 - [FA5_HUMAN ] 2 2 2 2 2 2

Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2 - [CO4A_HUMAN ] 2 2 2 2 2 2

Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN ] 2 2 2 2 2 2

Fibu li n-1 OS=Homo sapiens GN=FBLN1 PE=1 SV=4 - [FBLN1_HUMAN ] 2 2 2 2 2 2

Fibrinogen alph a chain OS=Homo sapiens GN=FGA PE=1 SV=2 - [FIBA_HUMAN ] 2 2 2 2 2 2

Apoli poprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3 - [APOA4_HUMAN ] 2 2 2 2 2 2

Apoli poprotein E OS=Homo sapiens GN=APOE PE=1 SV=1 - [APOE_HUMAN ] 2 2 2 2 2 2

Gelsoli n OS=Homo sapiens GN=GSN PE=1 SV=1 - [GELS_HUMAN ] 2 2 2 2 2 2

Gli al fibrill ary acidic protein OS=Homo sapiens GN=G FAP PE=1 SV=1 - [GFAP_HUMAN ] 2 2 2 2 2 2

Apoli poprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1 - [APOA1_HUMAN ] 2 2 2 2 2 2

Alph a-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 - [ENOA_HUMAN ] 2 2 2 2 2 2

Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 - [FIBB_HUMAN ] 2 2 2 2 2 2

Fibrinogen gamm a chain OS=Homo sapiens GN=FGG PE=1 SV =3 - [FIBG_HUMAN ] 2 2 2 2 2 2

Phosph oglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3 - [PGK1_HUMAN ] 2 2 2 2 2 2

Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN ] 2 2 2 2 2 2

Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 - [KPYM_HUMAN ] 2 2 2 2 2 2

Apoli poprotein D OS=Homo sapiens GN=APOD PE=1 SV=1 - [APOD_HUMAN ] 2 2 2 2 2 2

Transthyretin OS=Homo sapiens GN=TT R PE=1 SV=1 - [TT HY_HUMAN ] 2 2 2 2 2 2

Hemoglobin subun it beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB_HUMAN ] 2 2 2 2 2 2

ProSAA S OS=Homo sapiens GN=PCSK1N PE=1 SV=1 - [PCSK1_HUMAN ] 2 2 2 2 2 2

Glyceraldehyde-3-phosph ate dehydrogenase OS=Homo sapiens GN=G APDH PE=1 SV=3 - [G3P_HUMAN ] 2 2 2 2 2 2

L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2 - [LDHB_HUMAN ] 2 2 2 2 2 2

L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2 - [LDHA_HUMAN ] 2 2 2 2 2 2

Hemoglobin subun it alph a OS=Homo sapiens GN=HBA1 PE=1 SV=2 - [HBA_HUMAN ] 2 2 2 2 2 2

Hemoglobin subun it de lta OS=Homo sapiens GN=HBD PE=1 SV=2 - [HBD_HUMAN ] 2 2 2 2 2 2

Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 - [DCD_HUMAN ] 2 2 2 2 2 2

Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN ] 2 2 2 2 2 2

Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1 - [CATD_HUMAN ] 1 2 2 2 2 2

Monocyte differentiat i on ant i gen CD14 OS=Homo sapiens GN=CD14 PE=1 SV=2 - [CD14_HUMAN ] 1 2 2 2 2 2

Glutathione peroxidase 3 OS=Homo sapiens GN=G PX3 PE=1 SV=2 - [GPX3_HUMAN ] 1 2 2 2 2 2

Carboxypeptidase E OS=Homo sapiens GN=CPE PE=1 SV=1 - [CBPE_HUMAN ] 2 1 2 2 2 2

Pigment epitheli um-derived factor OS=Homo sapiens GN=SERPINF1 PE=1 SV=4 - [PEDF_HUMAN ] 2 1 2 2 2 2

