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LOC_Os06g20150−−Peroxidase superfamily protein
LOC_Os01g19220−−beta−D−xylosidase 4
LOC_Os02g18410−−plasma−membrane associated cation−binding protein 1
LOC_Os01g11730−−SGNH hydrolase−type esterase superfamily protein
LOC_Os05g41990−−Peroxidase superfamily protein
LOC_Os11g05730−−PREDICTED: histone H3.2 
LOC_Os03g18630−−inflorescence meristem receptor−like kinase 2
LOC_Os01g33040−−ATP binding microtubule motor family protein
LOC_Os06g04850−−homeobox leucine zipper protein
LOC_Os03g11540−−RPA70−kDa subunit B
LOC_Os07g22400−−DNA primase, large subunit family
LOC_Os03g21400−−cytochrome P450, family 714, subfamily A, polypeptide 1
LOC_Os07g43670−−ribonuclease 1
LOC_Os08g01100−−high−mobility group box 6
LOC_Os11g11780−−serine /threonine kinase−like protein
LOC_Os01g66840−−Pectinacetylesterase family protein
LOC_Os12g06660−−actin 7
LOC_Os02g11760−−pleiotropic drug resistance 12
LOC_Os12g08260−−Thiamin diphosphate−binding fold (THDP−binding) superfamily protein
LOC_Os03g10320−−DUF4228 domain protein
LOC_Os02g43010−−beta vacuolar processing enzyme
LOC_Os05g10670−−Zinc finger C−x8−C−x5−C−x3−H type family protein
LOC_Os07g43950−−SC35−like splicing factor 30A
LOC_Os02g04640−−myb−like HTH transcriptional regulator family protein
LOC_Os02g44770−−mechanosensitive channel of small conductance−like 5
LOC_Os05g49300−−SufE/NifU family protein
LOC_Os04g52450−−Pyridoxal phosphate (PLP)−dependent transferases superfamily protein
LOC_Os03g25790−−O−Glycosyl hydrolases family 17 protein
LOC_Os03g44150−−ornithine−delta−aminotransferase
LOC_Os02g17500−−Major facilitator superfamily protein
LOC_Os03g15890−−F22G5.31 
LOC_Os07g46700−−RING/U−box superfamily protein
LOC_Os09g39940−−uclacyanin 1
LOC_Os02g36490−−Major facilitator superfamily protein
LOC_Os01g59100−−UDP−Glycosyltransferase superfamily protein
LOC_Os06g21380−−Peptidase S41 family protein
LOC_Os11g34870−−tubulin alpha−6 chain
LOC_Os01g16350−−Aldolase superfamily protein
LOC_Os10g25030−−accelerated cell death 2 (ACD2)
LOC_Os01g21420−−RNA−binding (RRM/RBD/RNP motifs) family protein
LOC_Os03g06580−−neurogenic locus notch−like protein
LOC_Os03g27280−−Protein kinase superfamily protein
LOC_Os09g21180−−homeobox 1
LOC_Os07g44330−−pyruvate dehydrogenase kinase
LOC_Os03g42710−−Transducin/WD40 repeat−like superfamily protein
LOC_Os05g48810−−DNAJ heat shock family protein
LOC_Os12g40260−−Transducin/WD40 repeat−like superfamily protein
LOC_Os04g56430−−Receptor−like protein kinase−related family protein
LOC_Os12g37690−−myb domain protein 112
LOC_Os08g43334−−heat shock transcription factor B2A
LOC_Os08g07730−−HXXXD−type acyl−transferase family protein
LOC_Os08g40690−−chitinase A
LOC_Os02g07170−−Homeodomain−like superfamily protein
LOC_Os03g50490−−hypothetical protein AT5G37600
LOC_Os10g21590−−Major facilitator superfamily protein
LOC_Os01g32780−−Adenine nucleotide alpha hydrolases−like superfamily protein
LOC_Os01g49710−−glutathione S−transferase TAU 18
LOC_Os02g32140−−related to AP2 6l
LOC_Os11g42510−−Tyrosine transaminase family protein
LOC_Os09g39910−−ABC transporter family protein
LOC_Os02g34970−−xylem NAC domain 1
LOC_Os03g53340−−heat shock transcription factor A2
LOC_Os10g32810−−beta−amylase 1
LOC_Os06g16160−−TRICHOME BIREFRINGENCE−LIKE 19
