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Supplemental Figure S2. Overview of RNA-Seq analysis of alfalfa leaves under control and
salinity conditions. (a) Principal component analysis of RNA-Seq data. Leaf RNA from four
biological replicates were assessed under each treatment (control and salinity). (b) Volcano plot of
differentially expressed genes between control and salinity conditions. The x-axis indicates log,
fold-change values and the y-axis indicates the statistical significance of the degree of change. Red
points denote DEGs above the selected threshold for fold-change and significance. FDR, false

discovery rate.