Gamm a-enolase OS=Homo sapiens GN=ENO2 PE=1 SV =3 - [ENOG_HUMAN ] 2 1 2 2 2 2

Creatine kinase B-type OS=Homo sapiens GN=CKB PE=1 SV=1 - [KCRB_HUMAN ] 1 1 2 2 2 2

Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1 - [VTNC_HUMAN ] 2 2 1 2 2 2

Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 - [PRDX2_HUMAN ] 2 2 1 2 2 2

Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=3 - [CATB_HUMAN ] 2 2 1 2 2 2

Apoli poprotein A-II OS=Homo sapiens GN=APOA2 PE=1 SV=1 - [APOA2_HUMAN ] 2 2 1 1 2 2

Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PP IA PE=1 SV=2 - [PP IA_HUMAN ] 1 2 1 2 2 2

Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1 - [CYT C_HUMAN ] 2 1 1 2 2 2

Renin receptor OS=Homo sapiens GN=ATP6AP2 PE=1 SV=2 - [RENR_HUMAN ] 2 2 2 2 2 1

Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=1 SV=1 - [IGKC_HUMAN ] 2 1 2 2 2 1

Desmogle in-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN ] 2 1 1 2 2 1

Serum amyloid A-1 prote in OS=Homo sapiens GN=SAA 1 PE=1 SV =1 - [SAA 1_HUMAN ] 2 2 2 2 1 1

Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 - [THIO_HUMAN ] 1 1 1 2 1 1

Tissu e alph a-L-f ucosidase OS=Homo sapiens GN=FUCA1 PE=1 SV=4 - [FUCO_HUMAN ] 1 1 1 2 1 1

Phosph oli pid transfer protein OS=Homo sapiens GN=PLTP PE=1 SV=1 - [PLTP_HUMAN ] 1 1 2 1 2 1

Heparin cofactor 2 OS=Homo sapiens GN=SERPIND1 PE=1 SV=3 - [HEP2_HUMAN ] 1 1 1 2 2 1

Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=3 - [APOH_HUMAN ] 1 1 1 1 2 1

Prote in-L-isoasp artate(D-asp artate) O-methyltrans ferase OS=Homo sapiens GN=PCMT1 PE=1 SV=4 - [PIMT_HUMAN ] 1 1 1 1 2 1

Angiotensinogen OS=Homo sapiens GN=AGT PE=1 SV=1 - [AN GT_HUMAN ] 1 2 2 2 2

Apoli poprote in L1 OS=Homo sapiens GN=APOL1 PE=1 SV =5 - [APOL1_HUMAN ] 1 1 1 2 1

14-3-3 prote in theta OS=Homo sapiens GN=YWH AQ PE=1 SV=1 - [1433 T_HUMAN ] 2 1 2 1

Ig gamm a-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [IGHG1_HUMAN ] 2 2 2 1

Cathepsin L1 OS=Homo sapiens GN=CTSL PE=1 SV =2 - [CATL 1_HUMAN ] 1 2 2 2

Kininogen-1 OS=Homo sapiens GN =KNG1 PE=1 SV =2 - [KNG1_HUMAN ] 1 2 2 1

Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - [MIME_HUMAN ] 1 1 2 1

Gangli oside GM2 activator OS=Homo sapiens GN=G M2A PE=1 SV=4 - [SAP3_HUMAN ] 1 2 2 1

Protein S100 -A6 OS=Homo sapiens GN=S100 A6 PE=1 SV=1 - [S10A6_HUMAN ] 1 1 2 1

IgGFc-bind ing prote in OS=Homo sapiens GN=FCGBP PE=1 SV=3 - [FCGBP_HUMAN ] 2 2 1

Fructose-bisph osph ate aldolase C OS=Homo sapiens GN=ALDOC PE=1 SV=2 - [ALDOC_HUMAN ] 1 2 2

