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LOC_Os02g12680−−allene oxide synthase
LOC_Os01g37590−−Major facilitator superfamily protein
LOC_Os03g56010
LOC_Os09g35790−−winged−helix DNA−binding transcription factor family protein
LOC_Os01g69190−−Nucleotide−diphospho−sugar transferase family protein
LOC_Os09g33820−−lecithin:cholesterol acyltransferase 3
LOC_Os09g39650−−U−box domain−containing protein kinase family protein
LOC_Os12g44110−−Major facilitator superfamily protein
LOC_Os04g51040−−wall associated kinase 3
LOC_Os03g22670−−alpha/beta−Hydrolases superfamily protein
LOC_Os09g30458−−Subtilisin−like serine endopeptidase family protein
LOC_Os03g56580−−NAC domain containing protein 42
LOC_Os03g58170−−aluminum induced protein with YGL and LRDR motifs
LOC_Os03g39760−−cytochrome P450, family 71, subfamily B, polypeptide 37
LOC_Os01g66250−−lectin protein kinase family protein
LOC_Os10g38090−−cytochrome P450, family 704, subfamily A, polypeptide 2
LOC_Os01g63980−−WIP domain protein 4
LOC_Os03g07480−−sucrose transporter 2
LOC_Os01g03730−−endonuclease 4
LOC_Os04g51610−−autoinhibited Ca2+ −ATPase, isoform 8
LOC_Os03g17810−−LOB domain−containing protein 1
LOC_Os11g38260−−Plastid−lipid associated protein PAP / fibrillin family protein
LOC_Os05g42210−−receptor kinase 3
LOC_Os06g07040−−indole−3−acetic acid inducible 31, partial 
LOC_Os08g31140−−Heavy metal transport/detoxification superfamily protein
LOC_Os11g42370−−hydroxycinnamoyl−CoA shikimate/quinate hydroxycinnamoyl transferase
LOC_Os03g12890−−branched−chain aminotransferase 3
LOC_Os11g29870−−WRKY DNA−binding protein 75
LOC_Os04g23580−−Core−2/I−branching beta−1,6−N−acetylglucosaminyltransferase family protein
LOC_Os08g33488−−AGAMOUS−like 21
LOC_Os02g36510−−Ethylene insensitive 3 family protein
LOC_Os11g05640−−F18O14.26 
LOC_Os01g56010−−Serine protease inhibitor (SERPIN) family protein
LOC_Os08g19420−−O−methyltransferase family protein
LOC_Os05g01580−−nodulin MtN21 /EamA−like transporter family protein
LOC_Os09g28354−−hypothetical protein AXX17_AT4G42150 
LOC_Os01g71830−−hypothetical protein AXX17_AT4G19090 
LOC_Os10g36160−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os07g48450−−NAC−like, activated by AP3/PI
LOC_Os08g39950−−high affinity K+ transporter 5
LOC_Os05g41030−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os08g23290−−Leucine−rich repeat protein kinase family protein
LOC_Os04g10350−−2−oxoglutarate (2OG) and Fe(II)−dependent oxygenase superfamily protein
LOC_Os01g64730−−Basic−leucine zipper (bZIP) transcription factor family protein
LOC_Os01g74320−−hypothetical protein AT2G28840
LOC_Os09g32510−−basic helix−loop−helix (bHLH) DNA−binding superfamily protein
LOC_Os09g35800−−UDP−D−glucose/UDP−D−galactose 4−epimerase 1
LOC_Os01g71310−−cytokinin oxidase/dehydrogenase 1
LOC_Os05g44770−−kinase family with leucine−rich repeat domain−containing protein
LOC_Os01g07870−−multidrug resistance−associated protein 3
LOC_Os07g44440−−1−cysteine peroxiredoxin 1
LOC_Os06g10880−−ABA−responsive element binding protein 3
LOC_Os06g36310−−kinase family with leucine−rich repeat domain−containing protein
LOC_Os03g63390−−plantacyanin
LOC_Os05g47670−−RING/U−box superfamily protein
LOC_Os05g45350−−DNAJ heat shock N−terminal domain−containing protein
