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Supplement Figure S1  

 
Figure S1 Structure of [Fe3O(CH3COCO2)6(H2O)3]+[1] 

 

 

 

 

Supplement Figure S2  

(A) Four S. cerevisiae strains, GJ2009, GJ2010, GJ2011, and GJ2012 (derived from 

GJ2008) with different ethanol synthesis capacities, were verified by fermentation 

under 190 g/L sucrose. (B) 120 µL of these four S. cerevisiae strains’ fermentation 

supernatant (Five times dilution) was transferred to a 96-well enzyme label plate, and 

80 µL 1M Fe(NO3)3was added for reaction at room temperature for 10 min. Then the 

absorbance was measured at OD520 nm. 
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Supplement Figure S3 ARTP mutation and adaptive evolution 

After ARTP mutagenesis, the mutant bacterial library obtained was firstly cultured and 

subcultured in 286 g/L sucrose fermentation medium. After stable growth, the next 

round of mutagenesis was carried out again, and the sucrose concentration in the 

medium was increased until to 381 g/L. 
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Supplement Figure S4 Comparison of cell morphology between mutant bacteria and 

non-mutant bacteria at sucrose concentration of 381g/L after 24 h. 

(A) non-mutant S. cerevisiae (GJ2008); (B) the mutant bacterial library. 

 

 

 

 

 

 



Supplement Table S1 Optimum strain fermentation and screening 

name Ethanol (g/L) 

NT-F1 122.69±5.02 

NT-F2 120.32±3.94 

NT-F3 119.93±3.39 

NT-F4 119.93±5.58 

NT-F5 113.62±6.69 

NT-F6 116.77±3.95 

Those 6 strains with the lowest OD520 value were selected for shaking (286 g/L sucrose), 

and the dominant strain NT-F1 with the highest ethanol synthesis yield was obtained. 

 

  



Supplement Figure S5 Ethanol production of the selected mutants with higher OD520 

Two OD520 strains (NT-FX and NT-FY) with higher values were randomly selected for 

fermentation from the 380 strains. 
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