Complement C1q sub component subun it C OS=Homo sapiens GN=C1QC PE=1 SV=3 - [C1QC_HUMAN ] 1 2 1

Selenium-bind ing protein 1 OS=Homo sapiens GN=SELE NBP1 PE=1 SV=2 - [SBP1_HUMAN ] 1 1 2

Amyloid-li ke prote in 1 OS=Homo sapiens GN=APLP1 PE=1 SV=3 - [APLP1_HUMAN ] 2 2 1 2 2

Ig alpha-1 chain C region OS=Homo sapiens GN=IGHA1 PE=1 SV=2 - [IGHA1_HUMAN ] 2 2 2 2

Alph a-1-antichymotrypsin OS=Homo sapiens GN=SERPINA 3 PE=1 SV=2 - [AA CT_HUMAN ] 2 2 2 2

Ig lambd a-2 chain C regions OS=Homo sapiens GN=IGLC2 PE=1 SV=1 - [LAC2_HUMAN ] 1 1 1 2 1

Neurofil ament li ght polypepti de OS=Homo sapiens GN=NEFL PE=1 SV=3 - [NFL_HUMAN ] 1 1 1 2 1

Ig gamm a-2 chain C region OS=Homo sapiens GN=IGHG2 PE=1 SV=2 - [IGHG2_HUMAN ] 1 1 1 1 2

Prostaglandin-H2 D-isomerase OS=Homo sapiens GN=PTGDS PE=1 SV=1 - [PTGDS_HUMAN ] 2 2 2 2 1

EGF-containing fibu li n-li ke extracell ular matrix protein 1 OS=Homo sapiens GN=EFEMP1 PE=1 SV=2 - [FBLN3_HUMAN ] 2 2 2 2 2

Fructose-bisph osph ate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2 - [ALDOA_HUMAN ] 1 1 1 2 1

Alph a-1-antitrypsin OS=Homo sapiens GN=SERPINA 1 PE=1 SV=3 - [A1AT_HUMAN ] 1 1 1 2 2

Microtubu le-ass ociated tumor supp ress or candidate 2 OS=Homo sapiens GN=MTUS2 PE=1 SV=3 - [MTUS2_HUMAN ] 1 1 1 1 2

Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens GN=ITIH4 PE=1 SV=4 - [ITIH4_HUMAN ] 2 1 1 1

Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=1 - [CERU_HUMAN ] 1 2 2 1

Fil agg rin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1 - [FILA2_HUMAN ] 1 1 2 2

Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 - [HORN_HUMAN ] 2 1 2 2

Lactotransferrin OS=Homo sapiens GN=LTF PE=1 SV=6 - [TRFL_HUMAN ] 1 2

Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [V IME_HUMAN ] 2 1 1 1

Prolactin-indu cible protein OS=Homo sapiens GN=PIP PE=1 SV=1 - [PIP_HUMAN ] 2 1 1

Roo tletin OS=Homo sapiens GN=CROCC PE=1 SV=1 - [CROCC_HUMAN ] 2

Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=4 - [CFAH_HUMAN ] 1 2 2

FYVE, RhoGEF and PH domain-containing protein 1 OS=Homo sapiens GN=FGD1 PE=1 SV=2 - [FGD1_HUMAN ] 2

Heat sh ock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA 1 PE=1 SV=5 - [HS90A_HUMAN ] 2 2 1

Haptoglobin OS=Homo sapiens GN=HP PE=1 SV=1 - [HPT_HUMAN ] 2 1

Alph a-2-HS-glycoprote in OS=Homo sapiens GN=AHSG PE=1 SV=1 - [FET UA_HUMAN ] 1 2

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN ] 2 2

Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2 - [CO9_HUMAN ] 2 2 2

Integral membrane protein 2B OS=Homo sapiens GN=ITM2B PE=1 SV=1 - [ITM2B_HUMAN ] 1 2 1