LOC_Os08g30210−−2−oxoglutarate (2OG) and Fe(II)−dependent oxygenase superfamily protein
LOC_Os01g47190−−Phosphoglycerate mutase family protein
LOC_Os01g51870−−S−adenosyl−L−methionine−dependent methyltransferases superfamily protein
LOC_Os05g01380−−polygalacturonase inhibiting protein 1
LOC_Os06g06560−−Glycogen/starch synthases, ADP−glucose type
LOC_Os08g38130−−UDP−glucosyl transferase 89B1
LOC_Os03g20910−−WUSCHEL related homeobox 12
LOC_Os07g07240−−ubiquitin−conjugating enzyme E2 2 isoform X1 
LOC_Os05g39540−−ZIP5 
LOC_Os01g57510−−receptor kinase 3
LOC_Os03g55010−−UDP−Glycosyltransferase superfamily protein
LOC_Os01g02390−−Protein kinase superfamily protein
LOC_Os02g39930−−temperature−induced lipocalin
LOC_Os02g53380−−trichome birefringence−like protein (DUF828)
LOC_Os06g06050−−RNI−like superfamily protein
LOC_Os01g09990−−basic helix−loop−helix (bHLH) DNA−binding family protein
LOC_Os08g36860−−cytochrome P450, family 707, subfamily A, polypeptide 4
LOC_Os05g50190−−Protein kinase superfamily protein
LOC_Os09g26900−−copper transporter 5
LOC_Os04g38780−−AGAMOUS−like 16
LOC_Os07g13810−−UDP−Glycosyltransferase superfamily protein
LOC_Os07g26940−−ORMDL family protein
LOC_Os11g41870−−polyol/monosaccharide transporter 5
LOC_Os07g48560−−WUSCHEL related homeobox 11
LOC_Os09g04790−−Plastid−lipid associated protein PAP / fibrillin family protein
LOC_Os04g42520−−adenine phosphoribosyl transferase 2
LOC_Os01g37750−−Glutathione S−transferase family protein
LOC_Os08g32970−−annexin 5
LOC_Os06g45100−−cryptochrome 3
LOC_Os07g49200−−Uncharacterized protein family (UPF0497)
LOC_Os04g56110−−Protein kinase superfamily protein
LOC_Os03g49350−−PLAT/LH2 domain−containing lipoxygenase family protein
LOC_Os11g03910−−DHHC−type zinc finger family protein
LOC_Os11g47560−−chitinase A
LOC_Os03g06520−−sulfate transporter 3;1
LOC_Os05g35140−−Nodulin MtN3 family protein
LOC_Os09g31482−−U2 snRNP auxiliary factor small subunit
LOC_Os12g18560−−cell wall / vacuolar inhibitor of fructosidase 2
LOC_Os01g52130−−sulfate transporter 3;5
LOC_Os07g14610−−ILR1 
LOC_Os06g51260−−Homeodomain−like superfamily protein
LOC_Os05g37190−−WIP domain protein 5
LOC_Os06g45890−−Homeodomain−like superfamily protein
LOC_Os07g48730−−Protein kinase superfamily protein
LOC_Os01g43740−−cytochrome P450, family 72, subfamily A, polypeptide 13
LOC_Os08g34360−−Integrase−type DNA−binding superfamily protein
LOC_Os02g40530−−MYB79 
LOC_Os07g02880−−plant/protein (Protein of unknown function, DUF538)
LOC_Os10g35050−−beta−tonoplast intrinsic protein
LOC_Os08g38990−−WRKY DNA−binding protein 2
LOC_Os04g42950−−MYB79 
LOC_Os04g53930−−organic cation/carnitine transporter4
LOC_Os01g52470−−Ribosomal protein S5/Elongation factor G/III/V family protein
LOC_Os05g06380−−HXXXD−type acyl−transferase family protein
LOC_Os03g04900−−myb domain protein 305
LOC_Os09g31031−−60S ribosomal protein L40−1
LOC_Os07g41460−−sulfotransferase 12
LOC_Os11g43320−−HOPZ−ACTIVATED RESISTANCE 1
LOC_Os12g39400−−C2H2 and C2HC zinc fingers superfamily protein
LOC_Os10g09920−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os11g09020−−amino acid permease 3
LOC_Os01g71474−−beta−1,3−glucanase 2
LOC_Os04g10530−−Amidase family protein
