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Figure S1. Preparation of Membrane-Enriched Samples. (A) Silver stain analysis of sequential
fractions of an individual control case demonstrated differential banding between the cytosol-
enriched S2 and membrane-enriched M fractions. (B) Silver stain analysis of the M fractions from the
18 analyzed cases demonstrated consistent protein integrity and intensity throughout. (C)
Coomassie-stained SDS-page gel of the 18 alkylated M fractions. Prior to proteomic analysis, each
sample lane was cut into five gel bands corresponding to the approximate molecular weight (MW)
ranges shown on the right. Abbreviations: H, Homogenate; S, Supernatant; P, Pellet; MW, Molecular
Weight.
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