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LOC_Os03g62670−−S−adenosyl−L−methionine−dependent methyltransferases superfamily protein
LOC_Os05g47540−−S−adenosyl−L−methionine−dependent methyltransferases superfamily protein
LOC_Os12g12514−−Zinc−binding dehydrogenase family protein
LOC_Os03g04530−−cytochrome P450, family 96, subfamily A, polypeptide 10
LOC_Os03g05530−−nodulin MtN21 /EamA−like transporter family protein
LOC_Os08g06620
LOC_Os09g24840−−Gibberellin−regulated family protein
LOC_Os01g43230
LOC_Os05g37470−−Transmembrane amino acid transporter family protein
LOC_Os05g40960−−myb−related protein 1
LOC_Os04g40050−−ribonuclease H2 subunit B
LOC_Os06g36680−−homeobox protein ATH1
LOC_Os01g08820−−RING/FYVE/PHD zinc finger superfamily protein
LOC_Os04g43300−−RecName: Full=BRCA1−associated RING domain protein 1; Short=AtBARD1; AltName: Full=Protein REPRESSOR OF WUSCHEL 1
LOC_Os04g33740−−cell wall invertase 4
LOC_Os06g06510−−PREDICTED: histone H3.2 
LOC_Os04g48760−−Leucine−rich receptor−like protein kinase family protein
LOC_Os09g26760−−sterile alpha motif (SAM) domain−containing protein
LOC_Os04g33600−−At2g36290
LOC_Os06g05090−−protein arginine methyltransferase 10
LOC_Os06g03580−−RING/U−box superfamily protein
LOC_Os03g53690−−NAD(P)−binding Rossmann−fold superfamily protein
LOC_Os07g15370−−NRAMP metal ion transporter 6
LOC_Os03g47730−−BEL1−like homeodomain 11
LOC_Os05g49860−−Histone superfamily protein
LOC_Os07g33350−−HSP20−like chaperones superfamily protein
LOC_Os10g40720−−expansin B2
LOC_Os02g03120−−glycosyl hydrolase 9B13
LOC_Os02g56130−−proliferating cell nuclear antigen 2
LOC_Os09g36900−−Transducin/WD40 repeat−like superfamily protein
LOC_Os01g70970−−Protein kinase superfamily protein
LOC_Os08g33100−−histone H2A 2
LOC_Os10g35950−−HXXXD−type acyl−transferase family protein
LOC_Os05g09280−−nuclease
LOC_Os01g60770−−expansin A1
LOC_Os10g01570−−chromomethylase 3
LOC_Os01g22980−−serine carboxypeptidase−like 33
LOC_Os10g35580−−end binding protein 1C
LOC_Os01g58760−−Basic−leucine zipper (bZIP) transcription factor family protein
LOC_Os06g29790−−EXS (ERD1/XPR1/SYG1) family protein
LOC_Os01g64640−−PREDICTED: histone H3.2 
LOC_Os02g35180−−response regulator 3
LOC_Os10g34230−−cytokinin oxidase/dehydrogenase 1
LOC_Os02g28200−−HXXXD−type acyl−transferase family protein
LOC_Os02g54640−−glutamate receptor 2.8
LOC_Os08g16050−−tetraspanin7
LOC_Os03g24930−−Protein kinase superfamily protein
LOC_Os02g44108−−expansin B4
LOC_Os11g04720−−response regulator 9
LOC_Os10g40740−−basic helix−loop−helix (bHLH) DNA−binding superfamily protein
LOC_Os01g11160−−cationic amino acid transporter 5
LOC_Os12g06220−−NDR1/HIN1−like 3
LOC_Os01g22249−−Peroxidase superfamily protein
LOC_Os01g20830−−Heavy metal transport/detoxification superfamily protein
LOC_Os01g65030−−S−locus lectin protein kinase family protein
LOC_Os01g47900−−lectin protein kinase family protein
LOC_Os04g44354−−UDP−Glycosyltransferase superfamily protein
LOC_Os03g18600−−PYR1−like 4
LOC_Os04g34270−−S−locus lectin protein kinase family protein
LOC_Os10g39020−−fringe−like protein (DUF604)
LOC_Os12g40920−−bZIP transcription factor family protein
LOC_Os04g39300−−Copper transport protein family
LOC_Os04g34240−−PREDICTED: histone H3.2 
LOC_Os05g36280−−PREDICTED: histone H3.2 
LOC_Os06g10350−−myb domain protein 7
LOC_Os06g06460−−PREDICTED: histone H3.2 