LOC_Os07g41650−−Pectin lyase−like superfamily protein
LOC_Os06g29844−−MATE efflux family protein
LOC_Os10g11310−−transmembrane protein, putative (DUF594)
LOC_Os03g55050−−UDP−Glycosyltransferase superfamily protein
LOC_Os05g46000−−RAB GTPase homolog G3B
LOC_Os04g31710−−transmembrane protein
LOC_Os06g36320−−kinase family with leucine−rich repeat domain−containing protein
LOC_Os08g04240−−receptor−like protein kinase−related family protein
LOC_Os07g12890−−ZIP5 
LOC_Os03g46200−−Acyl−CoA N−acyltransferases (NAT) superfamily protein
LOC_Os06g18140−−UDP−glucosyl transferase 72E1
LOC_Os10g40934−−senescence−related gene 1
LOC_Os01g12660−−DAA1 
LOC_Os09g06464−−CONSTANS−like 1
LOC_Os03g45960−−osmotin 34
LOC_Os07g36560−−HXXXD−type acyl−transferase family protein
LOC_Os04g55740−−Peroxidase superfamily protein
LOC_Os08g04540−−Pyridoxal phosphate (PLP)−dependent transferases superfamily protein
LOC_Os10g09850−−Calcium−binding EF−hand family protein
LOC_Os04g27980−−chitinase A
LOC_Os10g23310−−hydroxycinnamoyl−CoA shikimate/quinate hydroxycinnamoyl transferase
LOC_Os11g31560−−somatic embryogenesis receptor−like kinase 1
LOC_Os03g46070−−osmotin 34
LOC_Os10g38110−−cytochrome P450, family 704, subfamily A, polypeptide 2
LOC_Os01g62610−−FKBP−like peptidyl−prolyl cis−trans isomerase family protein
LOC_Os05g04210−−myb domain protein 112
LOC_Os08g33150−−myb domain protein 43
LOC_Os03g10090−−polyol/monosaccharide transporter 5
LOC_Os07g47550−−UDP−glucosyl transferase 84B1
LOC_Os05g04440−−Peroxidase superfamily protein
LOC_Os03g13200−−peroxidase 2
LOC_Os11g07770−−Disease resistance−responsive (dirigent−like protein) family protein
LOC_Os02g02170−−nitrate transporter 2:1
LOC_Os02g22680−−Walls Are Thin 1
LOC_Os05g04500−−Peroxidase superfamily protein
LOC_Os04g46810−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os10g40430−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os10g40470−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os10g18170−−ralf−like 33
LOC_Os02g25960−−ankyrin
LOC_Os03g31480−−expansin−A11
LOC_Os06g45140−−basic leucine zipper 9
LOC_Os01g45990−−K+ transporter 1
LOC_Os03g09970−−sulfate transporter 1;3
LOC_Os05g25540−−Protein kinase superfamily protein
LOC_Os07g44090−−myb domain protein 86
LOC_Os06g02390−−ADP−ribosylation factor B1B
LOC_Os01g07420−−alpha/beta−Hydrolases superfamily protein
LOC_Os06g05990−−Zinc finger (C3HC4−type RING finger) family protein
LOC_Os04g28870−−Oxidoreductase, zinc−binding dehydrogenase family protein
LOC_Os04g15920−−cinnamyl alcohol dehydrogenase 9
LOC_Os08g38170−−DNA glycosylase superfamily protein
LOC_Os11g24340−−serine carboxypeptidase−like 3
LOC_Os08g43270−−BCL−2−associated athanogene 1
LOC_Os10g41130−−Integrase−type DNA−binding superfamily protein
LOC_Os08g02150−−S−adenosyl−L−methionine−dependent methyltransferase
LOC_Os01g15320−−ralf−like 33
LOC_Os02g18430−−root hair specific 3
LOC_Os02g38120−−Phototropic−responsive NPH3 family protein
LOC_Os12g12470−−Zinc−binding dehydrogenase family protein
LOC_Os06g10570−−WRC protein
LOC_Os03g01700−−Divalent ion symporter
LOC_Os06g30950−−Nucleotide/sugar transporter family protein
LOC_Os08g20730−−unnamed protein product
LOC_Os02g41780−−Nucleotide/sugar transporter family protein
LOC_Os03g06050−−expansin−A11