Skin-sp ecifi c prote in 32 OS=Homo sapiens GN=XP32 PE=1 SV=1 - [XP32_HUMAN ] 1 2 1

Desmocolli n-1 OS=Homo sapiens GN=DSC1 PE=1 SV=2 - [DSC1_HUMAN ] 2

Complement factor B OS=Homo sapiens GN=CFB PE=1 SV=2 - [CFAB_HUMAN ] 1 2

Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [AN T3_HUMAN ] 1 1 2

Ig mu chain C region OS=Homo sapiens GN=IGHM PE=1 SV=3 - [IGHM_HUMAN ] 1 2 1

Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 - [THRB_HUMAN ] 1 2

Transgeli n-3 OS=Homo sapiens GN=TAGLN3 PE=1 SV=2 - [TAGL3_HUMAN ] 1 1 2 1

Serum paraoxonase/arylesterase 1 OS=Homo sapiens GN=PON1 PE=1 SV=3 - [PON1_HUMAN ] 1 1 2 1

Beta-hexosaminidase subun it beta OS=Homo sapiens GN=HEXB PE=1 SV=3 - [HEXB_HUMAN ] 1 2

Sorcin OS=Homo sapiens GN=SRI PE=1 SV=1 - [SORCN_HUMAN ] 1 2

Small proli ne-rich protein 2E OS=Homo sapiens GN=SPRR2E PE=2 SV=2 - [SPR2E_HUMAN ] 1 2

Heat sh ock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN ] 2

Rab GDP diss ociation inh ibitor alpha OS=Homo sapiens GN=G DI1 PE=1 SV=2 - [GDIA_HUMAN ] 2



Continuing from Table A. 

Heat map of identified adsorbed proteins on coated membranes in group B-D. A time 

resolved map of all identified proteins that adsorbs to the surface providing deeper 

information about the adsorption behavior of the individual proteins compared to the more 

schematic Fig. 2. The three colors in the heat map indicate zero (white), one (light green) or 

two or more (dark green) unique peptides identified for a particular protein. A protein must 

be identified by two peptides at least one time point to be considered identified. 

 

Protein 15 30 60 120 240 480
Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2 - [CO3_HUMAN ] 2 2 2 2 2 2

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN ] 2 2 2 2 2 2

Coagulation factor V OS=Homo sapiens GN=F5 PE=1 SV=4 - [FA5_HUMAN ] 2 2 2 2 2 2

Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2 - [CO4A_HUMAN ] 2 2 2 2 2 2

Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN ] 2 2 2 2 2 2

Fibu li n-1 OS=Homo sapiens GN=FBLN1 PE=1 SV=4 - [FBLN1_HUMAN ] 2 2 2 2 2 2

Fibrinogen alph a chain OS=Homo sapiens GN=FGA PE=1 SV=2 - [FIBA_HUMAN ] 2 2 2 2 2 2

Apoli poprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3 - [APOA4_HUMAN ] 2 2 2 2 2 2

Apoli poprotein E OS=Homo sapiens GN=APOE PE=1 SV=1 - [APOE_HUMAN ] 2 2 2 2 2 2

Gelsoli n OS=Homo sapiens GN=GSN PE=1 SV=1 - [GELS_HUMAN ] 2 2 2 2 2 2

Gli al fibrill ary acidic protein OS=Homo sapiens GN=G FAP PE=1 SV=1 - [GFAP_HUMAN ] 2 2 2 2 2 2

Apoli poprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1 - [APOA1_HUMAN ] 2 2 2 2 2 2

Alph a-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 - [ENOA_HUMAN ] 2 2 2 2 2 2

Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 - [FIBB_HUMAN ] 2 2 2 2 2 2

Fibrinogen gamm a chain OS=Homo sapiens GN=FGG PE=1 SV =3 - [FIBG_HUMAN ] 2 2 2 2 2 2

Phosph oglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3 - [PGK1_HUMAN ] 2 2 2 2 2 2

Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN ] 2 2 2 2 2 2

Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 - [KPYM_HUMAN ] 2 2 2 2 2 2

Apoli poprotein D OS=Homo sapiens GN=APOD PE=1 SV=1 - [APOD_HUMAN ] 2 2 2 2 2 2

Transthyretin OS=Homo sapiens GN=TT R PE=1 SV=1 - [TT HY_HUMAN ] 2 2 2 2 2 2

Hemoglobin subun it beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB_HUMAN ] 2 2 2 2 2 2

ProSAA S OS=Homo sapiens GN=PCSK1N PE=1 SV=1 - [PCSK1_HUMAN ] 2 2 2 2 2 2

Glyceraldehyde-3-phosph ate dehydrogenase OS=Homo sapiens GN=G APDH PE=1 SV=3 - [G3P_HUMAN ] 2 2 2 2 2 2

L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2 - [LDHB_HUMAN ] 2 2 2 2 2 2

L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2 - [LDHA_HUMAN ] 2 2 2 2 2 2

Hemoglobin subun it alph a OS=Homo sapiens GN=HBA1 PE=1 SV=2 - [HBA_HUMAN ] 2 2 2 2 2 2

Hemoglobin subun it de lta OS=Homo sapiens GN=HBD PE=1 SV=2 - [HBD_HUMAN ] 2 2 2 2 2 2

Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 - [DCD_HUMAN ] 2 2 2 2 2 2

Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN ] 2 2 2 2 2 2

Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1 - [CATD_HUMAN ] 1 2 2 2 2 2

Monocyte differentiat i on ant i gen CD14 OS=Homo sapiens GN=CD14 PE=1 SV=2 - [CD14_HUMAN ] 1 2 2 2 2 2

Glutathione peroxidase 3 OS=Homo sapiens GN=G PX3 PE=1 SV=2 - [GPX3_HUMAN ] 1 2 2 2 2 2

Carboxypeptidase E OS=Homo sapiens GN=CPE PE=1 SV=1 - [CBPE_HUMAN ] 2 1 2 2 2 2

Pigment epitheli um-derived factor OS=Homo sapiens GN=SERPINF1 PE=1 SV=4 - [PEDF_HUMAN ] 2 1 2 2 2 2

Gamm a-enolase OS=Homo sapiens GN=ENO2 PE=1 SV =3 - [ENOG_HUMAN ] 2 1 2 2 2 2

Creatine kinase B-type OS=Homo sapiens GN=CKB PE=1 SV=1 - [KCRB_HUMAN ] 1 1 2 2 2 2

Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1 - [VTNC_HUMAN ] 2 2 1 2 2 2

Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 - [PRDX2_HUMAN ] 2 2 1 2 2 2

Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=3 - [CATB_HUMAN ] 2 2 1 2 2 2

Apoli poprotein A-II OS=Homo sapiens GN=APOA2 PE=1 SV=1 - [APOA2_HUMAN ] 2 2 1 1 2 2

Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PP IA PE=1 SV=2 - [PP IA_HUMAN ] 1 2 1 2 2 2

Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1 - [CYT C_HUMAN ] 2 1 1 2 2 2

Renin receptor OS=Homo sapiens GN=ATP6AP2 PE=1 SV=2 - [RENR_HUMAN ] 2 2 2 2 2 1

Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=1 SV=1 - [IGKC_HUMAN ] 2 1 2 2 2 1

Desmogle in-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN ] 2 1 1 2 2 1

Serum amyloid A-1 prote in OS=Homo sapiens GN=SAA 1 PE=1 SV =1 - [SAA 1_HUMAN ] 2 2 2 2 1 1

Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 - [THIO_HUMAN ] 1 1 1 2 1 1

Tissu e alph a-L-f ucosidase OS=Homo sapiens GN=FUCA1 PE=1 SV=4 - [FUCO_HUMAN ] 1 1 1 2 1 1