LOC_Os08g35160−−Chaperone DnaJ−domain superfamily protein
LOC_Os04g46990−−UDP−glucosyl transferase 74D1
LOC_Os01g66860−−Integrin−linked protein kinase family
LOC_Os02g02120−−wall associated kinase 5
LOC_Os04g37980−−Major facilitator superfamily protein
LOC_Os05g50340−−RAD−like 6
LOC_Os10g36500−−Plant invertase/pectin methylesterase inhibitor superfamily protein
LOC_Os01g40870−−aldehyde dehydrogenase 2C4
LOC_Os03g01300−−azelaic acid induced 1
LOC_Os05g03920−−cysteine−rich RLK (RECEPTOR−like protein kinase) 2
LOC_Os06g48210−−DEAD−box protein abstrakt
LOC_Os07g14600−−ILR1 
LOC_Os10g35070−−alpha−galactosidase 1
LOC_Os01g74490−−Heavy metal transport/detoxification superfamily protein
LOC_Os02g54254−−lysine−ketoglutarate reductase/saccharopine dehydrogenase bifunctional enzyme
LOC_Os03g16170−−highly ABA−induced PP2C protein 2
LOC_Os05g44340−−heat shock protein 101
LOC_Os02g40900−−RNA−binding (RRM/RBD/RNP motifs) family protein
LOC_Os11g47610−−chitinase A
LOC_Os07g37210−−MYB−like 102
LOC_Os12g43490−−osmotin 34
LOC_Os06g45710−−phosphoglycerate kinase
LOC_Os08g37874−−Aldolase−type TIM barrel family protein
LOC_Os12g42910−−calcium exchanger 7
LOC_Os01g72460−−NADPH:quinone oxidoreductase
LOC_Os02g47840−−Adenine nucleotide alpha hydrolases−like superfamily protein
LOC_Os01g43851−−cytochrome P450, family 72, subfamily A, polypeptide 14
LOC_Os10g33810−−myb domain protein 15
LOC_Os01g08110−−UDP−Glycosyltransferase superfamily protein
LOC_Os01g12520−−Mitochondrial substrate carrier family protein
LOC_Os05g38530−−heat shock protein 70
LOC_Os05g51670−−UDP−D−glucose/UDP−D−galactose 4−epimerase 5
LOC_Os10g37660−−trehalase 1
LOC_Os02g09830−−basic leucine−zipper 42
LOC_Os01g36790−−cysteine−rich RLK (RECEPTOR−like protein kinase) 2
LOC_Os06g35960−−heat shock transcription factor C1
LOC_Os05g34830−−NAC (No Apical Meristem) domain transcriptional regulator superfamily protein
LOC_Os07g09420−−P−loop containing nucleoside triphosphate hydrolases superfamily protein
LOC_Os04g45810−−homeobox 7
LOC_Os05g33960−−Major facilitator superfamily protein
LOC_Os03g27110−−alpha/beta−Hydrolases superfamily protein
LOC_Os04g59540−−1−phosphatidylinositol−3−phosphate 5−kinase FAB1A
LOC_Os06g10820−−basic helix−loop−helix (bHLH) DNA−binding superfamily protein
LOC_Os01g50400−−mitogen−activated protein kinase kinase kinase 16
LOC_Os09g15670−−highly ABA−induced PP2C protein 3
LOC_Os11g05410−−Purple acid phosphatases superfamily protein
LOC_Os04g40990−−malate synthase
LOC_Os04g43390−−beta−glucosidase 47
LOC_Os01g39020−−heat shock transcription factor A2
LOC_Os03g48780−−germin−like protein 4
LOC_Os03g60560−−C2H2 and C2HC zinc fingers superfamily protein
LOC_Os01g12690−−ovate family protein 8
LOC_Os06g44260−−GDP−4−keto−6−deoxymannose−3,5−epimerase−4−reductase 1
LOC_Os01g63010−−Adenine nucleotide alpha hydrolases−like superfamily protein
LOC_Os01g06640−−basic helix−loop−helix (bHLH) DNA−binding superfamily protein
LOC_Os03g58020−−Acyl−CoA N−acyltransferases (NAT) superfamily protein
LOC_Os02g50350−−pyrimidine 1
LOC_Os01g02020−−Thiolase family protein
LOC_Os10g25010−−centrin2
LOC_Os01g57450−−Adenine nucleotide alpha hydrolases−like superfamily protein
LOC_Os02g51750−−annexin 7
LOC_Os01g09640−−myb−like transcription factor family protein
LOC_Os03g05310−−PAO 
LOC_Os02g17620−−Isochorismatase family protein
LOC_Os04g36560
LOC_Os01g58380−−3−hydroxyacyl−CoA dehydrogenase family protein