LOC_Os05g02310−−pyrophosphorylase 4
LOC_Os07g07790−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os02g05060−−SAUR−like auxin−responsive protein family
LOC_Os04g26870−−NAD(P)−linked oxidoreductase superfamily protein
LOC_Os07g36630−−cellulose synthase−like D3
LOC_Os09g25490−−Cellulose synthase family protein
LOC_Os01g74110−−ZRT/IRT−like protein 2
LOC_Os03g40070−−N−terminal nucleophile aminohydrolases (Ntn hydrolases) superfamily protein
LOC_Os01g50820−−nitrate transporter2.5
LOC_Os01g62480−−laccase 17
LOC_Os01g70410−−Protein kinase superfamily protein
LOC_Os02g55410−−Minichromosome maintenance (MCM2/3/5) family protein
LOC_Os05g33690−−Leucine−rich repeat (LRR) family protein
LOC_Os04g51890−−SAUR−like auxin−responsive protein family
LOC_Os06g17490−−Concanavalin A−like lectin protein kinase family protein
LOC_Os05g11570−−Haloacid dehalogenase−like hydrolase (HAD) superfamily protein
LOC_Os10g40730−−expansin B2
LOC_Os01g52180−−alpha/beta−Hydrolases superfamily protein
LOC_Os03g45920−−tubulin beta−2 chain−like 
LOC_Os02g38230−−nitrate transmembrane transporter
LOC_Os10g27980−−Transmembrane amino acid transporter family protein
LOC_Os04g16970−−RING−H2 finger A2A
LOC_Os12g32620−−GATA type zinc finger transcription factor family protein
LOC_Os07g01620−−Disease resistance−responsive (dirigent−like protein) family protein
LOC_Os10g40460−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os02g56370−−wall associated kinase 5
LOC_Os11g40690−−cinnamyl−alcohol dehydrogenase
LOC_Os01g60340−−Calcium−dependent lipid−binding (CaLB domain) family protein
LOC_Os08g05520−−myb domain protein 103
LOC_Os10g21130
LOC_Os04g29000−−P−loop containing nucleoside triphosphate hydrolases superfamily protein
LOC_Os04g40490−−Cellulase (glycosyl hydrolase family 5) protein
LOC_Os09g27510−−cytochrome P450, family 76, subfamily C, polypeptide 4
LOC_Os04g39610−−PLC−like phosphodiesterase family protein
LOC_Os08g41880−−purple acid phosphatase 27
LOC_Os03g43650−−hypothetical protein AXX17_AT3G24560 
LOC_Os04g53230−−Glycine cleavage T−protein family
LOC_Os10g02100−−peptide transporter 2
LOC_Os03g02190−−Protein kinase superfamily protein
LOC_Os03g02939−−Peroxidase superfamily protein
LOC_Os04g46650−−expansin B2
LOC_Os04g54900−−basic helix−loop−helix (bHLH) DNA−binding family protein
LOC_Os02g14160−−Peroxidase superfamily protein
LOC_Os04g38910−−receptor−like kinase 1
LOC_Os09g06560−−transducin family protein / WD−40 repeat family protein
LOC_Os05g48900−−FASCICLIN−like arabinogalactan protein 13 precursor
LOC_Os11g45130−−Disease resistance protein (CC−NBS−LRR class) family
LOC_Os01g15540−−P−loop containing nucleoside triphosphate hydrolases superfamily protein
LOC_Os01g16450−−Peroxidase superfamily protein
LOC_Os02g39380−−EF hand calcium−binding protein family
LOC_Os01g57340−−LRR and NB−ARC domains−containing disease resistance protein
LOC_Os01g10850−−Peroxidase superfamily protein
LOC_Os05g11990−−tetratricopetide−repeat thioredoxin−like 1
LOC_Os05g45010−−Leucine−rich repeat protein kinase family protein
LOC_Os11g39490−−Protein kinase superfamily protein
LOC_Os01g22640−−GDSL−like Lipase/Acylhydrolase superfamily protein
LOC_Os03g19330−−xylosyltransferase 1
LOC_Os01g01660−−NmrA−like negative transcriptional regulator family protein
