Table S1:

Peptide ID Amino acid sequence Probe ID Nucleotide sequence
LVIADVAGLAPGTGSLTVEFT
Peptidel  NEK
Peptide2 =~ AEGGFLGAEVILK CTGAGAGCTTATAAGAGTTTACT
Peptide 3 SLLALQGPLAAPVLQYLTK |bf_mxflxxxx_0013e03.t3m.scf CATACCAATTGATATATGGGCAG
TGYTGEDGFEISVPSENALD AGAAAAAAGACAAG
Peptide4  LAK
Peptide 5 GGAIDDSVVTK
iepticile g SSEI\{/ISQ/EE;\I/I{I? ER ACTTTAATCTACATGTTGCTCGTT
PZEE s Ve CEFR MICRO.477.C1 TTTGCTTATGAGTTCCTTTCAATG
CAACATGGACCA
Peptide 9 NIAMGYVK
Peptide 10 SYDGVVTK
Peptide 11  DTIPFLEK CAGTATAAGGACTCAATTATGGA
Peptide 12 VGFFSSGPPPR MICRO.477.C2 CTCTACAGTAAATTGTAGGGAGA
Peptide 13 TVLYDFHVVNGGK ATGGTAGTCTCTTT
Peptide 14 MPFVPTK
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Putative involvment in biotic stress.
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