LOC_Os07g16970−−RAB GDP dissociation inhibitor 2
LOC_Os02g43820−−ethylene responsive element binding factor 5 (ATERF5) 
LOC_Os04g37490−−NAD(P)−linked oxidoreductase superfamily protein
LOC_Os04g33490−−alkaline/neutral invertase
LOC_Os09g27950−−RecName: Full=Beta−1,3−galactosyltransferase 7 
LOC_Os01g15000−−alpha/beta−Hydrolases superfamily protein
LOC_Os01g46080−−GDSL−like Lipase/Acylhydrolase superfamily protein
LOC_Os02g09250−−cytochrome P450, family 71, subfamily B, polypeptide 34
LOC_Os07g14150−−Cytidine/deoxycytidylate deaminase family protein
LOC_Os02g53160−−Phosphotyrosine protein phosphatases superfamily protein
LOC_Os12g40630−−phytochrome interacting factor 3−like 5
LOC_Os01g72530−−Calcium−binding EF−hand family protein
LOC_Os11g06130−−RING/FYVE/PHD zinc finger superfamily protein
LOC_Os03g55870−−Uncharacterized protein family (UPF0497)
LOC_Os03g60370−−histidine acid phosphatase family protein
LOC_Os03g60260−−aromatic and neutral transporter 1
LOC_Os03g60080−−NAC (No Apical Meristem) domain transcriptional regulator superfamily protein
LOC_Os09g26310−−Galactosyltransferase family protein
LOC_Os03g37490−−MATE efflux family protein
LOC_Os06g09560−−Chaperone DnaJ−domain superfamily protein
LOC_Os07g49270−−AMP deaminase, putative / myoadenylate deaminase
LOC_Os08g44390−−Calcium−binding EF−hand family protein
LOC_Os10g28340−−heat shock transcription factor A6B
LOC_Os02g37000−−prohibitin 3
LOC_Os03g20020−−Plant neutral invertase family protein
LOC_Os03g41390−−C2H2 and C2HC zinc fingers superfamily protein
LOC_Os02g08490−−casein lytic proteinase B4
LOC_Os08g02700−−Aldolase superfamily protein
LOC_Os03g16334−−glycosyltransferase (DUF604)
LOC_Os05g50380−−ADPGLC−PPase large subunit
LOC_Os05g46040−−HYPERSENSITIVE TO ABA1
LOC_Os10g38470−−glutathione S−transferase TAU 18
LOC_Os03g20550−−WRKY DNA−binding protein 46
LOC_Os06g27770−−NmrA−like negative transcriptional regulator family protein
LOC_Os12g40780−−ankyrin repeat family protein
LOC_Os03g04920−−multidrug resistance−associated protein 5
LOC_Os08g39150−−zinc metalloproteinase−like protein
LOC_Os01g63230−−O−fucosyltransferase family protein
LOC_Os02g13300−−putative mitochondrial carrier protein
LOC_Os09g30200−−RecName: Full=Heavy metal−associated isoprenylated plant protein 41; Short=AtHIP41; Flags: Precursor
LOC_Os07g41330−−translocase inner membrane subunit 17−2
LOC_Os01g58620−−polyadenylate−binding protein 1−B−binding protein
LOC_Os01g54890−−ethylene responsive element binding factor 2
LOC_Os03g50870−−alanine−tRNA ligase, putative (DUF760)
LOC_Os01g08810−−cytochrome P450, family 96, subfamily A, polypeptide 10
LOC_Os11g05400−−purple acid phosphatase 22
LOC_Os02g30100−−cytochrome P450, family 81, subfamily D, polypeptide 5
LOC_Os05g07940−−Lactoylglutathione lyase / glyoxalase I family protein
LOC_Os06g44160−−Chaperone DnaJ−domain superfamily protein
LOC_Os03g21030−−NAC domain containing protein 87
LOC_Os12g03899−−zinc induced facilitator−like 1
LOC_Os02g44870−−Dehydrin family protein
LOC_Os04g38680−−Transmembrane amino acid transporter family protein
LOC_Os06g40060−−Core−2/I−branching beta−1,6−N−acetylglucosaminyltransferase family protein
LOC_Os04g52500−−alpha/beta−Hydrolases superfamily protein
LOC_Os01g27210−−Glutathione S−transferase family protein
LOC_Os02g10310−−fumarylacetoacetase
LOC_Os08g09690−−nuclear factor Y, subunit A4