LOC_Os02g14170−−Peroxidase superfamily protein
LOC_Os07g02200−−early nodulin−like protein 20
LOC_Os12g26880−−unknown 
LOC_Os05g45820−−heavy metal−associated isoprenylated plant protein 8
LOC_Os08g43654−−MATE efflux family protein
LOC_Os03g01260−−expansin B2
LOC_Os02g03900−−natural resistance−associated macrophage protein 1
LOC_Os10g32110−−Exostosin family protein
LOC_Os05g04450−−Peroxidase superfamily protein
LOC_Os01g07770−−putative peroxidase 
LOC_Os10g18099−−ABA overly sensitive mutant 3
LOC_Os02g53360−−WRC protein
LOC_Os03g12140−−O−Glycosyl hydrolases family 17 protein
LOC_Os06g22600−−RecName: Full=Aluminum−activated malate transporter 10; Short=AtALMT10
LOC_Os09g37910−−high mobility group B1
LOC_Os06g51110−−CYCLIN B2;4
LOC_Os02g56540−−P−loop containing nucleoside triphosphate hydrolases superfamily protein
LOC_Os05g41390−−Cyclin family protein
LOC_Os07g22580−−Rho GTPase activating protein with PAK−box/P21−Rho−binding domain−containing protein
LOC_Os01g33080−−Actin binding Calponin homology (CH) domain−containing protein
LOC_Os04g25380−−UDP−glucosyl transferase 85A3
LOC_Os09g30486−−FASCICLIN−like arabinoogalactan 7
LOC_Os09g37600−−lysm domain GPI−anchored protein 2 precursor
LOC_Os01g11240−−hypothetical protein (Protein of unknown function, DUF538)
LOC_Os06g46500−−SKU5 similar 5
LOC_Os01g18970−−Peroxidase superfamily protein
LOC_Os03g52650−−syntaxin of plants 111
LOC_Os04g38220−−Major facilitator superfamily protein
LOC_Os11g20160−−O−methyltransferase family protein
LOC_Os03g25330−−Peroxidase superfamily protein
LOC_Os03g09940−−slufate transporter 2;1
LOC_Os04g51510−−xyloglucan endotransglucosylase/hydrolase 16
LOC_Os02g58720−−Peroxidase superfamily protein
LOC_Os01g46950−−Galactose mutarotase−like superfamily protein
LOC_Os08g32500−−Xanthine/uracil permease family protein
LOC_Os02g15810−−HMG (high mobility group) box protein
LOC_Os12g16210−−DHHC−type zinc finger family protein
LOC_Os08g40170−−cyclin−dependent kinase B2;2
LOC_Os01g59120−−Cyclin family protein
LOC_Os03g56820−−fatty acid hydroxylase 1
LOC_Os02g58220−−replicon protein A2
LOC_Os01g47780−−FASCICLIN−like arabinogalactan−protein 11
LOC_Os03g64030−−carbohydrate esterase, putative (DUF303)
LOC_Os11g06880−−LACS9 
LOC_Os02g47180−−Transducin family protein / WD−40 repeat family protein
LOC_Os02g48360−−Phosphofructokinase family protein
LOC_Os03g39020−−Kinesin motor family protein
LOC_Os01g16650−−ubiquitin−conjugating enzyme19
LOC_Os12g36890−−cellulose synthase−like D5
LOC_Os01g47635−−Cytochrome b561/ferric reductase transmembrane protein family
LOC_Os04g33900
LOC_Os02g02190−−nitrate transporter 2:1
LOC_Os04g36740−−STELAR K+ outward rectifier
LOC_Os07g07860−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os03g02040−−Remorin family protein
LOC_Os08g40420−−Serine/Threonine−kinase, putative (Protein of unknown function, DUF547)
LOC_Os04g27070−−Terpenoid cyclases/Protein prenyltransferases superfamily protein
LOC_Os10g40600−−nitrate transporter 1.1
LOC_Os02g50630−−DP−E2F−like 1
LOC_Os04g46910−−actin depolymerizing factor 7
LOC_Os05g48270−−hypothetical protein AXX17_AT3G56050 
LOC_Os10g40420−−azelaic acid induced 1
LOC_Os09g39070−−Cysteine proteinases superfamily protein