Phosph oli pid transfer protein OS=Homo sapiens GN=PLTP PE=1 SV=1 - [PLTP_HUMAN ] 1 1 2 1 2 1

Heparin cofactor 2 OS=Homo sapiens GN=SERPIND1 PE=1 SV=3 - [HEP2_HUMAN ] 1 1 1 2 2 1

Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=3 - [APOH_HUMAN ] 1 1 1 1 2 1

Prote in-L-isoasp artate(D-asp artate) O-methyltrans ferase OS=Homo sapiens GN=PCMT1 PE=1 SV=4 - [PIMT_HUMAN ] 1 1 1 1 2 1

Angiotensinogen OS=Homo sapiens GN=AGT PE=1 SV=1 - [AN GT_HUMAN ] 1 2 2 2 2

Apoli poprote in L1 OS=Homo sapiens GN=APOL1 PE=1 SV =5 - [APOL1_HUMAN ] 1 1 1 2 1

14-3-3 prote in theta OS=Homo sapiens GN=YWH AQ PE=1 SV=1 - [1433 T_HUMAN ] 2 1 2 1

Ig gamm a-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [IGHG1_HUMAN ] 2 2 2 1

Cathepsin L1 OS=Homo sapiens GN=CTSL PE=1 SV =2 - [CATL 1_HUMAN ] 1 2 2 2

Kininogen-1 OS=Homo sapiens GN =KNG1 PE=1 SV =2 - [KNG1_HUMAN ] 1 2 2 1

Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - [MIME_HUMAN ] 1 1 2 1

Gangli oside GM2 activator OS=Homo sapiens GN=G M2A PE=1 SV=4 - [SAP3_HUMAN ] 1 2 2 1

Protein S100 -A6 OS=Homo sapiens GN=S100 A6 PE=1 SV=1 - [S10A6_HUMAN ] 1 1 2 1

IgGFc-bind ing prote in OS=Homo sapiens GN=FCGBP PE=1 SV=3 - [FCGBP_HUMAN ] 2 2 1

Fructose-bisph osph ate aldolase C OS=Homo sapiens GN=ALDOC PE=1 SV=2 - [ALDOC_HUMAN ] 1 2 2

Complement C1q sub component subun it C OS=Homo sapiens GN=C1QC PE=1 SV=3 - [C1QC_HUMAN ] 1 2 1

Selenium-bind ing protein 1 OS=Homo sapiens GN=SELE NBP1 PE=1 SV=2 - [SBP1_HUMAN ] 1 1 2

Amyloid-li ke prote in 1 OS=Homo sapiens GN=APLP1 PE=1 SV=3 - [APLP1_HUMAN ] 2 2 1 2 2

Ig alpha-1 chain C region OS=Homo sapiens GN=IGHA1 PE=1 SV=2 - [IGHA1_HUMAN ] 2 2 2 2

Alph a-1-antichymotrypsin OS=Homo sapiens GN=SERPINA 3 PE=1 SV=2 - [AA CT_HUMAN ] 2 2 2 2

Ig lambd a-2 chain C regions OS=Homo sapiens GN=IGLC2 PE=1 SV=1 - [LAC2_HUMAN ] 1 1 1 2 1

Neurofil ament li ght polypepti de OS=Homo sapiens GN=NEFL PE=1 SV=3 - [NFL_HUMAN ] 1 1 1 2 1

Ig gamm a-2 chain C region OS=Homo sapiens GN=IGHG2 PE=1 SV=2 - [IGHG2_HUMAN ] 1 1 1 1 2

Prostaglandin-H2 D-isomerase OS=Homo sapiens GN=PTGDS PE=1 SV=1 - [PTGDS_HUMAN ] 2 2 2 2 1

EGF-containing fibu li n-li ke extracell ular matrix protein 1 OS=Homo sapiens GN=EFEMP1 PE=1 SV=2 - [FBLN3_HUMAN ] 2 2 2 2 2