LOC_Os01g20206−−S−adenosyl−L−methionine−dependent methyltransferases superfamily protein
LOC_Os01g46970−−G−box binding factor 3
LOC_Os05g38290−−highly ABA−induced PP2C protein 2
LOC_Os05g10620−−NAC domain containing protein 75
LOC_Os07g48830−−galactinol synthase 2
LOC_Os01g59780−−Integrase−type DNA−binding superfamily protein
LOC_Os07g47670−−Hypoxia−responsive family protein
LOC_Os11g24060−−Xanthine/uracil permease family protein
LOC_Os06g46920−−NAD(P)−binding Rossmann−fold superfamily protein
LOC_Os02g32520−−Clp ATPase
LOC_Os09g25770−−nodulin MtN21 /EamA−like transporter family protein
LOC_Os01g59740−−alphavirus core family protein (DUF3411)
LOC_Os05g49900−−3−ketoacyl−CoA synthase 11
LOC_Os02g09810−−Transmembrane amino acid transporter family protein
LOC_Os02g37040
LOC_Os03g15960−−HSP20−like chaperones superfamily protein
LOC_Os03g04770−−beta−amylase 1
LOC_Os12g43720−−Early−responsive to dehydration stress protein (ERD4)
LOC_Os10g20470−−MATE efflux family protein
LOC_Os11g04104−−zinc induced facilitator−like 1
LOC_Os01g66120−−NAC (No Apical Meristem) domain transcriptional regulator superfamily protein
LOC_Os02g42940−−plant VAP homolog 12
LOC_Os07g48870−−myb domain protein 112
LOC_Os02g49860−−AWPM−19−like family protein
LOC_Os03g43720−−Major facilitator superfamily protein
LOC_Os01g13280−−ubiquitin−conjugating enzyme 25
LOC_Os02g27360−−hypothetical protein AXX17_AT1G05370 
LOC_Os01g62060−−Plant protein 1589 of unknown function
LOC_Os01g16170−−PQ−loop repeat family protein / transmembrane family protein
LOC_Os10g40490−−RING/U−box superfamily protein
LOC_Os02g55890−−Inorganic H pyrophosphatase family protein
LOC_Os03g21060−−NAC−like, activated by AP3/PI
LOC_Os06g14030−−STELAR K+ outward rectifier
LOC_Os10g25170−−Integrase−type DNA−binding superfamily protein
LOC_Os03g42830−−MATE efflux family protein
LOC_Os10g38870−−Heavy metal transport/detoxification superfamily protein
LOC_Os03g27980−−O−Glycosyl hydrolases family 17 protein
LOC_Os04g30490−−MATE efflux family protein
LOC_Os03g25490−−cytochrome P450, family 709, subfamily B, polypeptide 2
LOC_Os07g36544−−receptor kinase 3
LOC_Os08g06190−−FAD−binding Berberine family protein
LOC_Os01g62190−−C2H2−type zinc finger family protein
LOC_Os12g32760−−polyol/monosaccharide transporter 5
LOC_Os01g52260−−SERAT1 
LOC_Os02g45780−−RING zinc finger protein−like 
LOC_Os05g15530−−D−aminoacid aminotransferase−like PLP−dependent enzymes superfamily protein
LOC_Os05g15770−−chitinase A
LOC_Os09g31478−−Auxin efflux carrier family protein
LOC_Os03g08900−−MATE efflux family protein
LOC_Os06g25010−−chitinase A
LOC_Os08g43120−−pleiotropic drug resistance 11
LOC_Os12g24020−−sulfurtransferase 18
LOC_Os04g34970−−related to AP2 6
LOC_Os08g02030−−HXXXD−type acyl−transferase family protein
LOC_Os02g43330−−homeobox 7
LOC_Os07g05940−−nine−cis−epoxycarotenoid dioxygenase 9
LOC_Os01g50910−−Late embryogenesis abundant protein (LEA) family protein
LOC_Os03g20680−−late embryogenesis abundant protein, putative / LEA protein
LOC_Os03g48750−−germin−like protein 4
LOC_Os02g54140−−HSP20−like chaperones superfamily protein
LOC_Os03g02050−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein
LOC_Os04g49450−−Homeodomain−like superfamily protein
LOC_Os02g26720−−Inositol 1,3,4−trisphosphate 5/6−kinase family protein
LOC_Os03g16920−−heat shock protein 70
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