LOC_Os10g26500−−Homeobox−leucine zipper protein family
LOC_Os05g50120−−MAP kinase 9
LOC_Os10g30330−−expansin−A11
LOC_Os06g01920−−expansin A7
LOC_Os11g37550−−hypothetical protein CDL15_Pgr003035 
LOC_Os01g55320−−Contains similarity to a copper homeostasis factor (CCM) mRNA from Arabidopsis thaliana gb|U88711 and contains a heavy−metal−associated PF|00403 domain 
LOC_Os07g35860−−Cupredoxin superfamily protein
LOC_Os07g01420−−Peroxidase superfamily protein
LOC_Os10g35500−−alpha/beta−Hydrolases superfamily protein
LOC_Os02g42740−−membrane−associated progesterone binding protein 3
LOC_Os07g31610−−Peroxidase superfamily protein
LOC_Os02g17880−−xyloglucan endotransglucosylase/hydrolase 26
LOC_Os02g52840−−flavonol synthase 1
LOC_Os01g49430−−heat shock cognate protein 70−1
LOC_Os09g16090−−UDP−Glycosyltransferase superfamily protein
LOC_Os02g58350−−response regulator 3
LOC_Os10g42960−−urea−proton symporter DEGRADATION OF UREA 3 (DUR3)
LOC_Os10g40480−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os01g51840−−IQ−domain 31
LOC_Os07g18750−−unknown 
LOC_Os05g48890−−FASCICLIN−like arabinogalactan protein 13 precursor
LOC_Os10g40530−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os01g62490−−laccase 17
LOC_Os02g03870−−Glycosyl hydrolase family protein
LOC_Os06g12310−−NOD26−like intrinsic protein 4;2
LOC_Os10g38720−−glutathione S−transferase TAU 18
LOC_Os03g25300−−Peroxidase superfamily protein
LOC_Os04g15840−−expansin−A11
LOC_Os01g71380−−hypothetical protein AXX17_AT4G19090 
LOC_Os01g54620−−cellulose synthase family protein
LOC_Os10g32980−−cellulose synthase A4
LOC_Os01g06580−−FASCICLIN−like arabinogalactan−protein 11
LOC_Os02g54570−−CAP (Cysteine−rich secretory proteins, Antigen 5, and Pathogenesis−related 1 protein) superfamily protein
LOC_Os07g44280−−Disease resistance−responsive (dirigent−like protein) family protein
LOC_Os11g48060−−Laccase/Diphenol oxidase family protein
LOC_Os01g55150−−Basic−leucine zipper (bZIP) transcription factor family protein
LOC_Os01g59570−−Leucine−rich repeat transmembrane protein kinase protein
LOC_Os05g04470−−Peroxidase superfamily protein
LOC_Os03g43400−−indoleacetic acid−induced protein 16
LOC_Os01g19020−−Peroxidase superfamily protein
LOC_Os07g01410−−Peroxidase superfamily protein
LOC_Os01g09580−−ataurora2
LOC_Os01g61690−−serine carboxypeptidase−like 27
LOC_Os03g09980−−sulfate transporter 1;3
LOC_Os02g03210−−D−arabinono−1,4−lactone oxidase family protein
LOC_Os03g05140−−Leucine−rich repeat transmembrane protein kinase family protein
LOC_Os12g41600
LOC_Os05g12210−−Chalcone and stilbene synthase family protein
LOC_Os07g30090−−actin depolymerizing factor 7
LOC_Os05g48850−−NAC domain containing protein 73
LOC_Os03g44890−−hypothetical protein AXX17_AT3G03040 
LOC_Os04g53710−−Cupredoxin superfamily protein
LOC_Os03g44170−−glutathione S−transferase TAU 24
LOC_Os02g33550−−Late embryogenesis abundant (LEA) hydroxyproline−rich glycoprotein family
LOC_Os03g25320−−Peroxidase superfamily protein
LOC_Os04g57130−−Disease resistance−responsive (dirigent−like protein) family protein
LOC_Os10g35490−−alpha/beta−Hydrolases superfamily protein
LOC_Os06g46799−−Peroxidase superfamily protein
LOC_Os10g38880−−Ovate family protein
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