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Figure S1. Rarefaction curves for 16S rRNA metagenomic sequence reads and internal transcribed spacer sequence reads from the rhizosphere of the Abies koreana seedlings.
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Figure S2. Heatmap depicting the hierarchical clustering, using Euclidean distance and average linkage, of the top 50 most abundant bacterial genera in the rhizosphere of Korean fir seedlings.
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Figure S3. Heatmap depicting the hierarchical clustering, using Euclidean distance and average linkage, of the top 25 most abundant fungal genera in the rhizosphere of Korean fir seedlings.
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