LOC_Os12g16720−−cytochrome P450, family 83, subfamily B, polypeptide 1
LOC_Os01g52340−−NB−ARC domain−containing disease resistance protein
LOC_Os05g45090−−UDP−glucosyl transferase 88A1
LOC_Os03g46060−−osmotin 34
LOC_Os07g46950−−NAD(P)−binding Rossmann−fold superfamily protein
LOC_Os02g07160−−F12K11.9
LOC_Os03g51920−−ethylene−dependent gravitropism−deficient and yellow−green−like 3
LOC_Os06g10790−−Concanavalin A−like lectin protein kinase family protein
LOC_Os03g16940−−dessication−induced 1VOC superfamily protein
LOC_Os01g72210−−Early−responsive to dehydration stress protein (ERD4)
LOC_Os04g19740−−Transketolase
LOC_Os01g12580−−Late embryogenesis abundant protein
LOC_Os01g49720−−glutathione S−transferase TAU 18
LOC_Os03g48310−−H−ATPase 11
LOC_Os04g32320−−PLC−like phosphodiesterases superfamily protein
LOC_Os04g51796−−DNA repair ATPase−like protein
LOC_Os09g37976−−hypothetical protein AXX17_AT1G07450 
LOC_Os05g33140−−basic chitinase
LOC_Os05g07890−−unknown protein 
LOC_Os12g38100−−Uncharacterized protein family (UPF0497)
LOC_Os03g22120−−sucrose synthase 3
LOC_Os04g48390−−Major Facilitator Superfamily with SPX (SYG1/Pho81/XPR1) domain−containing protein 
LOC_Os06g51060−−basic chitinase
LOC_Os08g40680−−chitinase A
LOC_Os02g57840−−Remorin family protein
LOC_Os06g12290−−glutathione S−transferase TAU 10
LOC_Os06g30370−−PEBP (phosphatidylethanolamine−binding protein) family protein
LOC_Os07g10840−−seed imbibition 2
LOC_Os02g33380−−pectinesterase inhibitor domain containing protein, putative, expressed
LOC_Os04g08560−−−−
LOC_Os10g40040−−transmembrane protein
LOC_Os05g07810−−Adenine nucleotide alpha hydrolases−like superfamily protein
LOC_Os03g60580−−actin depolymerizing factor 4
LOC_Os05g49730−−highly ABA−induced PP2C protein 3
LOC_Os03g61270−−Glycosyl hydrolase superfamily protein
LOC_Os05g15880−−chitinase A
LOC_Os01g54030−−NADP−malic enzyme 1
LOC_Os04g33920−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein 
LOC_Os05g31670−−AWPM−19−like family protein
LOC_Os06g46740−−early nodulin−like protein 9
LOC_Os05g46480−−Late embryogenesis abundant protein (LEA) family protein
LOC_Os07g34520−−isocitrate lyase
LOC_Os06g23350−−Seed maturation protein
LOC_Os04g12970−−Uridine diphosphate glycosyltransferase 74E2
LOC_Os04g10690−−PHT5 
LOC_Os10g21790−−Lipase/lipooxygenase, PLAT/LH2 family protein
LOC_Os04g43200−−Caleosin−related family protein
LOC_Os08g39730−−cytochrome P450, family 76, subfamily C, polypeptide 4
LOC_Os03g17790−−uncharacterized protein LOC111830941 
LOC_Os06g13720−−Thiamin diphosphate−binding fold (THDP−binding) superfamily protein
LOC_Os01g50700−−DNAJ heat shock N−terminal domain−containing protein
LOC_Os05g31020−−eukaryotic release factor 1−2
LOC_Os05g39250−−PEBP (phosphatidylethanolamine−binding protein) family protein
LOC_Os06g48300−−HOPW1−1−interacting 2
LOC_Os10g39610−−class II metallothionein
LOC_Os05g47730−−Bifunctional inhibitor/lipid−transfer protein/seed storage 2S albumin superfamily protein 
LOC_Os08g23870−−late embryogenesis abundant group 1, putative, expressed
LOC_Os03g19290−−Mitochondrial import inner membrane translocase subunit Tim17/Tim22/Tim23 family protein 
LOC_Os05g03130−−uncharacterized protein LOC111830941 
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