Fructose-bisph osph ate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2 - [ALDOA_HUMAN ] 1 1 1 2 1

Alph a-1-antitrypsin OS=Homo sapiens GN=SERPINA 1 PE=1 SV=3 - [A1AT_HUMAN ] 1 1 1 2 2

Microtubu le-ass ociated tumor supp ress or candidate 2 OS=Homo sapiens GN=MTUS2 PE=1 SV=3 - [MTUS2_HUMAN ] 1 1 1 1 2

Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens GN=ITIH4 PE=1 SV=4 - [ITIH4_HUMAN ] 2 1 1 1

Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=1 - [CERU_HUMAN ] 1 2 2 1

Fil agg rin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1 - [FILA2_HUMAN ] 1 1 2 2

Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 - [HORN_HUMAN ] 2 1 2 2

Lactotransferrin OS=Homo sapiens GN=LTF PE=1 SV=6 - [TRFL_HUMAN ] 1 2

Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [V IME_HUMAN ] 2 1 1 1

Prolactin-indu cible protein OS=Homo sapiens GN=PIP PE=1 SV=1 - [PIP_HUMAN ] 2 1 1

Roo tletin OS=Homo sapiens GN=CROCC PE=1 SV=1 - [CROCC_HUMAN ] 2

Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=4 - [CFAH_HUMAN ] 1 2 2

FYVE, RhoGEF and PH domain-containing protein 1 OS=Homo sapiens GN=FGD1 PE=1 SV=2 - [FGD1_HUMAN ] 2

Heat sh ock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA 1 PE=1 SV=5 - [HS90A_HUMAN ] 2 2 1

Haptoglobin OS=Homo sapiens GN=HP PE=1 SV=1 - [HPT_HUMAN ] 2 1

Alph a-2-HS-glycoprote in OS=Homo sapiens GN=AHSG PE=1 SV=1 - [FET UA_HUMAN ] 1 2

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN ] 2 2

Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2 - [CO9_HUMAN ] 2 2 2

Integral membrane protein 2B OS=Homo sapiens GN=ITM2B PE=1 SV=1 - [ITM2B_HUMAN ] 1 2 1

Skin-sp ecifi c prote in 32 OS=Homo sapiens GN=XP32 PE=1 SV=1 - [XP32_HUMAN ] 1 2 1

Desmocolli n-1 OS=Homo sapiens GN=DSC1 PE=1 SV=2 - [DSC1_HUMAN ] 2

Complement factor B OS=Homo sapiens GN=CFB PE=1 SV=2 - [CFAB_HUMAN ] 1 2

Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [AN T3_HUMAN ] 1 1 2

Ig mu chain C region OS=Homo sapiens GN=IGHM PE=1 SV=3 - [IGHM_HUMAN ] 1 2 1

Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 - [THRB_HUMAN ] 1 2

Transgeli n-3 OS=Homo sapiens GN=TAGLN3 PE=1 SV=2 - [TAGL3_HUMAN ] 1 1 2 1

Serum paraoxonase/arylesterase 1 OS=Homo sapiens GN=PON1 PE=1 SV=3 - [PON1_HUMAN ] 1 1 2 1

Beta-hexosaminidase subun it beta OS=Homo sapiens GN=HEXB PE=1 SV=3 - [HEXB_HUMAN ] 1 2

Sorcin OS=Homo sapiens GN=SRI PE=1 SV=1 - [SORCN_HUMAN ] 1 2

Small proli ne-rich protein 2E OS=Homo sapiens GN=SPRR2E PE=2 SV=2 - [SPR2E_HUMAN ] 1 2

Heat sh ock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN ] 2

Rab GDP diss ociation inh ibitor alpha OS=Homo sapiens GN=G DI1 PE=1 SV=2 - [GDIA_HUMAN ] 2


